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k Paper IF Citations

68 xayesianNRandomNTomographyNofNParticleNSystemscNFrontiersminmMolecularmBiosciencesaN2021aNnaNlknglo 5.6

67 wNgraphbbasedNalgorithmNforNdetectingNrigidNdomainsNinNproteinNstructurescNBMCmBioinformaticsaN
2021aNggaNll 3.6

66 NonbnegativeNblindNdeconvolutionNforNsignalNprocessingNinNaNyRäSPRbeditedNiPSybcardiomyocyteN
modelNofNdilatedNcardiomyopathycNFEBSmLettersaN2021aNkokaNgkiibgkkm 3.8 0

65 xayesianNinferenceNofNchromatinNstructureNensemblesNfromNpopulationbaveragedNcontactNdatacN
ProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaaN2020aNffmaNmngibmnhe 11.5 5

64 wrchitectureNofNtheNflexibleNtailNtubeNofNbacteriophageNSPPfcNNaturemCommunicationsaN2020aNffaNkmko 17.4 14

63 wutobregulationNofNRabkNÅ–FNactivityNinNRabexkNbyNallostericNstructuralNchangesaNcatalyticNcoreN
dynamicsNandNubiquitinNbindingcNELifeaN2019aNnaN 8.9 8

62 wNprobabilisticNnetworkNmodelNforNstructuralNtransitionsNinNbiomoleculescNProteins:mStructure,m
FunctionmandmBioinformaticsaN2018aNnlaNlhiblih 4.2 1

61 wnNevolutionarilyNconservedNglycinebtyrosineNmotifNformsNaNfoldingNcoreNinNouterNmembraneN
proteinscNPLoSmONEaN2017aNfgaNeefngefl 3.7 15

60 zatabdrivenNcoarseNgrainingNofNlargeNbiomolecularNstructurescNPLoSmONEaN2017aNfgaNeefnhekm 3.7 6

59 xayesianNModelingNofNxiomolecularNwssembliesNwithNyryob–MNMapscNFrontiersminmMolecularm
BiosciencesaN2017aNiaNfk 5.6 12

58 TheNadaptorNproteinNyäNnkNassemblesNintracellularNsignalingNclustersNforNxNcellNactivationcNSciencem
SignalingaN2016aNoaNrall 8.8 11

57 yooperativeNbindingpNaNmultipleNpersonalitycNJournalmofmMathematicalmBiologyaN2016aNmgaNfmimbmi 2 11

56 änferentialNStructureNzeterminationNofNyhromosomesNfromNSinglebyellNßibyNzatacNPLoSm
ComputationalmBiologyaN2016aNfgaNefeekgog 5 36

55 yomparisonNofNtheNkineticsNofNdifferentNMarkovNmodelsNforNligandNbindingNunderNvaryingNconditionscN
JournalmofmChemicalmPhysicsaN2015aNfigaNeoifei 3.9 4

54 xayesianNinferenceNofNinitialNmodelsNinNcryobelectronNmicroscopyNusingNpseudobatomscNBiophysicalm
JournalaN2015aNfenaNfflkbmk 2.9 12

53 xayesianNevidenceNandNmodelNselectionN2015aNimaNkeblm 41

52 SolidbstateNNMRNStudyNofNtheNYadwNMembranebwnchorNzomainNinNtheNxacterialNOuterNMembranecN
AngewandtemChemiem-mInternationalmEditionaN2015aNkiaNfglegbl 16.4 12
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51 ßybridNStructureNofNtheNTypeNfNPilusNofNUropathogenicN–scherichiaNcolicNAngewandtemChemiem-m
InternationalmEditionaN2015aNkiaNfflofbk 16.4 27

50 ßybridNStructureNofNtheNTypeNfNPilusNofNUropathogenicN–scherichiaNcolicNAngewandtemChemieaN2015aN
fgmaNffnkmbffnlf 3.6 3

49 Festkˆ¶rperbNMRbStudienNanNderNMembranankerbzomˆ⁄neNvonNYadwNinNderNbakteriellenN
wuˆ�enmembrancNAngewandtemChemieaN2015aNfgmaNfgmogbfgmom 3.6 2

48 StructureNandNevolutionNofNNbdomainsNinNwwwNmetalloproteasescNJournalmofmMolecularmBiologyaN2015aN
igmaNofebogh 6.5 18

47 xayesianNapproachNtoNinverseNstatisticalNmechanicscNPhysicalmReviewmEaN2014aNnoaNekgffh 2.4 13

46 αineticsNorNequilibriumuNwNcommentaryNonNaNrecentNsimulationNstudyNofNsemiochemicalN
dosebresponseNcurvesNofNinsectNolfactoryNsensingcNJournalmofmChemicalmEcologyaN2014aNieaNfflhbi 2.7 2

45
wNderivationNofNtheNÅrandNyanonicalNPartitionNFunctionNforNsystemsNwithNaNfiniteNnumberNofNbindingN
sitesNusingNaNMarkovNchainNmodelNforNtheNdynamicsNofNsingleNmoleculescNJournalmofmMathematicalm
ChemistryaN2014aNkgaNllkblmi

2.1 4

44 xayesianNweightingNofNstatisticalNpotentialsNinNNMRNstructureNcalculationcNPLoSmONEaN2014aNoaNefeefom 3.7 4

43 StructuresNofNtheNhumanNandNzrosophilaNneSNribosomecNNatureaN2013aNiomaNnebk 50.4 358

42 –stimationNofNänteractionNPotentialsNthroughNtheNyonfigurationalNTemperatureNFormalismcNJournalm
ofmChemicalmTheorymandmComputationaN2013aNoaNklnkbog 6.4 9

41 wNprobabilisticNmodelNforNsecondaryNstructureNpredictionNfromNproteinNchemicalNshiftscNProteins:m
Structure,mFunctionmandmBioinformaticsaN2013aNnfaNoniboh 4.2 11

40 yonfidencebguidedNlocalNstructureNpredictionNwithNßßfragcNPLoSmONEaN2013aNnaNemlkfg 3.7 1

39
änferentialNNMRdXbraybbasedNstructureNdeterminationNofNaNdibenzo[aad]cycloheptenoneN
inhibitorbphn˛–NMwPNkinaseNcomplexNinNsolutioncNAngewandtemChemiem-mInternationalmEditionaN2012aN
kfaNghkoblg

16.4 6

38 ySxpNaNPythonNframeworkNforNstructuralNbioinformaticscNBioinformaticsaN2012aNgnaNgoolbm 7.2 10

37 MembranebproteinNstructureNdeterminationNbyNsolidbstateNNMRNspectroscopyNofNmicrocrystalscN
NaturemMethodsaN2012aNoaNfgfgbm 21.6 128

36 StructurebactivityNanalysisNofNtheNdermcidinbderivedNpeptideNzyzbfLaNanNanionicNantimicrobialN
peptideNpresentNinNhumanNsweatcNJournalmofmBiologicalmChemistryaN2012aNgnmaNnihibih 5.4 72

35 äsNtheNybterminalNinsertionalNsignalNinNÅrambnegativeNbacterialNouterNmembraneNproteinsN
speciesbspecificNorNnotucNBMCmGenomicsaN2012aNfhaNkfe 4.5 37

34 änferentialNNMRdXbraybxasedNStructureNzeterminationNofNaNzibenzo[aad]cycloheptenoneN
änhibitorâ��phn˛–NMwPNαinaseNyomplexNinNSolutioncNAngewandtemChemieaN2012aNfgiaNgieobgifg 3.6 2
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33 yalibrationNofNxoltzmannNdistributionNpriorsNinNxayesianNdataNanalysiscNPhysicalmReviewmEaN2012aNnlaNellmek2.4 3

32 xayesianNestimationNofNfreeNenergiesNfromNequilibriumNsimulationscNPhysicalmReviewmLettersaN2012aN
feoaNfeelef 7.4 28

31 StatisticalNmechanicsNanalysisNofNsparseNdatacNJournalmofmStructuralmBiologyaN2011aNfmhaNkifbn 3.4 14

30 wNblindNdeconvolutionNapproachNforNimprovingNtheNresolutionNofNcryob–MNdensityNmapscNJournalmofm
ComputationalmBiologyaN2011aNfnaNhhkbil 1.7 9

29 ßßfragpNßMMbbasedNfragmentNdetectionNusingNßßpredcNBioinformaticsaN2011aNgmaNhffebl 7.2 23

28 yryob–MNstructureNandNrRNwNmodelNofNaNtranslatingNeukaryoticNneSNribosomeNatNkckbwNresolutioncN
ProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaaN2010aNfemaNfominbkh 11.5 158

27
LocalizationNofNeukaryotebspecificNribosomalNproteinsNinNaNkckbˆ�Ncryob–MNmapNofNtheNneSNeukaryoticN
ribosomecNProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaaN2010aN
femaNfomkibo

11.5 112

26 ÅenerationNofNthreebdimensionalNrandomNrotationsNinNfittingNandNmatchingNproblemscN
ComputationalmStatisticsaN2009aNgiaNmfobmhf 1 6

25 änfluenceNofNdifferentNassignmentNconditionsNonNtheNdeterminationNofNsymmetricNhomodimericN
structuresNwithNwRäwcNProteins:mStructure,mFunctionmandmBioinformaticsaN2009aNmkaNklobnk 4.2 29

24 TheNÅzNboxpNaNwidespreadNnoncontiguousNsupersecondaryNstructuralNelementcNProteinmScienceaN2009
aNfnaNfolfbl 6.3 10

23 StructureNandNactivityNofNtheNNbterminalNsubstrateNrecognitionNdomainsNinNproteasomalNwTPasescN
MolecularmCellaN2009aNhiaNkneboe 17.6 106

22 wccurateNNMRNstructuresNthroughNminimizationNofNanNextendedNhybridNenergycNStructureaN2008aNflaNfhekbfg5.2 43

21 yomparativeNanalysisNofNstructuralNandNdynamicNpropertiesNofNtheNloadedNandNunloadedNhemophoreN
ßaswpNfunctionalNimplicationscNJournalmofmMolecularmBiologyaN2008aNhmlaNkfmbgk 6.5 47

20 MixtureNmodelsNforNproteinNstructureNensemblescNBioinformaticsaN2008aNgiaNgfnibog 7.2 8

19 StructureNofNtheNhumanNvoltagebdependentNanionNchannelcNProceedingsmofmthemNationalmAcademymofm
SciencesmofmthemUnitedmStatesmofmAmericaaN2008aNfekaNfkhmebk 11.5 434

18 äSzpNaNsoftwareNpackageNforNxayesianNNMRNstructureNcalculationcNBioinformaticsaN2008aNgiaNffeibk 7.2 28

17 wNunifyingNprobabilisticNframeworkNforNanalyzingNresidualNdipolarNcouplingscNJournalmofmBiomolecularm
NMRaN2008aNieaNfhkbii 3 16

16 ÅraphicalNanalysisNofNNMRNstructuralNqualityNandNinteractiveNcontactNmapNofNNO–NassignmentsNinN
wRäwcNBMCmStructuralmBiologyaN2008aNnaNhe 2.7 4
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15 ProbabilisticNstructureNcalculationcNComptesmRendusmChimieaN2008aNffaNhklbhlo 2.7 3

14 xayesianNreconstructionNofNtheNdensityNofNstatescNPhysicalmReviewmLettersaN2007aNonaNgeelef 7.4 14

13 wRäwgpNautomatedNNO–NassignmentNandNdataNintegrationNinNNMRNstructureNcalculationcN
BioinformaticsaN2007aNghaNhnfbg 7.2 404

12 WeightingNofNexperimentalNevidenceNinNmacromolecularNstructureNdeterminationcNProceedingsmofmthem
NationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaaN2006aNfehaNfmklblf 11.5 66

11 –rrorNdistributionNderivedNNO–NdistanceNrestraintscNProteins:mStructure,mFunctionmandmBioinformaticsaN
2006aNliaNlkgbli 4.2 11

10 StructureNvalidationNofNtheNöosephinNdomainNofNataxinbhpNconclusiveNevidenceNforNanNopenN
conformationcNJournalmofmBiomolecularmNMRaN2006aNhlaNglmbmm 3 37

9 ModelingNerrorsNinNNO–NdataNwithNaNlogbnormalNdistributionNimprovesNtheNqualityNofNNMRNstructurescN
JournalmofmthemAmericanmChemicalmSocietyaN2005aNfgmaNfleglbm 16.4 34

8 xayesianNestimationNofNαarplusNparametersNandNtorsionNanglesNfromNthreebbondNscalarNcouplingsN
constantscNJournalmofmMagneticmResonanceaN2005aNfmmaNflebk 3 21

7 änferentialNstructureNdeterminationcNScienceaN2005aNheoaNhehbl 33.3 268

6 ReplicabexchangeNMonteNyarloNschemeNforNbayesianNdataNanalysiscNPhysicalmReviewmLettersaN2005aNoiaNefnfek7.4 56

5 xayesianNinferenceNappliedNtoNmacromolecularNstructureNdeterminationcNPhysicalmReviewmEaN2005aNmgaNehfofg2.4 27

4 yorrectionNofNspinNdiffusionNduringNiterativeNautomatedNNO–NassignmentcNJournalmofmMagneticm
ResonanceaN2004aNflmaNhhibig 3 51

3 NO–NassignmentNwithNwRäwNgcepNtheNnutsNandNboltscNMethodsminmMolecularmBiologyaN2004aNgmnaNhmobieg 1.4 50

2 wRäwpNautomatedNNO–NassignmentNandNNMRNstructureNcalculationcNBioinformaticsaN2003aNfoaNhfkbl 7.2 397

1
StructuralNandNfunctionalNstudiesNofNtitinWsNfnhNmodulesNrevealNconservedNsurfaceNpatternsNandN
bindingNtoNmyosinNSfbbaNpossibleNroleNinNtheNFrankbStarlingNmechanismNofNtheNheartcNJournalmofm
MolecularmBiologyaN2001aNhfhaNihfbim

6.5 82
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