179 19,278 68 137

papers citations h-index g-index

182 20,502 14.8 6.58

ext. papers ext. citations avg, IF L-index



178

176

174

172

170

168

166

GREGORY L VERDINE

Paper IF Citations

Targeted Etatenin ubiquitination and degradation by multifunctional stapled peptides.. Journal of
Peptide Science, 2021, e3389

A stapled POL [peptide targets REV1 to inhibit mutagenic translesion synthesis. Environmental and

Molecular Mutagenesis, 2020, 61, 830-836 32 2

Genomic discovery of an evolutionarily programmed modality for small-molecule targeting of an
intractable protein surface. Proceedings of the National Academy of Sciences of the United States of
America, 2020, 117, 17195-17203

The trajectory of intrahelical lesion recognition and extrusion by the human 8-oxoguanine DNA L 6
glycosylase. Nature Communications, 2020, 11, 4437 74

Mechanism of DNA Lesion Homing and Recognition by the Uvr Nucleotide Excision Repair System.
Research, 2019, 2019, 5641746

Identification of cyclosporin C from Amphichorda felina using a Cryptococcus neoformans
differential temperature sensitivity assay. Applied Microbiology and Biotechnology, 2018, 102, 2337-2350°7

Exceptionally high-affinity Ras binders that remodel its effector domain. Journal of Biological
Chemistry, 2018, 293, 3265-3280

IMPDH2 Is an Intracellular Target of the Cyclophilin A and Sanglifehrin A Complex. Cell Reports, 6
2017, 18, 432-442 10.6 25

Structural Basis for the Lesion-scanning Mechanism of the MutY DNA Glycosylase. Journal of
Biological Chemistry, 2017, 292, 5007-5017

Total Chemical Synthesis and Folding of All-l and All-d Variants of Oncogenic KRas(G12V). Journal

of the American Chemical Society, 2017, 139, 7632-7639 164 28

Control of phosphorothioate stereochemistry substantially increases the efficacy of antisense
oligonucleotides. Nature Biotechnology, 2017, 35, 845-851

Stapled peptide inhibitors of RAB25 target context-specific phenotypes in cancer. Nature
Communications, 2017, 8, 660 17.4 34

Non-genotoxic conditioning for hematopoietic stem cell transplantation using a
hematopoietic-cell-specific internalizing immunotoxin. Nature Biotechnology, 2016, 34, 738-45

Structural Basis for Avoidance of Promutagenic DNA Repair by MutY Adenine DNA Glycosylase. 3
Journal of Biological Chemistry, 2015, 290, 17096-105 54 1

Towards understanding cell penetration by stapled peptides. MedChemComm, 2015, 6, 111-119

Stitched Ehelical peptides via bis ring-closing metathesis. Journal of the American Chemical Society,

2014, 136, 12314-22 16.4 105

Targeting the Transcriptional Hub HCatenin Using Stapled Peptides 2014, 365-378




(2009-2013)

Anew i, i+ 3 peptide stapling system for Ehelix stabilization. Chemical Biology and Drug Design,

162 5013, 82, 635-42

29 26

Structural and biochemical analysis of DNA helix invasion by the bacterial 8-oxoguanine DNA
glycosylase MutM. Journal of Biological Chemistry, 2013, 288, 10012-10023

Differentiation Induction In Acute Myeloid Leukemia Using Site-Specific DNA-Targeting. Blood,

160 5013, 122, 3940-3940

22, 1

All-hydrocarbon stapled peptides as Synthetic Cell-Accessible Mini-Proteins. Drug Discovery Today: ;
Technologies, 2012, 9, e1-e70 /-

Structure of the stapled p53 peptide bound to Mdm2. Journal of the American Chemical Society,

158 2012, 134, 103-6

16.4 192

Stapled peptides for intracellular drug targets. Methods in Enzymology, 2012, 503, 3-33

Sequence-dependent structural variation in DNA undergoing intrahelical inspection by the DNA

glycosylase MutM. Journal of Biological Chemistry, 2012, 287, 18044-54 54 18

156

Mapping targetable sites on human telomerase RNA pseudoknot/template domain using 2’-OMe
RNA-interacting polynucleotide (RIPtide) microarrays. Journal of Biological Chemistry, 2012, 287, 18843-33

Inhibition of oncogenic Wnt signaling through direct targeting of Ecatenin. Proceedings of the

154 National Academy of Sciences of the United States of America, 2012, 109, 17942-7 115 183

Strandwise translocation of a DNA glycosylase on undamaged DNA. Proceedings of the National
Academy of Sciences of the United States of America, 2012, 109, 1086-91

1os Enforced presentation of an extrahelical guanine to the lesion recognition pocket of human
5 8-oxoguanine glycosylase, hOGG1. Journal of Biological Chemistry, 2012, 287, 24916-28 >4 44

Structural origins of DNA target selection and nucleobase extrusion by a DNA cytosine

methyltransferase. Journal of Biological Chemistry, 2012, 287, 40099-105

Synthesis of all-hydrocarbon stapled thelical peptides by ring-closing olefin metathesis. Nature

159 protocols, 2011, 6, 761-71

188 273

Entrapment and structure of an extrahelical guanine attempting to enter the active site of a
bacterial DNA glycosylase, MutM. Journal of Biological Chemistry, 2010, 285, 1468-78

Structure of Escherichia coli AlkA in complex with undamaged DNA. Journal of Biological Chemistry,

148 5010, 285, 35783-91 54 18

Introduction of all-hydrocarbon i,i+3 staples into alpha-helices via ring-closing olefin metathesis.
Organic Letters, 2010, 12, 3046-9

A structural model for the damage-sensing complex in bacterial nucleotide excision repair. Journal

146 of Biological Chemistry, 2009, 284, 12837-44 54 38

Atomic substitution reveals the structural basis for substrate adenine recognition and removal by

adenine DNA glycosylase. Proceedings of the National Academy of Sciences of the United States of
America, 2009, 106, 18497-502




GREGORY L VERDINE

144 Directinhibition of the NOTCH transcription factor complex. Nature, 2009, 462, 182-8 50.4 639

Encounter and extrusion of an intrahelical lesion by a DNA repair enzyme. Nature, 2009, 462, 762-6
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