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Gene expression over the course of schizophrenia: from clinical high-risk for psychosis to chronic
stages. NPJ Schizophrenia, 2019, 5, 5.

Effects of the brain-derived neurotropic factor variant Val66Met on cortical structure in late

childhood and early adolescence. Journal of Psychiatric Research, 2018, 98, 51-58. 3.1 1
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