
Gregory L Verdine

ListgofgPublicationsgbygYearging
DescendinggOrder

Source:ghttps:xxexalyvcomxauthorupdfx344659yxgregoryuluverdineupublicationsubyuyearvpdf

Version:g2y24uy4u2yg

ThisgdocumentghasgbeenggeneratedgbasedgongthegpublicationsgandgcitationsgrecordedgbygexalyvcomvgForg

theglatestgversiongofgthisgpublicationglisttgvisitgtheglinkggivengabovev

ThegthirdgcolumngisgthegimpactgfactorgoIFpgofgthegjournaltgandgthegfourthgcolumngisgthegnumbergofg

citationsgofgthegarticlev

179
papers

19,278
citations

68
h-index

137
g-index

182
ext. papers

20,502
ext. citations

14.8
avg, IF

6.58
L-index



j Paper IF Citations

179 βargetedH˛†VcateninHubiquitinationHandHdegradationHbyHmultifunctionalHstapledHpeptidesWWHJournalmofm
PeptidemScienceUH2021UHebbgh 2.1 0

178 pHstapledH ”LH˛”HpeptideHtargetsH−tVZHtoHinhibitHmutagenicHtranslesionHsynthesisWHEnvironmentalmandm
MolecularmMutagenesisUH2020UHeZUHgbYVgbe 3.2 2

177
venomicHdiscoveryHofHanHevolutionarilyHprogrammedHmodalityHforHsmallVmoleculeHtargetingHofHanH
intractableHproteinHsurfaceWHProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofm
AmericaUH2020UHZZfUHZfZhdVZfaYb

11.5 15

176 βheHtrajectoryHofHintrahelicalHlesionHrecognitionHandHextrusionHbyHtheHhumanHgVoxoguanineHs“pH
glycosylaseWHNaturemCommunicationsUH2020UHZZUHccbf 17.4 6

175 MechanismHofHs“pHLesionHwomingHandH−ecognitionHbyHtheHκvrH“ucleotideHtxcisionH−epairHαystemWH
ResearchUH2019UHaYZhUHdecZfce 7.8 5

174 xdentificationHofHcyclosporinHrHfromHpmphichordaHfelinaHusingHaHrryptococcusHneoformansH
differentialHtemperatureHsensitivityHassayWHAppliedmMicrobiologymandmBiotechnologyUH2018UHZYaUHabbfVabdY5.7 11

173 txceptionallyHhighVaffinityH−asHbindersHthatHremodelHitsHeffectorHdomainWHJournalmofmBiologicalm
ChemistryUH2018UHahbUHbaedVbagY 5.4 21

172 xM swaHxsHanHxntracellularHβargetHofHtheHryclophilinHpHandHαanglifehrinHpHromplexWHCellmReportsUH
2017UHZgUHcbaVcca 10.6 25

171 αtructuralHqasisHforHtheHLesionVscanningHMechanismHofHtheHMutYHs“pHvlycosylaseWHJournalmofm
BiologicalmChemistryUH2017UHahaUHdYYfVdYZf 5.4 14

170 βotalHrhemicalHαynthesisHandHuoldingHofHpllVlHandHpllVdHVariantsHofH”ncogenicHz−asPvZaVRWHJournalm
ofmthemAmericanmChemicalmSocietyUH2017UHZbhUHfebaVfebh 16.4 28

169 rontrolHofHphosphorothioateHstereochemistryHsubstantiallyHincreasesHtheHefficacyHofHantisenseH
oligonucleotidesWHNaturemBiotechnologyUH2017UHbdUHgcdVgdZ 44.5 160

168 αtapledHpeptideHinhibitorsHofH−pqadHtargetHcontextVspecificHphenotypesHinHcancerWHNaturem
CommunicationsUH2017UHgUHeeY 17.4 34

167 “onVgenotoxicHconditioningHforHhematopoieticHstemHcellHtransplantationHusingHaH
hematopoieticVcellVspecificHinternalizingHimmunotoxinWHNaturemBiotechnologyUH2016UHbcUHfbgVcd 44.5 121

166 αtructuralHqasisHforHpvoidanceHofH romutagenicHs“pH−epairHbyHMutYHpdenineHs“pHvlycosylaseWH
JournalmofmBiologicalmChemistryUH2015UHahYUHZfYheVZYd 5.4 18

165 βowardsHunderstandingHcellHpenetrationHbyHstapledHpeptidesWHMedChemCommUH2015UHeUHZZZVZZh 5 151

164 αtitchedH˛–VhelicalHpeptidesHviaHbisHringVclosingHmetathesisWHJournalmofmthemAmericanmChemicalmSocietyUH
2014UHZbeUHZabZcVaa 16.4 105

163 βargetingHtheHβranscriptionalHwubH˛†VrateninHκsingHαtapledH eptidesH2014UHbedVbfg
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162 pHnewHiUHiHTHbHpeptideHstaplingHsystemHforH˛–VhelixHstabilizationWHChemicalmBiologymandmDrugmDesignUH
2013UHgaUHebdVca 2.9 26

161 αtructuralHandHbiochemicalHanalysisHofHs“pHhelixHinvasionHbyHtheHbacterialHgVoxoguanineHs“pH
glycosylaseHMutMWHJournalmofmBiologicalmChemistryUH2013UHaggUHZYYZaVZYYab 5.4 23

160 sifferentiationHxnductionHxnHpcuteHMyeloidHLeukemiaHκsingHαiteVαpecificHs“pVβargetingWHBloodUH
2013UHZaaUHbhcYVbhcY 2.2 1

159 pllVhydrocarbonHstapledHpeptidesHasHαyntheticHrellVpccessibleHMiniV roteinsWHDrugmDiscoverymToday:m
TechnologiesUH2012UHhUHeZVefY 7.1 58

158 αtructureHofHtheHstapledHpdbHpeptideHboundHtoHMdmaWHJournalmofmthemAmericanmChemicalmSocietyUH
2012UHZbcUHZYbVe 16.4 192

157 αtapledHpeptidesHforHintracellularHdrugHtargetsWHMethodsminmEnzymologyUH2012UHdYbUHbVbb 1.7 329

156 αequenceVdependentHstructuralHvariationHinHs“pHundergoingHintrahelicalHinspectionHbyHtheHs“pH
glycosylaseHMutMWHJournalmofmBiologicalmChemistryUH2012UHagfUHZgYccVdc 5.4 18

155 MappingHtargetableHsitesHonHhumanHtelomeraseH−“pHpseudoknotXtemplateHdomainHusingHaOV”MeH
−“pVinteractingHpolynucleotideHP−x tideRHmicroarraysWHJournalmofmBiologicalmChemistryUH2012UHagfUHZggcbVdb5.4 12

154 xnhibitionHofHoncogenicHWntHsignalingHthroughHdirectHtargetingHofH˛†VcateninWHProceedingsmofmthem
NationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaUH2012UHZYhUHZfhcaVf 11.5 183

153 αtrandwiseHtranslocationHofHaHs“pHglycosylaseHonHundamagedHs“pWHProceedingsmofmthemNationalm
AcademymofmSciencesmofmthemUnitedmStatesmofmAmericaUH2012UHZYhUHZYgeVhZ 11.5 31

152 tnforcedHpresentationHofHanHextrahelicalHguanineHtoHtheHlesionHrecognitionHpocketHofHhumanH
gVoxoguanineHglycosylaseUHh”vvZWHJournalmofmBiologicalmChemistryUH2012UHagfUHachZeVag 5.4 44

151 αtructuralHoriginsHofHs“pHtargetHselectionHandHnucleobaseHextrusionHbyHaHs“pHcytosineH
methyltransferaseWHJournalmofmBiologicalmChemistryUH2012UHagfUHcYYhhVZYd 5.4 1

150 αynthesisHofHallVhydrocarbonHstapledH˛–VhelicalHpeptidesHbyHringVclosingHolefinHmetathesisWHNaturem
ProtocolsUH2011UHeUHfeZVfZ 18.8 273

149 tntrapmentHandHstructureHofHanHextrahelicalHguanineHattemptingHtoHenterHtheHactiveHsiteHofHaH
bacterialHs“pHglycosylaseUHMutMWHJournalmofmBiologicalmChemistryUH2010UHagdUHZcegVfg 5.4 43

148 αtructureHofHtscherichiaHcoliHplkpHinHcomplexHwithHundamagedHs“pWHJournalmofmBiologicalmChemistryUH
2010UHagdUHbdfgbVhZ 5.4 18

147 xntroductionHofHallVhydrocarbonHiUiTbHstaplesHintoHalphaVhelicesHviaHringVclosingHolefinHmetathesisWH
OrganicmLettersUH2010UHZaUHbYceVh 6.2 99

146 pHstructuralHmodelHforHtheHdamageVsensingHcomplexHinHbacterialHnucleotideHexcisionHrepairWHJournalm
ofmBiologicalmChemistryUH2009UHagcUHZagbfVcc 5.4 38

145
ptomicHsubstitutionHrevealsHtheHstructuralHbasisHforHsubstrateHadenineHrecognitionHandHremovalHbyH
adenineHs“pHglycosylaseWHProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofm
AmericaUH2009UHZYeUHZgchfVdYa

11.5 66

(2009-2013)
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144 sirectHinhibitionHofHtheH“”βrwHtranscriptionHfactorHcomplexWHNatureUH2009UHceaUHZgaVg 50.4 639

143 tncounterHandHextrusionHofHanHintrahelicalHlesionHbyHaHs“pHrepairHenzymeWHNatureUH2009UHceaUHfeaVe 50.4 118

142 “onspecificallyHboundHproteinsHspinHwhileHdiffusingHalongHs“pWHNaturemStructuralmandmMolecularm
BiologyUH2009UHZeUHZaacVh 17.6 252

141 αtereochemicalHeffectsHofHallVhydrocarbonHtethersHinHiUiTcHstapledHpeptidesWHBioorganicmandm
MedicinalmChemistrymLettersUH2009UHZhUHadbbVe 2.9 70

140 pnalysisHofHanHanomalousHmutantHofHMutMHs“pHglycosylaseHleadsHtoHnewHinsightsHintoHtheHcatalyticH
mechanismWHJournalmofmthemAmericanmChemicalmSocietyUH2009UHZbZUHZgaYgVh 16.4 17

139 pllVatomHmodelHforHstabilizationHofHalphaVhelicalHstructureHinHpeptidesHbyHhydrocarbonHstaplesWH
JournalmofmthemAmericanmChemicalmSocietyUH2009UHZbZUHceaaVf 16.4 92

138 αtructureHofHtheHtWHcoliHs“pHglycosylaseHplkpHboundHtoHtheHendsHofHduplexHs“piHaHsystemHforHtheH
structureHdeterminationHofHlesionVcontainingHs“pWHStructureUH2008UHZeUHZZeeVfc 5.2 27

137 βheHhumanHcytomegalovirusHκLccHrHclampHwrapsHaroundHs“pWHStructureUH2008UHZeUHZaZcVad 5.2 27

136 αynthesisHandHstructureHofHduplexHs“pHcontainingHtheHgenotoxicHnucleobaseHlesionH
“fVmethylguanineWHJournalmofmthemAmericanmChemicalmSocietyUH2008UHZbYUHZZdfYVZ 16.4 44

135 rrystalHstructureHofHqacillusHstearothermophilusHκvrpHprovidesHinsightHintoHpβ VmodulatedH
dimerizationUHκvrqHinteractionUHandHs“pHbindingWHMolecularmCellUH2008UHahUHZaaVbb 17.6 72

134 βrappingHandHstructuralHelucidationHofHaHveryHadvancedHintermediateHinHtheHlesionVextrusionH
pathwayHofHh”vvZWHJournalmofmthemAmericanmChemicalmSocietyUH2008UHZbYUHffgcVd 16.4 23

133 βheHpositivelyHchargedHsurfaceHofHherpesHsimplexHvirusHκLcaHmediatesHs“pHbindingWHJournalmofm
BiologicalmChemistryUH2008UHagbUHeZdcVeZ 5.4 30

132
αubunitVspecificHproteinHfootprintingHrevealsHsignificantHstructuralHrearrangementsHandHaHroleHforH
“VterminalHLysVZcHofHwxVVZHxntegraseHduringHviralHs“pHbindingWHJournalmofmBiologicalmChemistryUH2008UH
agbUHdebaVcZ

5.4 48

131 pHαtapledHpdbHwelixHβargetsHwsMXHtoH”vercomeH“utlinVbH−esistanceHandH−eactivateHtheHpdbHβumorH
αuppressorH athwayHinHrancerWHBloodUH2008UHZZaUHaecdVaecd 2.2

130 βheHchallengeHofHdruggingHundruggableHtargetsHinHcanceriHlessonsHlearnedHfromHtargetingHqrLVaH
familyHmembersWHClinicalmCancermResearchUH2007UHZbUHfaecVfY 12.9 292

129 pHconciseHsynthesisHofHcOVfluoroHnucleosidesWHOrganicmLettersUH2007UHhUHdYYfVh 6.2 22

128 αtructuralHcharacterizationHofHhumanHgVoxoguanineHs“pHglycosylaseHvariantsHbearingHactiveHsiteH
mutationsWHJournalmofmBiologicalmChemistryUH2007UHagaUHhZgaVhc 5.4 59

127 −eactivationHofHtheHpdbHtumorHsuppressorHpathwayHbyHaHstapledHpdbHpeptideWHJournalmofmthem
AmericanmChemicalmSocietyUH2007UHZahUHacdeVf 16.4 431
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126 sirectHxnhibitionHofHtheH“otchHβransactivationHromplexHwithHαyntheticHronstrainedH eptidesHinH
βVrellHpcuteHLymphoblasticHLeukemiaWWHBloodUH2007UHZZYUHagZhVagZh 2.2 2

125 xntegrationHrequiresHaHspecificHinteractionHofHtheHdonorHs“pHterminalHdOVcytosineHwithHglutamineH
ZcgHofHtheHwxVVZHintegraseHflexibleHloopWHJournalmofmBiologicalmChemistryUH2006UHagZUHceZVf 5.4 61

124 αtructureHofHaHs“pHglycosylaseHsearchingHforHlesionsWHScienceUH2006UHbZZUHZZdbVf 33.3 163

123 pHbaseVexcisionHs“pVrepairHproteinHfindsHintrahelicalHlesionHbasesHbyHfastHslidingHinHcontactHwithH
s“pWHProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaUH2006UHZYbUHdfdaVf 11.5 379

122 pHnucleobaseHlesionHremodelsHtheHinteractionHofHitsHnormalHneighborHinHaHs“pHglycosylaseHcomplexWH
ProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaUH2006UHZYbUHZdYaYVd 11.5 47

121 pHstapledHqxsHqwbHhelixHdirectlyHbindsHandHactivatesHqpXWHMolecularmCellUH2006UHacUHZhhVaZY 17.6 319

120 rrystalHstructureHofHαtaphylococcusHaureusHt−“pHadenosineHdeaminaseHβadpHinHcomplexHwithH−“pWH
NaturemStructuralmandmMolecularmBiologyUH2006UHZbUHZdbVh 17.6 127

119 wistoneHwbHrecognitionHandHpresentationHbyHtheHWs−dHmoduleHofHtheHMLLZHcomplexWHNaturem
StructuralmandmMolecularmBiologyUH2006UHZbUHfYcVZa 17.6 191

118 −egulationHofHMLLZHwbzcHmethyltransferaseHactivityHbyHitsHcoreHcomponentsWHNaturemStructuralmandm
MolecularmBiologyUH2006UHZbUHfZbVh 17.6 543

117 pntiVLeukemicH otencyHofHαtapledHqwbHwelicesHrorrelatesHwithHβheirHrapacityHforHqifunctionalH
pctivationHofHppoptoticH athwaysWWHBloodUH2006UHZYgUHfZZVfZZ 2.2

116  roteinHtransportHinHandHoutHofHtheHendoplasmicHreticulumWHHarveymLecturesUH2006UHZYaUHdZVfa

115 βrackingHtheHroadHfromHinflammationHtoHcanceriHtheHcriticalHroleHofHxkappaqHkinaseHPxzzRWHHarveym
LecturesUH2006UHZYaUHZbbVdZ 8

114 αignalingHnetworksHthatHcontrolHsynapseHdevelopmentHandHcognitiveHfunctionWHHarveymLecturesUH
2006UHZYaUHfbVZYa 1

113 qasalHbodiesiHtheirHrolesHinHgeneratingHasymmetryWHHarveymLecturesUH2006UHZYaUHZfVdY 1

112 riliaHandHwedgehogHsignalingHinHtheHmouseHembryoWHHarveymLecturesUH2006UHZYaUHZYbVZd 8

111 sruggingHtheHJundruggableJWHHarveymLecturesUH2006UHZYaUHZVZd 1

110 xnHvitroHselectionHofH−“pHaptamersHagainstHaHcompositeHsmallHmoleculeVproteinHsurfaceWHNucleicm
AcidsmResearchUH2005UHbbUHdeYaVZY 20.1 10

109 pHmethylationVdependentHelectrostaticHswitchHcontrolsHs“pHrepairHandHtranscriptionalHactivationHbyH
tWHcoliHadaWHMolecularmCellUH2005UHaYUHZZfVah 17.6 63

(2005-2007)
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108 “ucleotideVdependentHdomainHmovementHinHtheHpβ aseHdomainHofHaHhumanHtypeHxxpHs“pH
topoisomeraseWHJournalmofmBiologicalmChemistryUH2005UHagYUHbfYcZVf 5.4 162

107 αtructureHofHhumanHcytidineHdeaminaseHboundHtoHaHpotentHinhibitorWHJournalmofmMedicinalmChemistryUH
2005UHcgUHedgVeY 8.3 60

106 αtructureHofHaHrepairHenzymeHinterrogatingHundamagedHs“pHelucidatesHrecognitionHofHdamagedH
s“pWHNatureUH2005UHcbcUHeZaVg 50.4 289

105 pHsuperhelicalHspiralHinHtheHtscherichiaHcoliHs“pHgyraseHpHrVterminalHdomainHimpartsHunidirectionalH
supercoilingHbiasWHJournalmofmBiologicalmChemistryUH2005UHagYUHaeZffVgc 5.4 77

104 αtructuralHbasisHforHremovalHofHadenineHmispairedHwithHgVoxoguanineHbyHMutYHadenineHs“pH
glycosylaseWHNatureUH2004UHcafUHedaVe 50.4 257

103 s“pHglycosylaseHrecognitionHandHcatalysisWHCurrentmOpinionminmStructuralmBiologyUH2004UHZcUHcbVh 8.1 160

102 αtructuresHofHendHproductsHresultingHfromHlesionHprocessingHbyHaHs“pHglycosylaseXlyaseWHChemistrym
andmBiologyUH2004UHZZUHZecbVh 28

101 pctivationHofHapoptosisHinHvivoHbyHaHhydrocarbonVstapledHqwbHhelixWHScienceUH2004UHbYdUHZceeVfY 33.3 1098

100 qaseHexcisionHrepairWHAdvancesminmProteinmChemistryUH2004UHehUHZVcZ 98

99 rovalentHtrappingHofHproteinVs“pHcomplexesWHAnnualmReviewmofmBiochemistryUH2003UHfaUHbbfVee 29.1 107

98  roductVassistedHcatalysisHinHbaseVexcisionHs“pHrepairWHNaturemStructuralmandmMolecularmBiologyUH
2003UHZYUHaYcVZZ 17.6 131

97 αtructureHofHaHtrappedHendonucleaseHxxxVs“pHcovalentHintermediateWHEMBOmJournalUH2003UHaaUHbceZVfZ 13 150

96 αtructuralHandHbiochemicalHexplorationHofHaHcriticalHaminoHacidHinHhumanHgVoxoguanineHglycosylaseWH
BiochemistryUH2003UHcaUHZdecVfa 3.2 95

95 aUeVsimethyltyrosineHanaloguesHofHaHstereodiversifiedHligandHlibraryiHhighlyHpotentUHselectiveUH
nonVpeptidicHmuHopioidHreceptorHagonistsWHJournalmofmMedicinalmChemistryUH2003UHceUHeffVgY 8.3 20

94 ronvertingHtheHsacrificialHs“pHrepairHproteinH“VadaHintoHaHcatalyticHmethylHphosphotriesterHrepairH
enzymeWHJournalmofmthemAmericanmChemicalmSocietyUH2003UHZadUHZcdYVZ 16.4 15

93 s“pHlesionHrecognitionHbyHtheHbacterialHrepairHenzymeHMutMWHJournalmofmBiologicalmChemistryUH2003UH
afgUHdZdcbVg 5.4 156

92 αtructureHandHspecificityHofHtheHvertebrateHantiVmutatorHuracilVs“pHglycosylaseHαMκvZWHMolecularm
CellUH2003UHZZUHZecfVdh 17.6 110

91 txtensivelyHstereodiversifiedHscaffoldsHforHuseHinHdiversityVorientedHlibraryHsynthesisWHOrganicm
LettersUH2003UHdUHeaZVc 6.2 24
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90 κnpredictableHstereochemicalHpreferencesHforHmuHopioidHreceptorHactivityHinHanHexhaustivelyH
stereodiversifiedHlibraryHofHZUcVenediolsWHOrganicmLettersUH2003UHdUHebbVe 6.2 25

89 sirectHvisualizationHofHaHs“pHglycosylaseHsearchingHforHdamageWHChemistrymandmBiologyUH2002UHhUHbcdVdY 84

88 βrappingHdistinctHstructuralHstatesHofHaHproteinXs“pHinteractionHthroughHdisulfideHcrosslinkingWH
ChemistrymandmBiologyUH2002UHhUHZahfVbYb 29

87 wighVresolutionHfootprintingHofHsequenceVspecificHproteinVs“pHcontactsWHNaturemBiotechnologyUH
2002UHaYUHZgbVe 44.5 12

86 αtructuralHinsightsHintoHlesionHrecognitionHandHrepairHbyHtheHbacterialHgVoxoguanineHs“pHglycosylaseH
MutMWHNaturemStructuralmBiologyUH2002UHhUHdccVda 84

85 pHgenotypingHstrategyHbasedHonHincorporationHandHcleavageHofHchemicallyHmodifiedHnucleotidesWH
ProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaUH2002UHhhUHZZYfbVg 11.5 23

84 dVaminoVaOVdeoxyuridineUHaHnovelHthymidineHanalogueHforHhighVresolutionHfootprintingHofH
proteinVs“pHcomplexesWHOrganicmLettersUH2002UHcUHbgefVh 6.2 10

83 ronformationalHanalysisHofHaHstereochemicallyHcompleteHsetHofHcisVenediolHpeptideHanaloguesWH
JournalmofmthemAmericanmChemicalmSocietyUH2002UHZacUHZZZbZVcZ 16.4 10

82 wighVaffinityHmuHopioidHreceptorHligandsHdiscoveredHbyHtheHscreeningHofHanHexhaustivelyH
stereodiversifiedHlibraryHofHZUdVenediolsWHJournalmofmthemAmericanmChemicalmSocietyUH2002UHZacUHZbbdaVb 16.4 47

81 ronciseHenantioVHandHdiastereoselectiveHsynthesisHofH˛–VhydroxyV˛–VmethylV˛†VaminoHacidsWH
TetrahedronmLettersUH2001UHcaUHbdebVbded 2 35

80 βemplateVdirectedHinterferenceHfootprintingHofHproteinVphosphateHcontactsHinHs“pWHOrganicmLetters
UH2001UHbUHfZVc 6.2

79 βheHsynthesisHofHanHexhaustivelyHstereodiversifiedHlibraryHofHcisVZUdHenediolsHbyHsilylVtetheredH
ringVclosingHmetathesisWHOrganicmLettersUH2001UHbUHaZdfVh 6.2 37

78 pHsyntheticHlibraryHofHcellVpermeableHmoleculesWHJournalmofmthemAmericanmChemicalmSocietyUH2001UH
ZabUHbhgVcYg 16.4 72

77 rouplingHofHsubstrateHrecognitionHandHcatalysisHbyHaHhumanHbaseVexcisionHs“pHrepairHproteinWH
JournalmofmthemAmericanmChemicalmSocietyUH2001UHZabUHbdhVeY 16.4 75

76 αtructuralHbasisHforHrecognitionHandHrepairHofHtheHendogenousHmutagenHgVoxoguanineHinHs“pWH
NatureUH2000UHcYbUHgdhVee 50.4 787

75 βrappingHofHaHcatalyticHwxVHreverseHtranscriptaseStemplateiprimerHcomplexHthroughHaHdisulfideH
bondWHChemistrymandmBiologyUH2000UHfUHbddVec 56

74 pHmodularHsyntheticHapproachHtowardHexhaustivelyHstereodiversifiedHligandHlibrariesWHOrganicm
LettersUH2000UHaUHbhhhVcYYa 6.2 37

73 pnHpllVwydrocarbonHrrossVLinkingHαystemHforHtnhancingHtheHwelicityHandHMetabolicHαtabilityHofH
 eptidesWHJournalmofmthemAmericanmChemicalmSocietyUH2000UHZaaUHdghZVdgha 16.4 783

(2000-2003)
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72 pHsmallHregionHinHwMvHxPYRHisHcriticalHforHcooperationHwithH“uVkappaqHonHs“pWHJournalmofmBiologicalm
ChemistryUH1999UHafcUHaYabdVcb 5.4 28

71 xdentificationHofHaHnewHuracilVs“pHglycosylaseHfamilyHbyHexpressionHcloningHusingHsyntheticH
inhibitorsWHCurrentmBiologyUH1999UHhUHZfcVgd 6.3 184

70 −epairHofHoxidativelyHdamagedHguanineHinHαaccharomycesHcerevisiaeHbyHanHalternativeHpathwayWH
CurrentmBiologyUH1998UHgUHbhbVcYb 6.3 75

69 αolutionHstructureHofHtheHcoreH“upβrZXs“pHcomplexWHCellUH1998UHhaUHegfVhe 56.2 96

68 rrystalHstructureHofHaHhumanHalkylbaseVs“pHrepairHenzymeHcomplexedHtoHs“piHmechanismsHforH
nucleotideHflippingHandHbaseHexcisionWHCellUH1998UHhdUHachVdg 56.2 252

67 αtructureHofHaHcovalentlyHtrappedHcatalyticHcomplexHofHwxVVZHreverseHtranscriptaseiHimplicationsHforH
drugHresistanceWHScienceUH1998UHagaUHZeehVfd 33.3 1205

66 αpecificHbindingHofHaHdesignedHpyrrolidineHabasicHsiteHanalogHtoHmultipleHs“pHglycosylasesWHJournalm
ofmBiologicalmChemistryUH1998UHafbUHgdhaVf 5.4 88

65 sisulfideHrrossVlinkingHasHaHMechanisticH robeHforHtheHqHkVmHZHβransitionHinHs“pWHJournalmofmthem
AmericanmChemicalmSocietyUH1997UHZZhUHehafVehag 16.4 17

64 κnusuallyHαtrongHqindingHofHaHsesignedHβransitionVαtateHpnalogHtoHaHqaseVtxcisionHs“pH−epairH
 roteinWHJournalmofmthemAmericanmChemicalmSocietyUH1997UHZZhUHfgedVfgee 16.4 53

63 pHrhemicalHMethodHforHαiteVαpecificHModificationHofH−“pi´ HβheHronvertibleH“ucleosideHppproachWH
JournalmofmthemAmericanmChemicalmSocietyUH1997UHZZhUHfcabVfcbb 16.4 109

62 xnducedHalphaHhelixHinHtheHV ZeHactivationHdomainHuponHbindingHtoHaHhumanHβpuWHScienceUH1997UHaffUHZbZYVb33.3 270

61 s“pHPcytosineVdRVmethyltransferasesHinHmouseHcellsHandHtissuesWHαtudiesHwithHaHmechanismVbasedH
probeWHJournalmofmMolecularmBiologyUH1997UHafYUHbgdVhd 6.5 298

60 κnusualH−elVlikeHarchitectureHinHtheHs“pVbindingHdomainHofHtheHtranscriptionHfactorH“upβcWHNatureUH
1997UHbgdUHZfaVe 50.4 89

59 αelectiveHbaseVpairHdestabilizationHenhancesHbindingHofHaHs“pHmethyltransferaseWHTetrahedronUH
1997UHdbUHZaYcZVZaYde 2.4 7

58 pHmammalianHs“pHrepairHenzymeHthatHexcisesHoxidativelyHdamagedHguaninesHmapsHtoHaHlocusH
frequentlyHlostHinHlungHcancerWHCurrentmBiologyUH1997UHfUHbhfVcYf 6.3 303

57 wowHdoHs“pHrepairHproteinsHlocateHdamagedHbasesHinHtheHgenomenWHChemistrymandmBiologyUH1997UHcUHbahVbc 85

56 rhemicalHapproachesHtowardHunderstandingHbaseHexcisionHs“pHrepairWHCurrentmOpinionminmChemicalm
BiologyUH1997UHZUHdaeVbZ 9.7 13

55 βemplateVsirectedHxnterferenceHuootprintingHofH roteinâ��pdenineHrontactsWHJournalmofmthemAmericanm
ChemicalmSocietyUH1996UHZZgUHeZZeVeZaY 16.4 14
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54 MammalianHs“pHcytosineVdHmethyltransferaseHinteractsHwithHpabHproteinWHFEBSmLettersUH1996UHbhaUHZfhVgb3.8 14

53 αtructuralHbasisHforHtheHexcisionHrepairHofHalkylationVdamagedHs“pWHCellUH1996UHgeUHbaZVh 56.2 231

52 xmmobilizedHmetalHaffinityHchromatographyHofHs“pWHNucleicmAcidsmResearchUH1996UHacUHbgYeVZY 20.1 23

51 rloningHofHaHyeastHgVoxoguanineHs“pHglycosylaseHrevealsHtheHexistenceHofHaHbaseVexcisionH
s“pVrepairHproteinHsuperfamilyWHCurrentmBiologyUH1996UHeUHhegVgY 6.3 414

50 βheHleucineHzipperHdomainHcontrolsHtheHorientationHofHp VZHinHtheH“upβWp VZWs“pHcomplexWH
ChemistrymandmBiologyUH1996UHbUHhgZVhZ 108

49 αtructuralHdeterminantsHforHspecificHrecognitionHbyHβcHendonucleaseHVWHJournalmofmBiologicalm
ChemistryUH1996UHafZUHbaZcfVda 5.4 27

48 αtructureHofHtheH“uVkappaHqHpdYHhomodimerHboundHtoHs“pWHNatureUH1995UHbfbUHbZZVf 50.4 480

47 seconstructionHofHvr“cXvr−tHintoHaHmonomericHpeptideVs“pHcomplexWHNaturemStructuralmandm
MolecularmBiologyUH1995UHaUHcdYVf 17.6 36

46 ModifyingHtheHhelicalHstructureHofHs“pHbyHdesigniHrecruitmentHofHanHarchitectureVspecificHproteinHtoH
anHenforcedHs“pHbendWHChemistrymandmBiologyUH1995UHaUHaZbVaZ 53

45 pHsesignedHxnhibitorHofHqaseVtxcisionHs“pH−epairWHJournalmofmthemAmericanmChemicalmSocietyUH1995UH
ZZfUHZYfgZVZYfga 16.4 54

44 αpecificHbindingHofHtheHs“pHrepairHenzymeHplkpHtoHaHpyrrolidineVbasedHinhibitorWHJournalmofmthem
AmericanmChemicalmSocietyUH1995UHZZfUHeeabVeeac 16.4 49

43 sirectHpctivationHofHtheHMethylHrhemosensorH roteinH“VpdaHbyHrwbxWHJournalmofmthemAmericanm
ChemicalmSocietyUH1995UHZZfUHZYfchVZYfdY 16.4 20

42 βheHcrystalHstructureHofHwaexxxHmethyltransferaseHconvalentlyHcomplexedHtoHs“piHanHextrahelicalH
cytosineHandHrearrangedHbaseHpairingWHCellUH1995UHgaUHZcbVdb 56.2 367

41 MetalHdependenceHofHtranscriptionalHswitchingHinHtscherichiaHcoliHpdaWHJournalmofmBiologicalm
ChemistryUH1995UHafYUHeeecVfY 5.4 35

40 ”nlyHoneHofHtheHtwoHs“pVboundHorientationsHofHp VZHfoundHinHsolutionHcooperatesHwithH“upβpWH
CurrentmBiologyUH1995UHdUHggaVh 6.3 63

39 ronstructionHofHanHoverproductionHvectorHcontainingHtheHnovelHsrpHPstericallyHrepressedRHpromoterWH
ProteinmScienceUH1994UHbUHZbaVg 6.3 19

38 βheHeffectsHofH“fVmethylguanineHonHduplexHs“pHstructureWHChemistrymandmBiologyUH1994UHZUHabdVcY 30

37 s“pHbindingHbyHanHaminoHacidHresidueHinHtheHrVterminalHhalfHofHtheH−elHhomologyHregionWHChemistrym
andmBiologyUH1994UHZUHcfVdd 12

(1994-1996)
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36 uallingHoutHofHtheHfoldiHtumorigenicHmutationsHandHpdbWHChemistrymandmBiologyUH1994UHZUHfhVgc 6

35 MetalVcoordinationHsphereHinHtheHmethylatedHpdaHproteinVs“pHcoVcomplexWHChemistrymandmBiologyUH
1994UHZUHhZVf 39

34 s“pHmethyltransferasesWHCurrentmOpinionminmCellmBiologyUH1994UHeUHbgYVh 9 231

33 βheHflipHsideHofHs“pHmethylationWHCellUH1994UHfeUHZhfVaYY 56.2 64

32 rrystallizationHandHpreliminaryHcrystallographicHanalysisHofHaHs“pHPcytosineVdRVmethyltransferaseH
fromHwaemophilusHaegyptiusHboundHcovalentlyHtoHs“pWHJournalmofmMolecularmBiologyUH1994UHabgUHeaeVh 6.5 11

31 βheHβVcellHtranscriptionHfactorH“upβpHisHaHsubstrateHforHcalcineurinHandHinteractsHwithHuosHandHyunWH
NatureUH1993UHbedUHbdaVd 50.4 688

30 MutationalHseparationHofHs“pHbindingHfromHcatalysisHinHaHs“pHcytosineHmethyltransferaseWHJournalm
ofmthemAmericanmChemicalmSocietyUH1993UHZZdUHdbZgVdbZh 16.4 63

29 sirectHobservationHofHaHspecificHcontactHinHtheHWlambdaWHrepressorV”LZHcomplexHbyHisotopeVeditedH
“M−WHJournalmofmthemAmericanmChemicalmSocietyUH1993UHZZdUHchaZVchaa 16.4 14

28 −atchetingHtorsionalHstressHinHduplexHs“pWHJournalmofmthemAmericanmChemicalmSocietyUH1993UHZZdUHZadgdVZadge16.4 29

27 MolecularHdynamicsHsimulationsHofHdisulfideHcrossVlinkedHs“pHdecamersWHJournalmofmthemAmericanm
ChemicalmSocietyUH1993UHZZdUHfdehVfdgb 16.4 20

26 βemplateVdirectedHinterferenceHfootprintingHofHproteinVthymineHcontactsWHJournalmofmthemAmericanm
ChemicalmSocietyUH1993UHZZdUHbfbVbfc 16.4 20

25 s“pHmethylationHthroughHaHlocallyHunpairedHintermediateWHJournalmofmthemAmericanmChemicalmSocietyUH
1993UHZZdUHZadgbVZadgc 16.4 79

24 αynthesisHandHcharacterizationHofHdisulfideHcrossVlinkedHoligonucleotidesWHJournalmofmthemAmericanm
ChemicalmSocietyUH1993UHZZdUHhYYeVhYZc 16.4 80

23 ”verproductionHofHproteinsHusingHexpressionVcassetteHpolymeraseHchainHreactionWHMethodsminm
EnzymologyUH1993UHaZfUHfhVZYa 1.7 20

22 pHmultifunctionalHplasmidHforHproteinHexpressionHbyHtr r−iHoverproductionHofHtheHpdYHsubunitHofH
“uV˛”qWHBioorganicmandmMedicinalmChemistrymLettersUH1993UHbUHZYghVZYhc 2.9 38

21 LimitedHproteolysisHandHsiteVdirectedHmutagenesisHofHtheH“uV˛”qHpdYHs“pVbindingHsubunitWH
BioorganicmandmMedicinalmChemistrymLettersUH1993UHbUHZYhdVZZYY 2.9 42

20 pHhighVcapacityHcolumnHforHaffinityHpurificationHofHsequenceVspecificHs“pVbindingHproteinsWHNucleicm
AcidsmResearchUH1992UHaYUHbdad 20.1 23

19 pminolysisHofHanVseoxyinosineHprylHtthersiH“ucleosideHModelHαtudiesHforHtheHαynthesisHofH
uunctionallyHβetheredH”ligonucleotidesWHNucleosidesmtmNucleotidesUH1992UHZZUHZfchVZfeb 19
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18 αynthesisHofHanHoligonucleotideHsuicideHsubstrateHforHs“pHmethyltransferasesWHJournalmofmOrganicm
ChemistryUH1992UHdfUHahghVahhZ 4.2 24

17 pberrantlyHmethylatedHs“piHsiteVspecificHintroductionHofH“VfVmethylVaOVdeoxyguanosineHintoHtheH
sickersonXsrewHdodecamerWWHJournalmofmthemAmericanmChemicalmSocietyUH1992UHZZcUHedeaVedeb 16.4 25

16 αynthesisHofHphotoactiveHs“piHincorporationHofHgVbromoVanVdeoxyadenosineHintoHsyntheticH
oligodeoxynucleotidesWHTetrahedronmLettersUH1992UHbbUHcaedVcaeg 2 12

15  roteinHoverproductionHforHorganicHchemistsWHTetrahedronUH1991UHcfUHadcbVadea 2.4 18

14 tngineeringHtetheredHs“pHmoleculesHbyHtheHconvertibleHnucleosideHapproachWHTetrahedronUH1991UH
cfUHaeYbVaeZe 2.4 105

13 βemplateVdirectedHinterferenceHfootprintingHofHproteinVguanineHcontactsHinHs“pWHJournalmofmthem
AmericanmChemicalmSocietyUH1991UHZZbUHdZYcVdZYe 16.4 20

12 sisulfideVcrosslinkedHoligonucleotidesWHJournalmofmthemAmericanmChemicalmSocietyUH1991UHZZbUHcYYYVcYYa 16.4 105

11 MolecularHcloningHandHoverexpressionHofHtheHhumanHuzdYeVbindingHproteinHuzq WHNatureUH1990UH
bceUHefZVc 50.4 299

10 αynthesisHofHfunctionallyHtetheredHoligodeoxynucleotidesHbyHtheHconvertibleHnucleosideHapproachWH
JournalmofmOrganicmChemistryUH1990UHddUHdhbZVdhbb 4.2 114

9 MolecularHbasisHofHbacterialHresistanceHtoHorganomercurialHandHinorganicHmercuricHsaltsWHFASEBm
JournalUH1988UHaUHZacVbY 0.9 82

8 “atureHofHtheHdestructionHofHdeoxyguanosineHresiduesHbyHmitomycinHrWHJournalmofmthemAmericanm
ChemicalmSocietyUH1985UHZYfUHeZaYVeZaZ 16.4 20

7 κseHofHdifferentialHsecondVderivativeHκVHandHuβx−HspectroscopyHinHstructuralHstudiesHofH
multichromophoricHcompoundsWHJournalmofmthemAmericanmChemicalmSocietyUH1985UHZYfUHeZZgVeZaY 16.4 17

6
rircularHdichroismHspectroscopyHasHaHprobeHforHtheHstereochemistryHofHaziridineHcleavageHreactionsH
ofHmitomycinHrWHppplicationHtoHadductsHofHmitomycinHwithHs“pHconstituentsWHJournalmofmthem
AmericanmChemicalmSocietyUH1984UHZYeUHfbefVfbfY

16.4 43

5 βheHbaseHpromotedHoligomerizationHofHZdVdehydroVprostaglandinHqZiHdimerHformationHandH
structuralHimplicationsHforHaHcomplexHmixtureHtermedH vqxWHTetrahedronmLettersUH1983UHacUHhhZVhhc 2 15

4 βheHbaseHpromotedHoligomerizationHofHaHZdVdehydroV vqZHanalogiHαtructuralHinsightsHintoHtheH
complexHoligomericHmixtureHtermedH vqXWHTetrahedronmLettersUH1982UHabUHZhefVZhfY 2 7

3 pctiveHMembersZfhVZgh

2 uormerH”fficersHofHtheHwarveyHαocietyZdbVZeg

1 sruggingHtheHâ��κndruggableâ��ZVZd 2

(-1992)
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