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j Paper IF Citations

307 TaxonomyTHphylogenyTHmolecularHdatingHandHancestralHstateHreconstructionHofHXylariomycetidaeH
PëordariomycetesQVHFungalfDiversityTH2022THYYZTHY 17.6 2

306 ’orphoUmolecularHcharacterizationHofHprunneofissuraceaeHfamVHnovVTHqirsosiaHmangiferaeHspVHnovVTH
andHosterinaHneomangiferaeHnomVHnovVHMycologicalfProgressTH2022THZYTHZegUZgc 1.9

305 ëynopsisHofHzeptosphaeriaceaeHandHwntroductionHofHThreeH–ewHTaxaHandH—neH–ewHéecordHfromH
qhinaVHJournalfoffFungifoBaseltfSwitzerlandpTH2022THfTHbYd 5.6 0

304 TheHulobalHëoilH’ycobiomeHconsortiumHdatasetHforHboostingHfungalHdiversityHresearchVHFungalf
DiversityTH2021THYYYTHcea 17.6 10

303 ’orphologyHandHPhylogenyHéevealHfamVHnovVHPTHQHwithHTwoH–ovelHëpeciesVHJournalfoffFungifoBaseltf
SwitzerlandpTH2021THeTH 5.6 1

302 piphasicHtaxonomicHapproachesHforHgenericHrelatednessHandHphylogeneticHrelationshipsHofH
TeichosporaceaeVHFungalfDiversityTH2021THYYXTHYggUZbY 17.6 0

301 httpshWWbotryosphaerialesVorgWTHanHonlineHplatformHforHupUtoUdateHclassificationHandHaccountHofHtaxaH
ofHpotryosphaerialesVHDatabase:fthefJournalfoffBiologicalfDatabasesfandfCurationTH2021THZXZYTH 5 4

300 genVHetHspVHnovVHandHspVHnovVHPriatrypaceaeQHfromHqhinaVHBiodiversityfDatafJournalTH2021THgTHedafdb 1.8 3

299 wnvestigatingHspeciesHboundariesHinHqolletotrichumVHFungalfDiversityTH2021THYXeTHYXeUYZe 17.6 25

298 qompositionHofHwoodyHplantHcommunitiesHdrivesHmacrofungalHcommunityHcompositionHinHthreeH
climaticHregionsVHJournalfoffVegetationfScienceTH2021THaZTHeYaXXY 3.1 1

297 qlimateUtungalHPathogenH’odelingHPredictsHzossHofHUpHtoH—neUThirdHofHTeaHurowingHoreasVH
FrontiersfinfCellularfandfInfectionfMicrobiologyTH2021THYYTHdYXcde 5.9 2

296 ’orphologicalHandHphylogeneticHresolutionHofHorthriniumHfromHmedicinalHplantsHinHYunnanTH
includingHoVHcordylinesHandHoVHpseudomariiHsppVHnovVVHMycotaxonTH2021THYadTHYfaUYgg 0.5 2

295 tungalHtaxonomyHandHsequenceUbasedHnomenclatureVHNaturefMicrobiologyTH2021THdTHcbXUcbf 26.6 32

294 ’ucoraleanHtungiHinHThailandhH–ovelHëpeciesHofHobsidiaHfromHTropicalHtorestHëoilVHCryptogamietf
MycologieTH2021THbZTH 1.4 3

293 ’ultigeneHPhylogenyHéevealsHgenVHetHspVHnovVHandHtamilialHéeplacementHofHPXylarialesTH
ëordariomycetesTHoscomycotaQVHLifeTH2021THYYTH 3 3

292 vowHtoHpublishHaHnewHfungalHspeciesTHorHnameTHversionHaVXVHIMAfFungusTH2021THYZTHYY 6.8 26

291 wntroducingHaHnewHpleosporaleanHfamilyHëublophiostomataceaeHfamVHnovVHtoHaccommodateH
ëublophiostomaHgenVHnovVHScientificfReportsTH2021THYYTHgbgd 4.9 4
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290
TaxonomicHandHphylogeneticHcontributionsHtoHqeltisHformosanaTHticusHampelasTHtVHsepticaTH
’acarangaHtanariusHandH’orusHaustralisHleafHlitterHinhabitingHmicrofungiVHFungalfDiversityTH2021TH
YXfTHYUZYc

17.6 6

289 PhylogeneticHassessmentHandHtaxonomicHrevisionHofHvalobyssotheciumHandHzentitheciumH
PzentitheciaceaeTHPleosporalesQVHMycologicalfProgressTH2021THZXTHeXYUeZX 1.9 2

288 TheHPlantHtamilyHosteraceaeHwsHaHqacheHforH–ovelHtungalHriversityhH–ovelHëpeciesHandHueneraHWithH
éemarkableHoscosporesHinHzeptosphaeriaceaeVHFrontiersfinfMicrobiologyTH2021THYZTHddXZdY 5.7 1

287 riversityHandHtunctionHofHoppressoriaVHPathogensTH2021THYXTH 4.5 4

286 odditionsHtoHwtalianHPleosporinaeTHincludingHspVHnovVHBiodiversityfDatafJournalTH2021THgTHecgdbf 1.8 1

285 wntegratingHrifferentHzinesHofHsvidenceHtoHsstablishHaH–ovelHoscomyceteHuenusHandHtamilyHPTHQHinVH
JournalfoffFungifoBaseltfSwitzerlandpTH2021THeTH 5.6 7

284 ocrocordiellaHyunnanensisHspVHnovVHPéequienellaceaeTHXylarialesQHfromHYunnanTHqhinaVHPhytotaxaTH
2021THbfeTHYXaUYYa 0.7 2

283 TheHsvolutionHofHzifeH’odesHinHëtictidaceaeTHwithHThreeH–ovelHTaxaVHJournalfoffFungifoBaseltf
SwitzerlandpTH2021THeTH 5.6 5

282 svolutionHofHfreshwaterHriaporthomycetidaeHPëordariomycetesQHprovidesHevidenceHforHfiveHnewH
ordersHandHsixHnewHfamiliesVHFungalfDiversityTH2021THYXeTHeYUYXc 17.6 11

281 tiveH–ovelHtreshwaterHoscomycetesHwndicateHvighHUndiscoveredHriversityHinHzoticHvabitatsHinH
ThailandVHJournalfoffFungifoBaseltfSwitzerlandpTH2021THeTH 5.6 10

280 éeviewingHtheHworldOsHedibleHmushroomHspecieshHoHnewHevidenceUbasedHclassificationHsystemVH
ComprehensivefReviewsfinfFoodfSciencefandfFoodfSafetyTH2021THZXTHYgfZUZXYb 16.4 34

279 qatecholUpearingHPolyketideHrerivativesHfromVHJournalfoffNaturalfProductsTH2021THfbTHZXcaUZXcf 4.9 2

278 wmportanceHofH’olecularHrataHtoHwdentifyHtungalHPlantHPathogensHandHuuidelinesHforHPathogenicityH
TestingHpasedHonHyochOsHPostulatesVHPathogensTH2021THYXTH 4.5 4

277 ëpeciesHconceptsHofHrothideomyceteshHclassificationTHphylogeneticHinconsistenciesHandHtaxonomicH
standardizationVHFungalfDiversityTH2021THYXgTHZfa 17.6 1

276 refiningHaHspeciesHinHfungalHplantHpathologyhHbeyondHtheHspeciesHlevelVHFungalfDiversityTH2021THYXgTHZde 17.6 3

275 tiveH–ovelHTaxaHfromHtreshwaterHvabitatsHandH–ewHTaxonomicHwnsightsHofHPleurothecialesHandH
ëavoryellomycetidaeVHJournalfoffFungifoBaseltfSwitzerlandpTH2021THeTH 5.6 2

274 tungalHpiodiversityHinHëaltH’arshHscosystemsVHJournalfoffFungifoBaseltfSwitzerlandpTH2021THeTH 5.6 4

273 WhatHareHfungalHspeciesHandHhowHtoHdelineateHthemmVHFungalfDiversityTH2021THYXgTHY 17.6 15

(2021-2021)
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272 wntegrativeHapproachesHforHspeciesHdelimitationHinHoscomycotaVHFungalfDiversityTH2021THYXgTHYcc 17.6 10

271 WhatHisHaHspeciesHinHfungalHplantHpathogensmVHFungalfDiversityTH2021THYXgTHZag 17.6 8

270 oquatisphaeriaHthailandicaHgenVHetHspVHnovVHPTetraplosphaeriaceaeTHPleosporalesQHfromHfreshwaterH
habitatHinHThailandVHPhytotaxaTH2021THcYaTHYYfUYZf 0.7 2

269 wnsightHintoHtheHëystematicsHofH–ovelHsntomopathogenicHtungiHossociatedHwithHormoredHëcaleH
wnsectTHPvemipterahHriaspididaeQHinHqhinaVHJournalfoffFungifoBaseltfSwitzerlandpTH2021THeTH 5.6 1

268 relimitingHspeciesHinHpasidiomycotahHaHreviewVHFungalfDiversityTH2021THYXgTHYfY 17.6 2

267 tungalHdiversityHnotesHYafeUYcYYhHtaxonomicHandHphylogeneticHcontributionsHonHgeneraHandHspeciesH
ofHfungalHtaxaVVHFungalfDiversityTH2021THYYYTHYUaac 17.6 17

266 éoussoellaHguttulataHPéoussoellaceaeTHPleosporalesQTHaHnovelHbambusicolousHascomyceteHfromH
ThailandVHPhytotaxaTH2020THbeYTHZZYUZaa 0.7 2

265 ëecondaryHmetabolitesHofHPhlebopusHspeciesHfromH–orthernHThailandVHMycologicalfProgressTH2020TH
YgTHYcZcUYcad 1.9 2

264 TheHuenusHfromHëouthwesternHqhinaHandH–orthernHThailandVHMycobiologyTH2020THbfTHbdbUbec 1.7

263 zepiotaHcondylosporaTHaHnewHspeciesHwithHnoduloseHsporesHinHsectionHzilaceaeHfromHnorthernH
ThailandVHPhytotaxaTH2020THbccTHdYUdg 0.7 1

262 ’olecularHPhylogenyHandH’orphologyHofHPkHQHPomphisphaeriaceaeQVHJournalfoffFungifoBaseltf
SwitzerlandpTH2020THdTH 5.6 3

261 TwoHnewHspeciesHofHTermitomycesHPogaricalesTHzyophyllaceaeQHfromHqhinaHandHThailandVHPhytotaxaTH
2020THbagTHZaYUZbZ 0.7 1

260 UnravellingHevolutionaryHrelationshipsHbetweenHepifoliarH’eliolaceaeHandHangiospermsVHJournalfoff
SystematicsfandfEvolutionTH2020TH 2.9 6

259 ’orphoUmolecularHcharacterizationHofHtwoHnovelHamphisphaeriaceousHspeciesHfromHYunnanTHqhinaVH
PhytotaxaTH2020THbbdTHYbbUYcf 0.7 2

258 tungalHdiversityHnotesHYYcYâ��YZedhHtaxonomicHandHphylogeneticHcontributionsHonHgeneraHandH
speciesHofHfungalHtaxaVHFungalfDiversityTH2020THYXXTHcUZee 17.6 62

257 slucidationHofHtheHlifeHcycleHofHtheHendophyticHgenusH’uscodorHandHitsHtransferHtoHwnduratiaHinH
wnduratiaceaeHfamVHnovVTHbasedHonHaHpolyphasicHtaxonomicHapproachVHFungalfDiversityTH2020THYXYTHYeeUZYX17.6 18

256 TaxonomyHandHphylogenyHofHhyalineUsporedHcoelomycetesVHFungalfDiversityTH2020THYXXTHZegUfXY 17.6 30

255 olphaUulucosidaseUHandHzipaseUwnhibitoryHPhenalenonesHfromHaH–ewHëpeciesHofH—riginatingHfromH
ThailandVHMoleculesTH2020THZcTH 4.8 8
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254 pimuriaHomanensisHspVHnovVHPridymosphaeriaceaeTHPleosporalesQHfromH—manVHPhytotaxaTH2020THbbgTHgeUYXf0.7 2

253 ’icrofungiHassociatedHwithHqlematisHPéanunculaceaeQHwithHanHintegratedHapproachHtoHdelimitingH
speciesHboundariesVHFungalfDiversityTH2020THYXZTHYUZXa 17.6 37

252 riscoveryHofHnovelHfungalHspeciesHandHpathogensHonHbatHcarcassesHinHaHcaveHinHYunnanHProvinceTH
qhinaVHEmergingfMicrobesfandfInfectionsTH2020THgTHYccbUYcdd 18.9 7

251 svolutionHofHnonUlichenizedTHsaprotrophicHspeciesHofHorthoniaHPoscomycotaTHorthonialesQHandH
resurrectionHofH–aeviaTHwithHnotesHonH’ycoporumVHFungalfDiversityTH2020THYXZTHZXcUZZb 17.6 7

250 PolyketideUrerivedHëecondaryH’etabolitesHfromHaHrothideomycetesHtungusTHVHetHVHVTH
P’uyocopronalesQHwithHontimicrobialHandHqytotoxicHoctivitiesVHBiomoleculesTH2020THYXTH 5.9 5

249 TaxonomicHandHphylogeneticHcontributionsHtoHfungiHassociatedHwithHtheHinvasiveHweedH
qhromolaenaHodorataHPëiamHweedQVHFungalfDiversityTH2020THYXYTHYUYec 17.6 31

248 vurdlesHinHfungalHtaxonomyhHsffectivenessHofHrecentHmethodsHinHdiscriminatingHtaxaVHMegataxaTH
2020THYTH 3.8 7

247 TaxonomyHandHphylogenyHofHzeptosilliaHcordylineaHspVHnovVHfromHqhinaVHPhytotaxaTH2020THbacTHZYaUZZd 0.7 2

246 zonicericolaHfuyuanensisHPParabambusicolaceaeQHaHnewHterrestrialHpleosporaleanHascomyceteHfromH
YunnanHProvinceTHqhinaVHPhytotaxaTH2020THbbdTHYXaUYYa 0.7 3

245 tusariumHxiangyunensisHP–ectriaceaeQTHaHremarkableHnewHspeciesHofHnematophagousHfungiHfromH
YunnanTHqhinaVHPhytotaxaTH2020THbcXTHZeaUZfb 0.7 2

244 WicklowiaHphuketensisHPWicklowiaceaeTHPleosporalesQTHaHnovelHfreshwaterHtaxonHfromHThailandVH
PhytotaxaTH2020THbcZTHccUdb 0.7 4

243 ’orphologicalHandHphylogeneticHcharacterisationHofHendophyticHfungiHassociatedHwithHtheH
grapevineHflowersHinHqhinaVHPhytotaxaTH2020THbccTHgcUYYf 0.7 3

242 tissuromaHPoigialaceaehHPleosporalesQHappearsHtoHbeHhyperdiverseHonHorecaceaehHevidenceHfromHtwoH
newHspeciesHfromHsouthernHThailandVHActafBotanicafBrasilicaTH2020THabTHafbUaga 1 1

241 spVHnovVHPvypocrealeshHvypocreaceaeQHonHspVHfromHYunnanTHPéHqhinaVHBiodiversityfDatafJournalTH2020TH
fTHecabgX 1.8 4

240 TheHriseHofHmycologyHinHosiaVHScienceAsiaTH2020THbdëTHY 1.4 7

239 spVHnovVHPristoseptisporaceaeQHonHbambooHfromHqhinaHandHThailandVHBiodiversityfDatafJournalTH2020TH
fTHecadef 1.8 7

238 PtungiTHëordariomycetesQTHaHnewHspeciesHfromHinHnorthernHThailandVHBiodiversityfDatafJournalTH2020TH
fTHecfecc 1.8 6

237 riseasesHofHPPoaceaeQHinHqhinahHspVHnovVHMycoKeysTH2020THdaTHbgUde 2.4 7

(2020-2020)

5



236 ’ultiUgeneHphylogeneticHevidenceHsuggestsHbelongsHinHridymosphaeriaceaeHPPleosporalesTH
rothideomycetesQHandHspVHnovVHonHfromHThailandVHMycoKeysTH2020THeYTHYXYUYYf 2.4 5

235
ywanghwanaHmiscanthiHyarunVTHqVvVyuoHNHyVrVvydeTHgenVHetHspVHnovVHPPhaeosphaeriaceaeTH
PleosporalesQHonH’iscanthusHfloridulusHPzabillVQHWarbVHexHyVëchumVHNHzauterbVHPPoaceaeQVH
CryptogamietfMycologieTH2020THbYTHYYg

1.4 0

234 tirstHéeportHofHtheHëexualH’orphHofHPseudofusicoccumHadansoniaeHPavlicTHTVwVpurgessHNH’VxVWingfVH
onHParaHéubberVHCryptogamietfMycologieTH2020THbYTHYaa 1.4 2

233 oHpolyphasicHapproachHtoHdelineateHspeciesHinHpipolarisVHFungalfDiversityTH2020THYXZTHZZcUZcd 17.6 13

232 éefinedHfamiliesHofHrothideomyceteshHordersHandHfamiliesHincertaeHsedisHinHrothideomycetesVH
FungalfDiversityTH2020THYXcTHYeUaYf 17.6 29

231 treshwaterHrothideomycetesVHFungalfDiversityTH2020THYXcTHaYgUcec 17.6 29

230 —neHstopHshopHwVhHtaxonomicHupdateHwithHmolecularHphylogenyHforHimportantHphytopathogenicH
generahHedâ��YXXHPZXZXQVHFungalfDiversityTH2020THYXaTHfeUZYf 17.6 18

229 –ewHscientificHdiscoverieshHPlantsHandHfungiVHPlantsfPeoplefPlanetTH2020THZTHaeYUaff 4.1 54

228 UnambiguousHidentificationHofHfungihHwhereHdoHweHstandHandHhowHaccurateHandHpreciseHisHfungalH
r–oHbarcodingmVHIMAfFungusTH2020THYYTHYb 6.8 101

227
piscogniauxiaHdendrobiiHspVHnovVHandHpVHpetrensisHfromHrendrobiumHorchidsHandHtheHfirstHreportHofH
cytotoxicityHPtowardsHocbgHandHycdZQHofHpVHpetrensisHP’tzUqqHYbUXYcYQHinHvitroVHSouthfAfricanf
JournalfoffBotanyTH2020THYabTHafZUaga

2.9 4

226 ’orphoUmolecularHanalysisHrevealsHoppendiculellaHviticisHspVHnovVHP’eliolaceaeQVHPhytotaxaTH2020TH
bcbTHbcUcb 0.7 1

225 tungalHdiversityHnotesHYZeeâ��YafdhHtaxonomicHandHphylogeneticHcontributionsHtoHfungalHtaxaVHFungalf
DiversityTH2020THYXbTHYUZdd 17.6 26

224 TheHnumbersHofHfungihHisHtheHdescriptiveHcurveHflatteningmVHFungalfDiversityTH2020THYXaTHZYgUZeY 17.6 58

223 sndophyticHossociatedHWithHcvVHTomentosaHinHqhinaVHFrontiersfinfMicrobiologyTH2020THYYTHdXgafe 5.7 3

222 ëubstrateHPreferenceHreterminesH’acrofungalHpiogeographyHinHtheHureaterH’ekongHëubUéegionVH
ForestsTH2019THYXTHfZb 2.8 4

221 TheHholomorphHofH–eoroussoellaHalishanenseHspVHnovVHPéoussoellaceaeTHPleosporalesQHonH
PennisetumHpurpureumHPPoaceaeQVHPhytotaxaTH2019THbXdTHZYfUZad 0.7 6

220 ’ultigeneHphylogeneticHcharacterisationHofHqolletotrichumHartocarpicolaHspVHnovVHfromHortocarpusH
heterophyllusHinHnorthernHThailandVHPhytotaxaTH2019THbYfTHZeaUZfd 0.7 7

219 TaxonomyHandHtheHevolutionaryHhistoryHofH’icropeltidaceaeVHFungalfDiversityTH2019THgeTHagaUbad 17.6 11
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218 tungalHdiversityHnotesHYXadâ��YYcXhHtaxonomicHandHphylogeneticHcontributionsHonHgeneraHandH
speciesHofHfungalHtaxaVHFungalfDiversityTH2019THgdTHYUZbZ 17.6 76

217 onHonlineHresourceHforHmarineHfungiVHFungalfDiversityTH2019THgdTHabeUbaa 17.6 75

216 rivergenceHtimeHcalibrationsHforHancientHlineagesHofHoscomycotaHclassificationHbasedHonHaHmodernH
reviewHofHestimationsVHFungalfDiversityTH2019THgdTHZfcUabd 17.6 25

215 tungalHdiversityHnotesHgZgâ��YXachHtaxonomicHandHphylogeneticHcontributionsHonHgeneraHandHspeciesH
ofHfungiVHFungalfDiversityTH2019THgcTHYUZea 17.6 105

214 –eoastrosphaeriellaHaquaticaHspVHnovVHPoigialaceaeQTHaHnewHspeciesHfromHfreshwaterHhabitatHinH
southernHThailandVHPhytotaxaTH2019THagYTHYge 0.7 6

213 TwoHnewHspeciesHofHomphisphaeriaHPomphisphaeriaceaeQHfromHnorthernHThailandVHPhytotaxaTH2019TH
agYTHZXe 0.7 6

212 TaxonomicHandHphylogeneticHcharacterizationsHrevealHtwoHnewHspeciesHandHtwoHnewHrecordsHofH
éoussoellaHPéoussoellaceaeTHPleosporalesQHfromHYunnanTHqhinaVHMycologicalfProgressTH2019THYfTHceeUcgY 1.9 9

211 PhylogeneticHéevisionHofHëavoryellaceaeHandHsvidenceHforHwtsHéankingHasHaHëubclassVHFrontiersfinf
MicrobiologyTH2019THYXTHfbX 5.7 15

210 TheHamazingHpotentialHofHfungihHcXHwaysHweHcanHexploitHfungiHindustriallyVHFungalfDiversityTH2019THgeTHYUYad17.6 236

209 qulturableHplantHpathogenicHfungiHassociatedHwithHsugarcaneHinHsouthernHqhinaVHFungalfDiversityTH
2019THggTHYUYXb 17.6 24

208 ëparticolinsHoUuTHpiologicallyHoctiveH—xidizedHëpirodioxynaphthaleneHrerivativesHfromHtheH
oscomyceteVHJournalfoffNaturalfProductsTH2019THfZTHZfefUZffc 4.9 10

207 treshwaterHëordariomycetesVHFungalfDiversityTH2019THggTHbcYUddX 17.6 59

206 oHëurveyHofHPzyophyllaceaeTHogaricalesQTHwncludingHaH–ewHëpeciesTHfromHaHëubtropicalHtorestHinH
XishuangbannaTHqhinaVHMycobiologyTH2019THbeTHagYUbXX 1.7 6

205 ëtriatiguttulaceaeTHaHnewHpleosporaleanHfamilyHtoHaccommodateHandHgenVHnovVHfromHpalmsVH
MycoKeysTH2019THbgTHggUYZg 2.4 10

204 oHëtableHPhylogenyHforHractylosporaceaeVHCryptogamietfMycologieTH2019THbXTHZa 1.4 5

203 —neHstopHshopHwwwhHtaxonomicHupdateHwithHmolecularHphylogenyHforHimportantHphytopathogenicH
generahHcYâ��ecHPZXYgQVHFungalfDiversityTH2019THgfTHeeUYdX 17.6 16

202 ’olecularHdataHrevealsHaHnewHholomorphicHmarineHfungusTHTHandHtheHasexualHmorphHofVHMycologyTH
2019THYYTHYdeUYfa 3.7 3

201 —neHstopHshopHwwhHtaxonomicHupdateHwithHmolecularHphylogenyHforHimportantHphytopathogenicH
generahHZdâ��cXHPZXYgQVHFungalfDiversityTH2019THgbTHbYUYZg 17.6 34

(2019-2019)
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200 –otesTHoutlineHandHdivergenceHtimesHofHpasidiomycotaVHFungalfDiversityTH2019THggTHYXcUade 17.6 116

199 tamiliesHinHpotryosphaerialeshHaHphylogeneticTHmorphologicalHandHevolutionaryHperspectiveVHFungalf
DiversityTH2019THgbTHYUZZ 17.6 39

198 oHphylogeneticHcensusHofHglobalHdiversityHofHgutHanaerobicHfungiHandHaHnewHtaxonomicHframeworkVH
FungalfDiversityTH2018THfgTHZcaUZdd 17.6 24

197
rirectHcomparisonHofHcultureUdependentHandHcultureUindependentHmolecularHapproachesHrevealHtheH
diversityHofHfungalHendophyticHcommunitiesHinHstemsHofHgrapevineHPVitisHviniferaQVHFungalfDiversityTH
2018THgXTHfcUYXe

17.6 83

196 —utlineHofHoscomycotahHZXYeVHFungalfDiversityTH2018THffTHYdeUZda 17.6 157

195 TowardsHaHnaturalHclassificationHandHbackboneHtreeHforHuraphostromataceaeTHvypoxylaceaeTH
zopadostomataceaeHandHXylariaceaeVHFungalfDiversityTH2018THffTHYUYdc 17.6 58

194 ’orphologicalHandHphylogeneticHevidenceHrevealHtissuromaHtaiwanenseHspVHnovVHPoigialaceaeTH
PleosporalesQHfromHvedychiumHcoronariumVHPhytotaxaTH2018THaafTHZdc 0.7 8

193 ocrocordiellaHomanensisHspVHnovVHPéequienellaceaeTHXylarialesQHfromHtheHëultanateHofH—manVH
PhytotaxaTH2018THaafTHZgb 0.7 6

192 TheHimportanceHofHplotHsizeHandHtheHnumberHofHsamplingHseasonsHonHcapturingHmacrofungalHspeciesH
richnessVHFungalfBiologyTH2018THYZZTHdgZUeXX 2.8 6

191 piodiversityHofHfungiHonHVitisHviniferaHzVHrevealedHbyHtraditionalHandHhighUresolutionH
cultureUindependentHapproachesVHFungalfDiversityTH2018THgXTHYUfb 17.6 52

190 –ovelHpalmicolousHtaxaHwithinHPleosporaleshHmultigeneHphylogenyHandHtaxonomicHcircumscriptionVH
MycologicalfProgressTH2018THYeTHceYUcgX 1.9 11

189 tungalHdiversityHnotesHeXgâ��faghHtaxonomicHandHphylogeneticHcontributionsHtoHfungalHtaxaHwithHanH
emphasisHonHfungiHonHéosaceaeVHFungalfDiversityTH2018THfgTHYUZad 17.6 101

188 –ativeHtorestsHvaveHaHvigherHriversityHofH’acrofungiHThanHqomparableHPlantationHtorestsHinHtheH
ureaterH’ekongHëubregionVHForestsTH2018THgTHbXZ 2.8 6

187 TenHreasonsHwhyHaHsequenceUbasedHnomenclatureHisHnotHusefulHforHfungiHanytimeHsoonVHIMAfFungusTH
2018THgTHYeeUYfa 6.8 27

186 qanHweHuseHenvironmentalHr–oHasHholotypesmVHFungalfDiversityTH2018THgZTHYUaX 17.6 39

185 oHnovelHmarineHgenusTHvalobyssotheciumHPzentitheciaceaeQHandHepitypificationHofH
valobyssotheciumHobionesHcombVHnovVVHMycologicalfProgressTH2018THYeTHYYdYUYYeY 1.9 10

184 ’olecularHtaxonomyHofHfiveHspeciesHofHmicrofungiHonHolnusHsppVHfromHwtalyVHMycologicalfProgressTH
2018THYeTHZccUZeb 1.9 5

183 ’orphoUmolecularHcharacterizationHofHPeroneutypaHPriatrypaceaeTHXylarialesQHwithHtwoHnovelH
speciesHfromHThailandVHPhytotaxaTH2018THacdTHY 0.7 9
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182 spVHnovVHPPhaeosphaeriaceaeTHPleosporalesQHonHfromHwtalyVHMycoKeysTH2018THacUbd 2.4 6

181 petaUtubulinHandHoctinHgeneHphylogenyHsupportsHasHaHnewHspeciesHfromHfreshwaterHhabitatsHinH
qhinaVHMycoKeysTH2018THYUYc 2.4 6

180 wdentificationHofHendophyticHfungiHfromHleavesHofHPandanaceaeHbasedHonHtheirHmorphotypesHandH
r–oHsequenceHdataHfromHsouthernHThailandVHMycoKeysTH2018THZcUde 2.4 37

179 TheHworldâ��sHtenHmostHfearedHfungiVHFungalfDiversityTH2018THgaTHYdYUYgb 17.6 52

178 spVHnovVHassociatedHwithHleafHdiseasesHofHinHqhinaVHMycoKeysTH2018THbgUdY 2.4 13

177 Thailandâ��sHamazingHdiversityhHupHtoHgdMHofHfungiHinHnorthernHThailandHmayHbeHnovelVHFungalfDiversity
TH2018THgaTHZYcUZag 17.6 84

176 tungalHdiversityHnotesHfbXâ��gZfhHmicroUfungiHassociatedHwithHPandanaceaeVHFungalfDiversityTH2018TH
gaTHYUYdX 17.6 66

175 TaxonomicHcircumscriptionHofHriaporthalesHbasedHonHmultigeneHphylogenyHandHmorphologyVHFungalf
DiversityTH2018THgaTHZbYUbba 17.6 41

174 oHtaxonomicHreassessmentHofHTubeufialesHbasedHonHmultiUlocusHphylogenyHandHmorphologyVHFungalf
DiversityTH2018THgZTHYaYUabb 17.6 24

173 TaxonomyHandHphylogenyHofHoperculateHdiscomyceteshHPezizomycetesVHFungalfDiversityTH2018THgXTHYdYUZba17.6 17

172
ëtudiesHonHParmulariaceaeHwVHoHphylogenyHbasedHonHavailableHsequenceHdataiHintroducingH
ParmularialesHordVHnovVTHandHvemigraphaceaeTH’elaspileellaceaeHandHëtictographaceaeHfamVHnovVVH
PhytotaxaTH2018THadgTHda

0.7 6

171
–otesHforHgenerahHbasalHcladesHofHtungiHPincludingHophelidiomycotaTHpasidiobolomycotaTH
plastocladiomycotaTHqalcarisporiellomycotaTHqaulochytriomycotaTHqhytridiomycotaTH
sntomophthoromycotaTHulomeromycotaTHyickxellomycotaTH’onoblepharomycotaTH
’ortierellomycotaTH’ucoromycotaTH–eocallimastigomycotaTH—lpidiomycotaTHéozellomycotaHandH
ZoopagomycotaQVHFungalfDiversityTH2018THgZTHbaUYZg

17.6 52

170 piofilmHwnhibitoryHobscisicHocidHrerivativesHfromHtheHPlantUossociatedHrothideomyceteHtungusTHspVH
MoleculesTH2018THZaTH 4.8 18

169 ’icrofungiHonHTectonaHgrandisHPteakQHinH–orthernHThailandVHFungalfDiversityTH2017THfZTHYXeUYfZ 17.6 73

168 pambusicolousHfungiVHFungalfDiversityTH2017THfZTHYUYXc 17.6 98

167 ëubsessilaHturbinataHgenVHetVHspVHnovVHPpeltraniaceaeQTHaHpeltraniaUlikeHfungusHfromHThailandVH
MycologicalfProgressTH2017THYdTHagaUbXY 1.9 7

166 orbuscularHmycorrhizaHenhanceHtheHrateHofHlitterHdecompositionHwhileHinhibitingHsoilHmicrobialH
communityHdevelopmentVHScientificfReportsTH2017THeTHbZYfb 4.9 33

165 tourHnewHspeciesHofHTubeufiaHPTubeufiaceaeTHTubeufialesQHfromHThailandVHMycologicalfProgressTH
2017THYdTHbXaUbYe 1.9 15

(2017-2018)
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164 tungalHdiversityHnotesHbgYâ��dXZhHtaxonomicHandHphylogeneticHcontributionsHtoHfungalHtaxaVHFungalf
DiversityTH2017THfaTHYUZdY 17.6 134

163 TheHrankingHofHfungihHaHtributeHtoHravidHzVHvawksworthHonHhisHeXthHbirthdayVHFungalfDiversityTH2017TH
fbTHYUZa 17.6 56

162 éankingHhigherHtaxaHusingHdivergenceHtimeshHaHcaseHstudyHinHrothideomycetesVHFungalfDiversityTH
2017THfbTHecUgg 17.6 99

161 onHupdatedHphylogenyHofHëordariomycetesHbasedHonHphylogeneticHandHmolecularHclockHevidenceVH
FungalfDiversityTH2017THfbTHZcUbY 17.6 99

160 riatrypellaHtectonaeHandHPeroneutypaHmackenzieiHsppVHnovVHPriatrypaceaeQHfromHnorthernHThailandVH
MycologicalfProgressTH2017THYdTHbdaUbed 1.9 17

159 ’olecularHtaxonomyHandHmorphologicalHcharacterizationHrevealHnewHspeciesHandHnewHhostHrecordsH
ofHTorulaHspeciesHPTorulaceaeTHPleosporalesQVHMycologicalfProgressTH2017THYdTHbbeUbdY 1.9 17

158 PhylogeneticHandHchemotaxonomicHresolutionHofHtheHgenusHonnulohypoxylonHPXylariaceaeQH
includingHfourHnewHspeciesVHFungalfDiversityTH2017THfcTHYUba 17.6 53

157 –otesHforHgenerahHoscomycotaVHFungalfDiversityTH2017THfdTHYUcgb 17.6 151

156 onthostomelloidesHkrabiensisHgenVHetHspVHnovVHPXylariaceaeQHfromHPandanusHodoriferHPPandanaceaeQVH
TurkishfJournalfoffBotanyTH2017THbYTHYXeUYYd 1.3 14

155 TowardsHaHnaturalHclassificationHofHonnulatascaceaeUlikeHtaxahHintroducingHotractosporalesHordVHnovVH
andHsixHnewHfamiliesVHFungalfDiversityTH2017THfcTHecUYYX 17.6 29

154
TowardsHaHnaturalHclassificationHofH—phiobolusHandHophiobolusUlikeHtaxaiHintroducingHthreeHnovelH
generaH—phiobolopsisTHParaophiobolusHandHPseudoophiobolusHinHPhaeosphaeriaceaeH
PPleosporalesQVHFungalfDiversityTH2017THfeTHZggUaag

17.6 24

153
tirstHsuccessfulHdomesticationHandHdeterminationHofHnutritionalHandHantioxidantHpropertiesHofHtheH
redHearHmushroomHouriculariaHthailandicaHPouricularialesTHpasidiomycotaQVHMycologicalfProgressTH
2017THYdTHYXZgUYXag

1.9 16

152 tungalHdiversityHnotesHdXaâ��eXfhHtaxonomicHandHphylogeneticHnotesHonHgeneraHandHspeciesVHFungalf
DiversityTH2017THfeTHYUZac 17.6 107

151 UsingHstandardHkeywordsHinHpublicationsHtoHfacilitateHupdatesHofHnewHfungalHtaxonomicHnamesVHIMAf
FungusTH2017THfTHoeXUoea 6.8 7

150 tungalHpiodiversityHProfilesHZYâ��aXVHCryptogamietfMycologieTH2017THafTHYXYUYbd 1.4 27

149 peltraniaUzikeHTaxaHfromHThailandVHCryptogamietfMycologieTH2017THafTHaXYUaYg 1.4 4

148 relonicicolaHsiamensegenVHNHspVHnovVHPrelonicicolaceaefamVHnovVTHrelonicicolalesHordVHnovVQTHaH
ëaprobicHëpeciesHfromrelonixHregiaëeedHPodsVHCryptogamietfMycologieTH2017THafTHaZYUabX 1.4 4

147 TwoHnovelHocervusHspeciesHextendHtheirHdistributionHwithinHYunnanTHqhinaVHPhytotaxaTH2016THZfaTHeb 0.7 4
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146 ëporidesmioidesHthailandicaHgenVHetHspVHnovVHProthideomycetesQHfromHnorthernHThailandVH
MycologicalfProgressTH2016THYcTHYYdgUYYef 1.9 9

145 ëpeciesHclarificationHofHtheHculinaryHpachuHmushroomHinHwesternHqhinaVHMycologiaTH2016THYXfTHfZfUad 2.4 11

144 TaxonomyHandHphylogenyHofHzaburnicolaHgenVHnovVHandHParamassariosphaeriaHgenVHnovVH
PridymosphaeriaceaeTH’assarineaeTHPleosporalesQVHFungalfBiologyTH2016THYZXTHYacbUYaea 2.8 17

143 tamiliesHofHëordariomycetesVHFungalfDiversityTH2016THegTHYUaYe 17.6 164

142 TheHgenusHThoradontaHinHThailandHP—rthopterahHTetrigidaehHëcelimeninaeQHwithHdescriptionHofHtwoH
newHspeciesVHJournalfoffNaturalfHistoryTH2016THcXTHfaaUfbc 0.5 2

141 TowardsHstandardizingHtaxonomicHranksHusingHdivergenceHtimesHâ��HaHcaseHstudyHforHreconstructionHofH
theHogaricusHtaxonomicHsystemVHFungalfDiversityTH2016THefTHZagUZgZ 17.6 50

140 TaxonomicHéearrangementHofonthostomellaPXylariaceaeQHpasedHonHaH’ultigeneHPhylogenyHandH
’orphologyVHCryptogamietfMycologieTH2016THaeTHcXgUcaf 1.4 10

139 —verlookedHcompetingHasexualHandHsexuallyHtypifiedHgenericHnamesHofHwithHrecommendationsHforH
theirHuseHorHprotectionVHIMAfFungusTH2016THeTHZfgUaXf 6.8 27

138 ’orphologyHandHPhylogenyHofH–eoscytalidiumHorchidacearumHspVHnovVHPpotryosphaeriaceaeQVH
MycobiologyTH2016THbbTHegUfb 1.7 18

137 éecommendationsHforHcompetingHsexualUasexuallyHtypifiedHgenericHnamesHinHëordariomycetesH
PexceptHriaporthalesTHvypocrealesTHandH’agnaporthalesQVHIMAfFungusTH2016THeTHYaYUca 6.8 57

136 odditionsHtoëporormiaceaehHwntroducingHTwoH–ovelHueneraTëparticolaandtorliomycesTH
fromëpartiumVHCryptogamietfMycologieTH2016THaeTHecUge 1.4 13

135 zepiotaHthailandicaHPogaricaceaeQTHaHnewHspeciesHfromHThailandVHPhytotaxaTH2016THZbcTHZdZ 0.7 5

134 qhaetothyrinaHmangiferaeHspVHnovVTHaHnewHspeciesHofHqhaetothyrinaVHPhytotaxaTH2016THZccTHZY 0.7 8

133 zentitheciumHcangshanenseHspVHnovVHPzentitheciaceaeQHfromHfreshwaterHhabitatsHinHYunnanH
ProvinceTHqhinaVHPhytotaxaTH2016THZdeTHdY 0.7 11

132 tungalHdiversityHnotesHZcaâ��addhHtaxonomicHandHphylogeneticHcontributionsHtoHfungalHtaxaVHFungalf
DiversityTH2016THefTHYUZae 17.6 174

131 TheHfamiliesHristoseptisporaceaeHfamVHnovVTHyirschsteiniotheliaceaeTHëporormiaceaeHandH
TorulaceaeTHwithHnewHspeciesHfromHfreshwaterHinHYunnanHProvinceTHqhinaVHFungalfDiversityTH2016THfXTHaecUbXg17.6 50

130 TaxonomyHandHphylogenyHofHdematiaceousHcoelomycetesVHFungalfDiversityTH2016THeeTHYUaYd 17.6 105

129 —phiosimulansHtanacetiHgenVHetHspVHnovVHPPhaeosphaeriaceaeQHonHTanacetumHspVHPosteraceaeQHfromH
wtalyVHMycologicalfProgressTH2016THYcTHY 1.9 7

(2016-2016)
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128 tungalHdiversityHnotesHadeâ��bgXhHtaxonomicHandHphylogeneticHcontributionsHtoHfungalHtaxaVHFungalf
DiversityTH2016THfXTHYUZeX 17.6 219

127 oHtaxonomicHreviewHofHtheHgenusHuibbotettixHwithHdescriptionHofHoneHnewHspeciesHP—rthopterahH
TetrigidaeQVHJournalfoffNaturalfHistoryTH2016THcXTHZafgUZage 0.5 4

126 ulobalHversusHqhineseHperspectivesHonHtheHphylogenyHofHtheH–UfixingHcladeVHJournalfoffSystematicsf
andfEvolutionTH2016THcbTHagZUagg 2.9 4

125 TowardsHaHnaturalHclassificationHandHbackboneHtreeHforHPleosporaceaeVHFungalfDiversityTH2015THeYTHfcUYag17.6 72

124 TowardsHunravelingHrelationshipsHinHXylariomycetidaeHPëordariomycetesQVHFungalfDiversityTH2015THeaTHeaUYbb17.6 110

123 TowardsHaHnaturalHclassificationHandHbackboneHtreeHforHëordariomycetesVHFungalfDiversityTH2015THeZTHYggUaXY17.6 206

122 tungalHdiversityHnotesHYâ��YYXhHtaxonomicHandHphylogeneticHcontributionsHtoHfungalHspeciesVHFungalf
DiversityTH2015THeZTHYUYge 17.6 231

121 onthostomellaHisHpolyphyleticHcomprisingHseveralHgeneraHinHXylariaceaeVHFungalfDiversityTH2015THeaTHZXaUZaf17.6 50

120 TheHtacesHofHtungiHdatabasehHfungalHnamesHlinkedHwithHmorphologyTHphylogenyHandHhumanHimpactsVH
FungalfDiversityTH2015THebTHaUYf 17.6 335

119 PhylogeneticHrelationshipsHandHmorphologicalHreappraisalHofH’elanommataceaeHPPleosporalesQVH
FungalfDiversityTH2015THebTHZdeUaZb 17.6 31

118 tungalHdiversityHnotesHYYYâ��ZcZâ��taxonomicHandHphylogeneticHcontributionsHtoHfungalHtaxaVHFungalf
DiversityTH2015THecTHZeUZeb 17.6 255

117 packboneHtreeHforHqhaetothyrialesHwithHfourHnewHspeciesHofH’inimelanolocusHfromHaquaticHhabitatsVH
FungalfBiologyTH2015THYYgTHYXbdUYXdZ 2.8 32

116 ’eliolalesVHFungalfDiversityTH2015THebTHgYUYbY 17.6 20

115
TowardsHaHnaturalHclassificationHofHostrosphaeriellaUlikeHspeciesiHintroducingHostrosphaeriellaceaeH
andHPseudoastrosphaeriellaceaeHfamVHnovVHandHostrosphaeriellopsisTHgenVHnovVVHFungalfDiversityTH
2015THebTHYbaUYge

17.6 48

114 vyphomycetesHfromHaquaticHhabitatsHinHëouthernHqhinahHëpeciesHofHqurvulariaHPPleosporaceaeQHandH
PhragmocephalaHP’elannomataceaeQVHPhytotaxaTH2015THZZdTHZXY 0.7 31

113 oHtaxonomicHandHphylogeneticHreUappraisalHofHtheHgenusHqurvulariaHPPleosporaceaeQhHhumanHandH
plantHpathogensVHPhytotaxaTH2015THZYZTHYec 0.7 45

112 éecommendedHnamesHforHpleomorphicHgeneraHinHrothideomycetesVHIMAfFungusTH2015THdTHcXeUZa 6.8 72

111 PoaceascomaHhelicoidesgenHetHspVHnovVTHaH–ewHuenusHwithHëcolecosporesHinHzentitheciaceaeVH
CryptogamietfMycologieTH2015THadTHZZcUZad 1.4 20
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110
odditionsHtoHprownHëporedHqoelomycetousHTaxaHinH’assarinaeTHPleosporaleshH
wntroducingPhragmocamarosporiumgenVHnovVHandëuttonomycesgenVHnovVVHCryptogamietfMycologieTH
2015THadTHZYaUZZb

1.4 16

109 TheHriaportheHsojaeHspeciesHcomplexhHPhylogeneticHreUassessmentHofHpathogensHassociatedHwithH
soybeanTHcucurbitsHandHotherHfieldHcropsVHFungalfBiologyTH2015THYYgTHafaUbXe 2.8 87

108 yeissleriellaHdactylidisTHspVHnovVTHfromHractylisHglomerataHandHitsHphylogeneticHplacementVH
ScienceAsiaTH2015THbYTHZgc 1.4 10

107 TheHsootyHmouldsVHFungalfDiversityTH2014THddTHYUad 17.6 302

106 wmprovingHwTëHsequenceHdataHforHidentificationHofHplantHpathogenicHfungiVHFungalfDiversityTH2014THdeTHYYUYg17.6 101

105 éevisionHofHPhaeosphaeriaceaeVHFungalfDiversityTH2014THdfTHYcgUZaf 17.6 108

104 wnsightsHintoHtheHgenusHriaporthehHphylogeneticHspeciesHdelimitationHinHtheHrVHeresHspeciesHcomplexVH
FungalfDiversityTH2014THdeTHZXaUZZg 17.6 149

103 oHmolecularHphylogeneticHreappraisalHofHtheHridymosphaeriaceaeHPkH’ontagnulaceaeQVHFungalf
DiversityTH2014THdfTHdgUYXb 17.6 79

102 —neHstopHshophHbackbonesHtreesHforHimportantHphytopathogenicHgenerahHwHPZXYbQVHFungalfDiversityTH
2014THdeTHZYUYZc 17.6 180

101 sndophyticHspeciesHofHqolletotrichumHassociatedHwithHmangoHinHnortheasternHprazilVHFungalf
DiversityTH2014THdeTHYfYUZXZ 17.6 75

100 éoussoellaceaeTHaHnewHpleosporaleanHfamilyHtoHaccommodateHtheHgeneraH–eoroussoellaHgenVHnovVTH
éoussoellaHandHéoussoellopsisVHPhytotaxaTH2014THYfYTHY 0.7 58

99 qonfusionHsurroundingHridymosphaeriaâ��phylogeneticHandHmorphologicalHevidenceHsuggestH
ridymosphaeriaceaeHisHnotHaHdistinctHfamilyVHPhytotaxaTH2014THYedTHYXZ 0.7 33

98 tindingHneedlesHinHhaystackshHlinkingHscientificHnamesTHreferenceHspecimensHandHmolecularHdataHforH
tungiVHDatabase:fthefJournalfoffBiologicalfDatabasesfandfCurationTH2014THZXYbTH 5 199

97 onHsxcitingH–ovelH’emberHofHzentitheciaceaeHinHwtalyHfromHqlematisHVitalbaVHCryptogamietf
MycologieTH2014THacTHaZaUaae 1.4 32

96
qamarosporiumUzikeHëpeciesHareHPolyphyleticHinPleosporalesiH
wntroducingParacamarosporiumandPseudocamarosporiumgenVHnovVHin’ontagnulaceaeVH
CryptogamietfMycologieTH2014THacTHYeeUYgf

1.4 27

95 éevisionHofHgeneraHinHosterinalesVHFungalfDiversityTH2014THdfTHYUdf 17.6 42

94 –amingHandHoutlineHofHUZXYbHincludingHproposalsHforHtheHprotectionHorHsuppressionHofHgenericH
namesVHFungalfDiversityTH2014THdgTHYUcc 17.6 181

93 spitypificationHandHneotypificationhHguidelinesHwithHappropriateHandHinappropriateHexamplesVH
FungalfDiversityTH2014THdgTHceUgY 17.6 107

(2014-2015)
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92 TubeufialesTHordVHnovVTHintegratingHsexualHandHasexualHgenericHnamesVHFungalfDiversityTH2014THdfTHZagUZgf17.6 69

91 WhatHareHtheHcommonHanthracnoseHpathogensHofHtropicalHfruitsmVHFungalfDiversityTH2013THdYTHYdcUYeg 17.6 74

90 riaportheHspeciesHoccurringHonHcitrusHinHqhinaVHFungalfDiversityTH2013THdYTHZaeUZcX 17.6 55

89 tamiliesHofHrothideomycetesVHFungalfDiversityTH2013THdaTHYUaYa 17.6 400

88 pioactiveHmetabolitesHfromHmacrofungihHethnopharmacologyTHbiologicalHactivitiesHandHchemistryVH
FungalfDiversityTH2013THdZTHYUbX 17.6 130

87 qolletotrichumHspeciesHonHgrapeHinHuuizhouHandHYunnanHprovincesTHqhinaVHMycoscienceTH2013THcbTHZgUbY 1.2 45

86 oHwithoutUprejudiceHlistHofHgenericHnamesHofHfungiHforHprotectionHunderHtheHwnternationalHqodeHofH
–omenclatureHforHalgaeTHfungiTHandHplantsVHIMAfFungusTH2013THbTHafYUbba 6.8 78

85 PleosporalesVHFungalfDiversityTH2012THcaTHYUZZY 17.6 222

84 oHmultiUlocusHphylogeneticHevaluationHofHriaportheHPPhomopsisQVHFungalfDiversityTH2012THcdTHYceUYeY 17.6 136

83 oHmultiUlocusHbackboneHtreeHforHPestalotiopsisTHwithHaHpolyphasicHcharacterizationHofHYbHnewH
speciesVHFungalfDiversityTH2012THcdTHgcUYZg 17.6 151

82 ThreeHnewHascomycetesHfromHfreshwaterHinHqhinaVHMycologiaTH2012THYXbTHYbefUfg 2.4 23

81 oHphylogeneticHandHtaxonomicHreUevaluationHofHtheHpipolarisHUHqochliobolusHUHqurvulariaHqomplexVH
FungalfDiversityTH2012THcdTHYaYUYbb 17.6 155

80 ’ultiUlocusHPhylogenyHéevealsHThreeHnewHëpeciesHofHriaportheHfromHThailandVHCryptogamietf
MycologieTH2012THaaTHZgcUaXg 1.4 34

79 pambusicolaTaH–ewHuenusHfromHpambooHwithHosexualHandHëexualH’orphsVHCryptogamietfMycologieTH
2012THaaTHadaUaeg 1.4 34

78 TowardsHaHnaturalHclassificationHofHpotryosphaerialesVHFungalfDiversityTH2012THceTHYbgUZYX 17.6 144

77 TheHneedHtoHcarryHoutHreUinventoryHofHplantHpathogenicHfungiVHTropicalfPlantfPathologyTH2011THadTHZXcUZYa2.5 33

76 ’orphologyhHstillHessentialHinHaHmolecularHworldVHMycotaxonTH2011THYYbTHbagUbcY 0.5 35

75 qolletotrichumHspeciesHfromHxasmineHPxasminumHsambacQVHFungalfDiversityTH2011THbdTHYeYUYfZ 17.6 76
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74 sffectsHofHfungalHendophytesHonHgrassHandHnonUgrassHlitterHdecompositionHratesVHFungalfDiversityTH
2011THbeTHYUe 17.6 107

73 TheHgenusHPhomopsishHbiologyTHapplicationsTHspeciesHconceptsHandHnamesHofHcommonH
phytopathogensVHFungalfDiversityTH2011THcXTHYfgUZZc 17.6 241

72 tromHmorphologyHtoHmolecularHbiologyhHcanHweHuseHsequenceHdataHtoHidentifyHfungalHendophytesmVH
FungalfDiversityTH2011THcXTHYYaUYZX 17.6 94

71 qochliobolushHanHoverviewHandHcurrentHstatusHofHspeciesVHFungalfDiversityTH2011THcYTHaUbZ 17.6 103

70 ostrosphaeriellaHisHpolyphyleticTHwithHspeciesHinHtissuromaHgenVHnovVTHandH–eoastrosphaeriellaHgenVH
novVVHFungalfDiversityTH2011THcYTHYacUYcb 17.6 57

69 oHreappraisalHofH’icrothyriaceaeVHFungalfDiversityTH2011THcYTHYfgUZbf 17.6 73

68 Phyllostictaâ��anHoverviewHofHcurrentHstatusHofHspeciesHrecognitionVHFungalfDiversityTH2011THcYTHbaUdY 17.6 70

67 éevisionHofHlignicolousHTubeufiaceaeHbasedHonHmorphologicalHreexaminationHandHphylogeneticH
analysisVHFungalfDiversityTH2011THcYTHdaUYXZ 17.6 76

66 TheHamsterdamHdeclarationHonHfungalHnomenclatureVHIMAfFungusTH2011THZTHYXcUYZ 6.8 260

65 éesponseHofHendophyticHfungiHofHëtipaHgrandisHtoHexperimentalHplantHfunctionHgroupHremovalHinH
wnnerH’ongoliaHsteppeTHqhinaVHFungalfDiversityTH2010THbaTHgaUYXY 17.6 65

64 qolletotrichumHgloeosporioidesHisHnotHaHcommonHpathogenHonHtropicalHfruitsVHFungalfDiversityTH2010TH
bbTHaaUba 17.6 171

63 PhylogeneticHrelationshipsHofH–emaniaHplumbeaHspVHnovVHandHrelatedHtaxaHbasedHonHribosomalHwTëH
andHéPpZHsequencesVHMycologicalfResearchTH2007THYYYTHagZUbXZ 14

62 oHhigherUlevelHphylogeneticHclassificationHofHtheHtungiVHMycologicalfResearchTH2007THYYYTHcXgUbe 1630

61 riversityHofHsaprobicHmicrofungiVHBiodiversityfandfConservationTH2007THYdTHeUac 3.4 67

60 oHphylogeneticHevaluationHofHwhetherHendophytesHbecomeHsaprotrophsHatHhostHsenescenceVH
MicrobialfEcologyTH2007THcaTHcegUgX 4.4 238

59 sndophyticHfungiHfromH–eriumHoleanderHzHPopocynaceaeQhHmainHconstituentsHandHantioxidantH
activityVHWorldfJournalfoffMicrobiologyfandfBiotechnologyTH2007THZaTHYZcaUYZda 4.4 92

58 éibosomalHr–oHphylogeniesHofHqyathushHwsHtheHcurrentHinfragenericHclassificationHappropriatemVH
MycologiaTH2007THggTHafcUagc 2.4 21

57 perkleasmiumHcrunisiaHspVHnovVHandHitsHphylogeneticHaffinitiesHtoHtheHPleosporalesHbasedHonHYfëHandH
ZfëHrr–oHsequenceHanalysesVHMycologiaTH2007THggTHaefUafb 2.4 25

(2007-2011)
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56 VariationHbetweenHfreshwaterHandHterrestrialHfungalHcommunitiesHonHdecayingHbambooHculmsVH
AntoniefVanfLeeuwenhoekTH2006THfgTHZgaUaXY 2.1 52

55 PhylogeneticsHandHevolutionHofHnematodeUtrappingHfungiHP—rbilialesQHestimatedHfromHnuclearHandH
proteinHcodingHgenesVHMycologiaTH2005THgeTHYXabUYXbd 2.4 48

54 ëuccessionalHPatternsHofH’icrofungiHinHtallenHzeavesHofHticusHpleurocarpaHP’oraceaeQHinHanH
oustralianHTropicalHéainHtorestYVHBiotropicaTH2005THafTHXcYZXeXeZXXbXXY 2.3 1

53 ëcreeningHofHbasidiomycetesHandHxylariaceousHfungiHforHligninHperoxidaseHandHlaccaseHgeneUspecificH
sequencesVHMycologicalfResearchTH2005THYXgTHYYcUZb 52

52 oquaticHfungiHfromHpeatHswampHpalmshHPhruensisHbrunneisporaHgenVHetHspVHnovVHandHitsH
hyphomyceteHanamorphVHMycologiaTH2004THgdTHYYdaUYYeX 2.4 9

51 ocanthostigmaHandHTubeufiaHspeciesTHincludingHTVHclaspisphaeriaHspVHnovVTHfromHsubmergedHwoodHinH
vongHyongVHMycologiaTH2004THgdTHddeUdeb 2.4 13

50 PhylogeneticHandHmorphologicalHassessmentHofHfiveHnewHspeciesHofHThozetellaHfromHanHoustralianH
rainforestVHMycologiaTH2004THgdTHYXebUYXfe 2.4 15

49 qataractisporaHreceptaculorumTHaHnewHfreshwaterHascomyceteHfromHvongHyongVHMycologiaTH2004TH
gdTHbYYUbYe 2.4 7

48 éeflectionsHonHtheHuenusHVanakripaTHandHaHrescriptionHofHVVHellipsoideaHspVHnovVVHMycologiaTH2003TH
gcTHYZb 2.4 1

47 ThreeHnewHspeciesHofHPyriculariaHareHisolatedHasHzingiberaceousHendophytesHfromHThailandVH
MycologiaTH2003THgcTHcYgUcZb 2.4 9

46 ’olecularHsystematicsHofHtheHomphisphaeriaceaeHbasedHonHcladisticHanalysesHofHpartialHzëUHrr–oH
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