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l Paper IF Citations

81 ZoonoticMoriginMofMtheMhumanMmalariaMparasiteMPlasmodiumMmalariaeMfromMufricanMapesbbMNatureh
CommunicationsZM2022ZMegZMeljl 17.4 0

80 uMyearMofMgenomicMsurveillanceMrevealsMhowMtheMSuRSawoVafMpandemicMunfoldedMinMufricabMScienceZM
2021ZMgkhZMhfgahge 33.3 35

79 LeprosyMinMwildMchimpanzeesbMNatureZM2021ZMimlZMjifajij 50.4 7

78 PrimateMphageomesMareMstructuredMbyMsuperhostMphylogenyMandMenvironmentbMProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaZM2021ZMeelZM 11.5 6

77 ´mplementationMofMuutomatedMvloodMwultureMWithMQualityMussuranceMinMaMResourceaLimitedMSettingbM
FrontiershinhMedicineZM2021ZMlZMjfkieg 4.9 0

76 whallengesMinMinterpretingMSuRSawoVafMserologicalMresultsMinMufricanMcountriesbMThehLancethGlobalh
HealthZM2021ZMmZMeillaeilm 13.6 28

75
HighMprevalenceMofMantiaSuRSawoVafMantibodiesMafterMtheMfirstMwaveMofMwOV´xaemMinMôinshasaZM
xemocraticMRepublicMofMtheMwongonMresultsMofMaMcrossasectionalMhouseholdabasedMsurveybMClinicalh
InfectioushDiseasesZM2021ZM

11.6 9

74 uMgreatMapeMperspectiveMonMtheMoriginsMandMevolutionMofMhumanMvirusesbMAdvanceshinhVirushResearchZM
2021ZMeedZMeafj 10.7 3

73 xiscoveryMofMNovelMHerpesMSimplexvirusesMinMWildMGorillasZMvonobosZMandMwhimpanzeesMSupportsM
ZoonoticMOriginMofMHSVafbMMolecularhBiologyhandhEvolutionZM2021ZMglZMflelaflgd 8.3 3

72 ResurgenceMofMybolaMvirusMinMfdfeMinMGuineaMsuggestsMaMnewMparadigmMforMoutbreaksbMNatureZM2021ZM
imkZMigmaihg 50.4 19

71 ymergenceMandMspreadMofMSuRSawoVafMlineageMvbebjfdMwithMvariantMofMconcernalikeMmutationsMandM
deletionsbMNaturehCommunicationsZM2021ZMefZMikjm 17.4 14

70 SerologicalMevidenceMforMhumanMexposureMtoMvacillusMcereusMbiovarManthracisMinMtheMvillagesMaroundM
TaˆflMNationalMParkZMwˆ·teMdT´voirebMPLoShNeglectedhTropicalhDiseasesZM2020ZMehZMedddlfmf 4.8 3

69 MeaslesMvirusMandMrinderpestMvirusMdivergenceMdatedMtoMtheMsixthMcenturyMvwybMScienceZM2020ZMgjlZMegjkaegkd33.3 40

68 MonkeypoxMvirusMemergenceMinMwildMchimpanzeesMrevealsMdistinctMclinicalMoutcomesMandMviralM
diversitybMNaturehMicrobiologyZM2020ZMiZMmiiamji 26.6 18

67 GeographicallyMstructuredMgenomicMdiversityMofMnonahumanMprimateainfectingMsubspbbMMicrobialh
GenomicsZM2020ZMjZM 4.4 1

66 YawsMxiseaseMwausedMbyMTreponemaMpallidumMsubspeciesMpertenueMinMWildMwhimpanzeeZMGuineaZM
fdembMEmerginghInfectioushDiseasesZM2020ZMfjZMeflgaeflj 10.2 3

65 zlyaderivedMxNuMandMcameraMtrapsMareMcomplementaryMtoolsMforMassessingMmammalianMbiodiversitybM
EnvironmentalhDNAZM2020ZMfZMjgakj 7.6 11
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64 UrinaryMwortisolM´ncreasesMxuringMaMRespiratoryMOutbreakMinMWildMwhimpanzeesbMFrontiershinh
VeterinaryhScienceZM2020ZMkZMhli 3.1 5

63 MetabarcodingMofMeukaryoticMparasiteMcommunitiesMdescribesMdiverseMparasiteMassemblagesM
spanningMtheMprimateMphylogenybMMolecularhEcologyhResourcesZM2020ZMfdZMfdhafei 8.4 9

62 RiskMofMhumanatoawildlifeMtransmissionMofMSuRSawoVafbMMammalhReviewZM2020ZMieZMfkf 5 32

61 TropicalMrainforestMfliesMcarryingMpathogensMformMstableMassociationsMwithMsocialMnonhumanM
primatesbMMolecularhEcologyZM2019ZMflZMhfhfahfil 5.7 15

60 uMNovelMOrthohepadnavirusM´dentifiedMinMaMxeadMMaxwellTsMxuikerMUVMinMTaˆflMNationalMParkZMwˆ·teM
dT´voirebMVirusesZM2019ZMeeZM 6.2 2

59 wxhMreceptorMdiversityMinMchimpanzeesMprotectsMagainstMS´VMinfectionbMProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaZM2019ZMeejZMgffmagfgl 11.5 12

58 wytomegalovirusMdistributionMandMevolutionMinMhomininesbMVirushEvolutionZM2019ZMiZMvezdei 3.7 13

57 NovelMPolyomavirusesMinMMammalsMfromMMultipleMOrdersMandMReassessmentMofMPolyomavirusM
yvolutionMandMTaxonomybMVirusesZM2019ZMeeZM 6.2 10

56
GamesMacademicsMplayMandMtheirMconsequencesnMhowMauthorshipZMaindexMandMjournalMimpactMfactorsM
areMshapingMtheMfutureMofMacademiabMProceedingshofhthehRoyalhSocietyhB:hBiologicalhSciencesZM2019ZM
fljZMfdemfdhk

4.4 29

55
yxtensiveMSerologicalMSurveyMofMMultipleMufricanMNonhumanMPrimateMSpeciesMRevealsMLowM
PrevalenceMofM´mmunoglobulinMGMuntibodiesMtoMhMybolaMVirusMSpeciesbMJournalhofhInfectioushDiseasesZM
2019ZMffdZMeimmaejdl

7 13

54 HumanMcoronavirusMOwhgMoutbreakMinMwildMchimpanzeesZMwˆ·teMd´·´voireZMfdejbMEmerginghMicrobesh
andhInfectionsZM2018ZMkZMeel 18.9 45

53 wlinicallyMRelevantMySvLaProducingMSTgdkMandMSTglMinManMUrbanMWestMufricanMRatMPopulationbM
FrontiershinhMicrobiologyZM2018ZMmZMeid 5.7 26

52 SeasonalMandMinteraannualMvariationMofMmalariaMparasiteMdetectionMinMwildMchimpanzeesbMMalariah
JournalZM2018ZMekZMgl 3.6 6

51 TheMUseMofMNeopterinMasMaMNoninvasiveMMarkerMinMMonitoringMxiseasesMinMWildMwhimpanzeesbM
EcoHealthZM2018ZMeiZMkmfaldg 3.1 13

50 yvolutionaryMhistoryMofMhumanMrevealedMbyMgenomeawideManalysesMofMrelatedMapeMparasitesbM
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaZM2018ZMeeiZMylhidaylhim11.5 31

49 zactorsMinfluencingMbacterialMmicrobiomeMcompositionMinMaMwildMnonahumanMprimateMcommunityMinM
TaˆflMNationalMParkZMwˆ·teMdT´voirebMISMEhJournalZM2018ZMefZMfiimafikh 11.9 20

48 UrinaryMneopterinMlevelsMincreaseMandMpredictMsurvivalMduringMaMrespiratoryMoutbreakMinMwildM
chimpanzeesMUTaˆflMNationalMParkZMwˆ·teMdT´voireVbMScientifichReportsZM2018ZMlZMegghj 4.9 12

47 NonhumanMprimatesMacrossMsubaSaharanMufricaMareMinfectedMwithMtheMyawsMbacteriumMTreponemaM
pallidumMsubspbMpertenuebMEmerginghMicrobeshandhInfectionsZM2018ZMkZMeik 18.9 30
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46 HumanMquarantinenMTowardMreducingMinfectiousMpressureMonMchimpanzeesMatMtheMTaˆflMwhimpanzeeM
ProjectZMwˆ·teMdT´voirebMAmericanhJournalhofhPrimatologyZM2018ZMldZMeffjem 2.5 16

45 SeroprevalenceMofMwytomegalovirusM´nfectionMumongMaMRuralMPopulationMofMwˆ·teMdT´voirebMViralh
ImmunologyZM2017ZMgdZMihaik 1.7 1

44 LowMantibodyMprevalenceMagainstMvacillusMcereusMbiovarManthracisMinMTaˆflMNationalMParkZMwˆ·teMdT´voireZM
indicatesMhighMrateMofMlethalMinfectionsMinMwildlifebMPLoShNeglectedhTropicalhDiseasesZM2017ZMeeZMedddimjd 4.8 11

43 uMnovelMwoltivirusarelatedMvirusMisolatedMfromMfreeatailedMbatsMfromMwˆ·teMdT´voireMisMableMtoMinfectM
humanMcellsMinMvitrobMVirologyhJournalZM2017ZMehZMele 6.1 16

42 PersistentManthraxMasMaMmajorMdriverMofMwildlifeMmortalityMinMaMtropicalMrainforestbMNatureZM2017ZMihlZMlfalj50.4 63

41 yvidenceMforMHumanMStreptococcusMpneumoniaeMinMwildMandMcaptiveMchimpanzeesnMuMpotentialM
threatMtoMwildMpopulationsbMScientifichReportsZM2017ZMkZMehile 4.9 19

40 HighlyMdiverseMandMantimicrobialMsusceptibleMyscherichiaMcoliMdisplayMaMnaˆflveMbacterialMpopulationMinM
fruitMbatsMfromMtheMRepublicMofMwongobMPLoShONEZM2017ZMefZMedeklehj 3.7 19

39 ussessingMHostaVirusMwodivergenceMforMwloseMRelativesMofMMerkelMwellMPolyomavirusM´nfectingM
ufricanMGreatMupesbMJournalhofhVirologyZM2016ZMmdZMligeahe 6.6 17

38 ussessingMtheMfeasibilityMofMflyMbasedMsurveillanceMofMwildlifeMinfectiousMdiseasesbMScientifichReportsZM
2016ZMjZMgkmif 4.9 11

37 vacillusMcereusMviovarMunthracisMwausingMunthraxMinMSubaSaharanMufricaawhromosomalMMonophylyM
andMvroadMGeographicMxistributionbMPLoShNeglectedhTropicalhDiseasesZM2016ZMedZMedddhmfg 4.8 45

36 GenomeMSequencesMofMPolyomavirusesMfromMtheMWildaLivingMRedMwolobusMUPiliocolobusMbadiusVMandM
WesternMwhimpanzeeMUPanMtroglodytesMverusVbMGenomehAnnouncementsZM2016ZMhZM 3

35 ´nvestigatingMtheMzoonoticMoriginMofMtheMWestMufricanMybolaMepidemicbMEMBOhMolecularhMedicineZM
2015ZMkZMekafg 12 252

34 OriginMofMtheMH´VaeMgroupMOMepidemicMinMwesternMlowlandMgorillasbMProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaZM2015ZMeefZMyeghgaif 11.5 101

33 wapsulesZMtoxinsMandMutxuMasMvirulenceMfactorsMofMemergingMvacillusMcereusMbiovarManthracisbMPLoSh
NeglectedhTropicalhDiseasesZM2015ZMmZMedddghii 4.8 38

32 MultipleMwrossaSpeciesMTransmissionMyventsMofMHumanMudenovirusesMUHudVVMduringMHominineM
yvolutionbMMolecularhBiologyhandhEvolutionZM2015ZMgfZMfdkfalh 8.3 42

31
NovelMstaphylococcalMspeciesMthatMformMpartMofMaMStaphylococcusMaureusarelatedMcomplexnMtheM
nonapigmentedMStaphylococcusMargenteusMspbMnovbMandMtheMnonahumanMprimateaassociatedM
StaphylococcusMschweitzeriMspbMnovbMInternationalhJournalhofhSystematichandhEvolutionaryh
MicrobiologyZM2015ZMjiZMeiaff

2.2 122

30 HemoparasitesMinMaMwildMprimatenM´nfectionMpatternsMsuggestMinteractionMofMPlasmodiumMandMvabesiaM
inMaMlemurMspeciesbMInternationalhJournalhforhParasitology:hParasiteshandhWildlifeZM2015ZMhZMgliami 2.6 15

29 WildMchimpanzeesMareMinfectedMbyMTrypanosomaMbruceibMInternationalhJournalhforhParasitology:h
ParasiteshandhWildlifeZM2015ZMhZMfkkalf 2.6 11
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28 wontactMtoMNonahumanMPrimatesMandMRiskMzactorsMforMZoonoticMxiseaseMymergenceMinMtheMTaˆflM
RegionZMwˆ·teMdT´voirebMEcoHealthZM2015ZMefZMildame 3.1 22

27 ycologyMofMmalariaMinfectionsMinMwesternMlowlandMgorillasMinhabitingMxzangaMSanghaMProtectedM
ureasZMwentralMufricanMRepublicbMParasitologyZM2015ZMehfZMlmdamdd 2.7 12

26 GenomeMSequenceMofMaMwentralMwhimpanzeeaussociatedMPolyomavirusMRelatedMtoMvôMandMïwM
PolyomavirusesZMPanMtroglodytesMtroglodytesMPolyomavirusMebMGenomehAnnouncementsZM2015ZMgZM 4

25 GeneticMidentificationMofMcytomegalovirusesMinMaMruralMpopulationMofMwˆ·teMdT´voirebMVirologyhJournalZM
2015ZMefZMeii 6.1 5

24 HumanMseroprevalenceMindicatingMhantavirusMinfectionsMinMtropicalMrainforestsMofMwˆ·teMdT´voireMandM
xemocraticMRepublicMofMwongobMFrontiershinhMicrobiologyZM2015ZMjZMiel 5.7 9

23 udenovirusMinMRuralMwˆ·teMxT´voirenMHighMxiversityMandMwrossaSpeciesMxetectionbMEcoHealthZM2015ZMefZMhheaif3.1 12

22 PhylogenomicMevidenceMforMrecombinationMofMadenovirusesMinMwildMgorillasbMJournalhofhGeneralh
VirologyZM2015ZMmjZMgdmdagdml 4.9 8

21 TheMecologyMofMprimateMretrovirusesMaManMassessmentMofMefMyearsMofMretroviralMstudiesMinMtheMTaˆflM
nationalMparkMareaZMwˆ·teMds´voirebMVirologyZM2014ZMhjdahjeZMehkaig 3.6 22

20 zatalMmonkeypoxMinMwildalivingMsootyMmangabeyZMwˆ·teMdT´voireZMfdefbMEmerginghInfectioushDiseasesZM
2014ZMfdZMeddmaee 10.2 42

19
LowMratesMofMantimicrobialaresistantMynterobacteriaceaeMinMwildlifeMinMTaˆflMNationalMParkZMwˆ·teM
dT´voireZMsurroundedMbyMvillagesMwithMhighMprevalenceMofMmultiresistantMySvLaproducingMyscherichiaM
coliMinMpeopleMandMdomesticManimalsbMPLoShONEZM2014ZMmZMeeegihl

3.7 14

18 warrionMflyaderivedMxNuMasMaMtoolMforMcomprehensiveMandMcostaeffectiveMassessmentMofMmammalianM
biodiversitybMMolecularhEcologyZM2013ZMffZMmeiafh 5.7 105

17 TreponemaMpallidumMinfectionMinMtheMwildMbaboonsMofMyastMufricanMdistributionMandMgeneticM
characterizationMofMtheMstrainsMresponsiblebMPLoShONEZM2012ZMkZMeidllf 3.7 46

16 PasteurellaMmultocidaMinvolvedMinMrespiratoryMdiseaseMofMwildMchimpanzeesbMPLoShONEZM2011ZMjZMefhfgj 3.7 31

15 WildMchimpanzeesMinfectedMwithMiMPlasmodiumMspeciesbMEmerginghInfectioushDiseasesZM2010ZMejZMemijam 10.2 72

14 NoninvasiveMmonitoringMofMrespiratoryMvirusesMinMwildMchimpanzeesbMEcoHealthZM2010ZMkZMggfahe 3.1 48

13 TheMgenomeMofMaMvacillusMisolateMcausingManthraxMinMchimpanzeesMcombinesMchromosomalM
propertiesMofMvbMcereusMwithMvbManthracisMvirulenceMplasmidsbMPLoShONEZM2010ZMiZMeedmlj 3.7 114

12 zrequentMfoamyMvirusMinfectionMinMfreealivingMchimpanzeesMofMtheMTaˆflMNationalMParkMUwˆ·teMdT´voireVbM
JournalhofhGeneralhVirologyZM2009ZMmdZMiddaidj 4.9 15

11 PandemicMhumanMvirusesMcauseMdeclineMofMendangeredMgreatMapesbMCurrenthBiologyZM2008ZMelZMfjdah 6.3 318

(2008-2015)
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10 ´ntegrativeMapproachesMtoMtheMstudyMofMprimateMinfectiousMdiseasenMimplicationsMforMbiodiversityM
conservationMandMglobalMhealthbMAmericanhJournalhofhPhysicalhAnthropologyZM2008ZMSupplMhkZMigajm 2.5 98

9 unthraxMinMWesternMandMwentralMufricanMgreatMapesbMAmericanhJournalhofhPrimatologyZM2006ZMjlZMmflagg 2.5 49

8 wharacterizationMofMvacillusManthracisalikeMbacteriaMisolatedMfromMwildMgreatMapesMfromMwoteMdT´voireM
andMwameroonbMJournalhofhBacteriologyZM2006ZMellZMigggahh 3.5 120

7 PathogensMasMdriversMofMpopulationMdeclinesnMTheMimportanceMofMsystematicMmonitoringMinMgreatM
apesMandMotherMthreatenedMmammalsbMBiologicalhConservationZM2006ZMegeZMgfiaggk 6.2 176

6 unthraxMkillsMwildMchimpanzeesMinMaMtropicalMrainforestbMNatureZM2004ZMhgdZMhieaf 50.4 140

5 NonainvasiveMtestingMrevealsMaMhighMprevalenceMofMsimianMTalymphotropicMvirusMtypeMeMantibodiesMinM
wildMadultMchimpanzeesMofMtheMTaˆflMNationalMParkZMwˆ·teMdT´voirebMJournalhofhGeneralhVirologyZM2004ZMliZMggdiaggef4.9 22

4 RiskMofMHumanatoaWildlifeMTransmissionMofMSuRSawoVaf 5

3 LeprosyMinMwildMchimpanzees 7

2 urchivalMinfluenzaMvirusMgenomesMfromMyuropeMrevealMgenomicMandMphenotypicMvariabilityMduringMtheM
emelMpandemic 1

1 TraveladrivenMemergenceMandMspreadMofMSuRSawoVafMlineageMvbebjfdMwithMmultipleMVOwalikeM
mutationsMandMdeletionsMinMyurope 11
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