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j Paper IF Citations

213 TheMviochemicalMLandscapeMofMRiboswitchMLigandsbbMBiochemistryZM2022ZM 3.2 6

212 uMsecondMriboswitchMclassMforMtheMenzymeMcofactorMNuxbMRnaZM2021ZMfkZMmmaedi 5.8 8

211 womprehensiveMdiscoveryMofMnovelMstructuredMnoncodingMRNusMinMfjMbacterialMgenomesbMRNAl
BiologyZM2021ZMelZMfhekafhgf 4.8 6

210 TheMcaseMofMtheMmissingMallostericMribozymesbMNaturelChemicallBiologyZM2021ZMekZMgkiaglf 11.7 6

209 RibozymeMxiscoveryMinMvacteriaM2021ZMfleagdf

208 xIMPLnMaMbioinformaticsMpipelineMforMtheMdiscoveryMofMstructuredMnoncodingMRNuMmotifsMinMbacteriabM
BioinformaticsZM2021ZM 7.2 1

207 WitnessingMtheMstructuralMevolutionMofManMRNuMenzymebMELifeZM2021ZMedZM 8.9 2

206 NaturalMcircularlyMpermutedMgroupMIIMintronsMinMbacteriaMproduceMRNuMcirclesbbMIScienceZM2021ZMfhZMedghge 6.1 1

205 uMbacterialMriboswitchMclassMsensesMxanthineMandMuricMacidMtoMregulateMgenesMassociatedMwithMpurineM
oxidationbMRnaZM2020ZMfjZMmjdamjl 5.8 9

204 zormerMorphanMriboswitchesMrevealMunexploredMareasMofMbacterialMmetabolismZMsignalingZMandMgeneM
controlMprocessesbMRnaZM2020ZMfjZMjkiajmg 5.8 19

203 viochemicalMValidationMofMaMzourthM‘uanidineMRiboswitchMwlassMinMvacteriabMBiochemistryZM2020ZMimZMhjihahjjf3.2 20

202 OapvMformsMaMhighaaffinityMcomplexMwithMtheMPegMregionMofMtheMnoncodingMRNuMOLybMJournallofl
BiologicallChemistryZM2020ZMfmiZMmgfjamggh 5.4 1

201 uMrareMbacterialMRNuMmotifMisMimplicatedMinMtheMregulationMofMtheMgeneMwhoseMencodedMenzymeM
synthesizesMphosphoribosylaminebMRnaZM2020ZMfjZMelglaelhj 5.8 1

200 yvidenceMthatMtheMmotifMisMaMbacterialMriboswitchMforMtheMubiquitousMenzymeMcofactorMNuxbMRnaZM
2019ZMfiZMejejaejfk 5.8 17

199 ‘enomeawideMdiscoveryMofMstructuredMnoncodingMRNusMinMbacteriabMBMClMicrobiologyZM2019ZMemZMjj 4.5 26

198 VariantMvacterialMRiboswitchesMussociatedMwithMNucleotideMHydrolaseM‘enesMSenseMNucleosideM
xiphosphatesbMBiochemistryZM2019ZMilZMhdeahed 3.2 18

197 viochemicalMvalidationMofMaMsecondMclassMofMtetrahydrofolateMriboswitchesMinMbacteriabMRnaZM2019ZMfiZMedmeaedmk5.8 10
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196 ymployingMaMZTPMRiboswitchMtoMxetectMvacterialMzolateMviosynthesisMInhibitorsMinMaMSmallMMoleculeM
HighaThroughputMScreenbMACSlChemicallBiologyZM2019ZMehZMflheaflid 4.9 7

195 xisruptionMofMtheMOLyMribonucleoproteinMcomplexMcausesMmagnesiumMtoxicityMinMvacillusMhaloduransbM
MolecularlMicrobiologyZM2019ZMeefZMeiifaeijg 4.1 2

194 uMbacterialMriboswitchMclassMforMtheMthiaminMprecursorMHMPaPPMemploysMaMterminatoraembeddedM
aptamerbMELifeZM2019ZMlZM 8.9 22

193 ‘enomeawideMxiscoveryMofMRareMRiboswitchesMinMvacteriabMFASEBlJournalZM2019ZMggZMkklbl 0.9 1

192 RareMvariantsMofMtheMzMNMriboswitchMclassMinMandMotherMbacteriaMexhibitMalteredMligandMspecificitybM
RnaZM2019ZMfiZMfgagh 5.8 12

191 uMglutamineMriboswitchMisMaMkeyMelementMforMtheMregulationMofMglutamineMsynthetaseMinM
cyanobacteriabMNucleiclAcidslResearchZM2018ZMhjZMeddlfaeddmh 20.1 31

190 TandemMriboswitchesMformMaMnaturalMvooleanMlogicMgateMtoMcontrolMpurineMmetabolismMinMbacteriabM
ELifeZM2018ZMkZM 8.9 36

189 LargeMNoncodingMRNusMinMvacteriabMMicrobiologylSpectrumZM2018ZMjZM 8.9 23

188
uMsecondMRNuabindingMproteinMisMessentialMforMethanolMtoleranceMprovidedMbyMtheMbacterialMOLyM
ribonucleoproteinMcomplexbMProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStateslofl
AmericaZM2018ZMeeiZMyjgemayjgfl

11.5 4

187 HighMThroughputMValidationMofMOrphanMRiboswitchMwandidatesbMFASEBlJournalZM2018ZMgfZMlbel 0.9

186 SuMaVIMRNusMselectivelyMbindMSaadenosylmethionineMandMexhibitMsimilaritiesMtoMSuMaIIIMriboswitchesbM
RNAlBiologyZM2018ZMeiZMgkeagkl 4.8 26

185 whallengesMofMligandMidentificationMforMtheMsecondMwaveMofMorphanMriboswitchMcandidatesbMRNAl
BiologyZM2018ZMeiZMgkkagmd 4.8 25

184 LargeMNoncodingMRNusMinMvacteriaM2018ZMieiaifj 0

183 RiboswitchesMandMTranslationMwontrolbMColdlSpringlHarborlPerspectiveslinlBiologyZM2018ZMedZM 10.2 93

182 RiboswitchesMforMtheMalarmoneMpp‘ppMexpandMtheMcollectionMofMRNuabasedMsignalingMsystemsbM
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZM2018ZMeeiZMjdifajdik 11.5 50

181 TheMviologyMofMzreeM‘uanidineMusMRevealedMbyMRiboswitchesbMBiochemistryZM2017ZMijZMghiaghk 3.2 21

180 SearchMforMiTaleaderMregulatoryMRNuMstructuresMbasedMonMgeneMannotationMaidedMbyMtheMRibo‘apM
databasebMMethodsZM2017ZMeekZMgaeg 4.6 4

179
vioinformaticManalysisMofMriboswitchMstructuresMuncoversMvariantMclassesMwithMalteredMligandM
specificitybMProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZM2017ZM
eehZMyfdkkayfdli

11.5 55

(2017-2019)
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178 MechanisticMxebrisM‘eneratedMbyMTwisterMRibozymesbMACSlChemicallBiologyZM2017ZMefZMlljalme 4.9 23

177 RiboswitchMdiversityMandMdistributionbMRnaZM2017ZMfgZMmmiaedee 5.8 253

176 TheMlostMlanguageMofMtheMRNuMWorldbMSciencelSignalingZM2017ZMedZM 8.8 63

175 viochemicalMValidationMofMaMSecondM‘uanidineMRiboswitchMwlassMinMvacteriabMBiochemistryZM2017ZMijZMgifagil3.2 58

174 viochemicalMValidationMofMaMThirdM‘uanidineMRiboswitchMwlassMinMvacteriabMBiochemistryZM2017ZMijZMgimagjg3.2 54

173 MetabolismMofMzreeM‘uanidineMinMvacteriaMIsMRegulatedMbyMaMWidespreadMRiboswitchMwlassbMMolecularl
CellZM2017ZMjiZMffdafgd 17.6 84

172 IdentificationMofMeiMcandidateMstructuredMnoncodingMRNuMmotifsMinMfungiMbyMcomparativeMgenomicsbM
BMClGenomicsZM2017ZMelZMkli 4.5 8

171 xetectionMofMffhMcandidateMstructuredMRNusMbyMcomparativeManalysisMofMspecificMsubsetsMofM
intergenicMregionsbMNucleiclAcidslResearchZM2017ZMhiZMedleeaedlfg 20.1 73

170 NumerousMsmallMhammerheadMribozymeMvariantsMassociatedMwithMPenelopealikeMretrotransposonsM
cleaveMRNuMasMdimersbMRNAlBiologyZM2017ZMehZMehmmaeidk 4.8 9

169 TheMyjdzMriboswitchMcandidateMregulatesMgeneMexpressionMbyMbindingMdiverseMazaaromaticM
compoundsbMRnaZM2016ZMffZMigdahe 5.8 24

168 SingletMglycineMriboswitchesMbindMligandMasMwellMasMtandemMriboswitchesbMRnaZM2016ZMffZMekflaekgl 5.8 16

167 NovelMriboswitchabindingMflavinManalogMthatMprotectsMmiceMagainstMwlostridiumMdifficileMinfectionM
withoutMinhibitingMcecalMflorabMAntimicrobiallAgentslandlChemotherapyZM2015ZMimZMikgjahj 5.9 56

166 NewMclassesMofMselfacleavingMribozymesMrevealedMbyMcomparativeMgenomicsManalysisbMNaturelChemicall
BiologyZM2015ZMeeZMjdjaed 11.7 142

165 SmallMmoleculeMfluorideMtoxicityMagonistsbMChemistrylandlBiologyZM2015ZMffZMifkaigh 15

164 vacterialMriboswitchesMcooperativelyMbindMNiUfXVMorMwoUfXVMionsMandMcontrolMexpressionMofMheavyM
metalMtransportersbMMolecularlCellZM2015ZMikZMedllaedml 17.6 103

163 wontrolMofMbacterialMexoelectrogenesisMbyMcauMPa‘MPbMProceedingsloflthelNationallAcademylofl
SciencesloflthelUnitedlStatesloflAmericaZM2015ZMeefZMiglmamh 11.5 70

162 viochemicalManalysisMofMhatchetMselfacleavingMribozymesbMRnaZM2015ZMfeZMelhiaie 5.8 31

161 viochemicalManalysisMofMpistolMselfacleavingMribozymesbMRnaZM2015ZMfeZMelifal 5.8 48
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160 unMancientMriboswitchMclassMinMbacteriaMregulatesMpurineMbiosynthesisMandMoneacarbonMmetabolismbM
MolecularlCellZM2015ZMikZMgekafl 17.6 75

159 uMwidespreadMselfacleavingMribozymeMclassMisMrevealedMbyMbioinformaticsbMNaturelChemicallBiologyZM
2014ZMedZMijajd 11.7 177

158 ‘ramicidinMxMenhancesMtheMantibacterialMactivityMofMfluoridebMBioorganiclandlMedicinallChemistryl
LettersZM2014ZMfhZMfmjmafmke 2.9 8

157 TheMexpandingMviewMofMRNuMandMxNuMfunctionbMChemistrylandlBiologyZM2014ZMfeZMedimaji 70

156 StructuralZMfunctionalZMandMtaxonomicMdiversityMofMthreeMpreQeMriboswitchMclassesbMChemistrylandl
BiologyZM2014ZMfeZMlldallm 61

155 RiboswitchesMThatMSenseMwyclicMxia‘MPM2014ZMfeiaffm 3

154 InMvitroMselectionMofMallostericMribozymesMthatMsenseMtheMbacterialMsecondMmessengerMcadia‘MPbM
MethodslinlMolecularlBiologyZM2014ZMeeeeZMfdmafd 1.4 8

153 RiboswitchesMinMeubacteriaMsenseMtheMsecondMmessengerMcadiauMPbMNaturelChemicallBiologyZM2013ZMmZMlgham11.7 201

152 IntegronMattIeMsitesZMnotMriboswitchesZMassociateMwithMantibioticMresistanceMgenesbMCellZM2013ZMeigZMehekal 56.2 16

151 SmallZMhighlyMactiveMxNusMthatMhydrolyzeMxNubMJournalloflthelAmericanlChemicallSocietyZM2013ZMegiZMmefeam16.4 116

150 yukaryoticMTPPMriboswitchMregulationMofMalternativeMsplicingMinvolvingMlongadistanceMbaseMpairingbM
NucleiclAcidslResearchZM2013ZMheZMgdffage 20.1 76

149 yukaryoticMresistanceMtoMfluorideMtoxicityMmediatedMbyMaMwidespreadMfamilyMofMfluorideMexportM
proteinsbMProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZM2013ZMeedZMemdelafg11.5 81

148 ProductionMofMsingleastrandedMxNusMbyMselfacleavageMofMrollingacircleMamplificationMproductsbM
BioTechniquesZM2013ZMihZMggkahg 2.5 21

147 zluorideMenhancesMtheMactivityMofMfungicidesMthatMdestabilizeMcellMmembranesbMBioorganiclandl
MedicinallChemistrylLettersZM2012ZMffZMggekaff 2.9 28

146 RiboswitchesMandMtheMRNuMworldbMColdlSpringlHarborlPerspectiveslinlBiologyZM2012ZMhZM 10.2 426

145 yngineeredMallostericMribozymesMthatMsenseMtheMbacterialMsecondMmessengerMcyclicMdiguanosylM
iTamonophosphatebMAnalyticallChemistryZM2012ZMlhZMhmgiahe 7.8 41

144 WidespreadMgeneticMswitchesMandMtoxicityMresistanceMproteinsMforMfluoridebMScienceZM2012ZMggiZMfggafgi 33.3 282

143 uMhighlyMspecializedMflavinMmononucleotideMriboswitchMrespondsMdifferentlyMtoMsimilarMligandsMandM
confersMroseoflavinMresistanceMtoMStreptomycesMdavawensisbMNucleiclAcidslResearchZM2012ZMhdZMljjfakg 20.1 56

(2012-2015)
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142 IdentificationMofMligandManaloguesMthatMcontrolMcadia‘MPMriboswitchesbMACSlChemicallBiologyZM2012ZM
kZMehgjahg 4.9 36

141 OLyMRNuMprotectsMextremophilicMbacteriaMfromMalcoholMtoxicitybMNucleiclAcidslResearchZM2012ZMhdZMjlmlamdk20.1 16

140 NewMinsightMonMtheMresponseMofMbacteriaMtoMfluoridebMCarieslResearchZM2012ZMhjZMklale 4.2 29

139 MechanismMandMdistributionMofMglmSMribozymesbMMethodslinlMolecularlBiologyZM2012ZMlhlZMeegafm 1.4 18

138 ProspectsMforMriboswitchMdiscoveryMandManalysisbMMolecularlCellZM2011ZMhgZMljkakm 17.6 384

137 ussociationMofMOLyMRNuMwithMbacterialMmembranesMviaManMRNuaproteinMinteractionbMMolecularl
MicrobiologyZM2011ZMkmZMfeagh 4.1 20

136 ImprovedMgeneticMtransformationMmethodsMforMtheMmodelMalkaliphileMvacillusMhaloduransMwaefibM
LetterslinlAppliedlMicrobiologyZM2011ZMifZMhgdaf 2.9 7

135 RfRaasoftwareMtoMspeedMtheMdepictionMofMaestheticMconsensusMRNuMsecondaryMstructuresbMBMCl
BioinformaticsZM2011ZMefZMg 3.6 160

134 unMexpandedMcollectionMandMrefinedMconsensusMmodelMofMglmSMribozymesbMRnaZM2011ZMekZMkflagj 5.8 43

133 MechanismMforMgeneMcontrolMbyMaMnaturalMallostericMgroupMIMribozymebMRnaZM2011ZMekZMemjkakf 5.8 49

132 NewMfamiliesMofMhumanMregulatoryMRNuMstructuresMidentifiedMbyMcomparativeManalysisMofMvertebrateM
genomesbMGenomelResearchZM2011ZMfeZMemfmahg 9.7 76

131 whallengesMofMligandMidentificationMforMriboswitchMcandidatesbMRNAlBiologyZM2011ZMlZMiaed 4.8 51

130 vacterialMaptamersMthatMselectivelyMbindMglutaminebMRNAlBiologyZM2011ZMlZMlfam 4.8 80

129 IdentificationMofMhammerheadMribozymesMinMallMdomainsMofMlifeMrevealsMnovelMstructuralMvariationsbM
PLoSlComputationallBiologyZM2011ZMkZMeeddfdge 5 104

128 yvidenceMforMwidespreadMgeneMcontrolMfunctionMbyMtheMydaOMriboswitchMcandidatebMJournallofl
BacteriologyZM2010ZMemfZMgmlgam 3.5 55

127 RNuMswitchesMoutMinMtheMcoldbMMolecularlCellZM2010ZMgkZMeaf 17.6 19

126 unMallostericMselfasplicingMribozymeMtriggeredMbyMaMbacterialMsecondMmessengerbMScienceZM2010ZMgfmZMlhialhl33.3 273

125 womparativeMgenomicsMrevealsMedhMcandidateMstructuredMRNusMfromMbacteriaZMarchaeaZMandMtheirM
metagenomesbMGenomelBiologyZM2010ZMeeZMRge 18.3 278
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124 uMeubacterialMriboswitchMclassMthatMsensesMtheMcoenzymeMtetrahydrofolatebMChemistrylandlBiologyZM
2010ZMekZMjleai 74

123 RNuMSecondMMessengersMandMRiboswitchesnMRelicsMfromMtheMRNuMWorldsbMMicrobelMagazineZM2010ZMiZMegafd 6

122 TheMlargeZMnoncodingMOLyMRNuMisMassociatedMwithMmembraneMbiochemistrybMFASEBlJournalZM2010ZMfhZMhmgbf0.9

121 RoseoflavinMisMaMnaturalMantibacterialMcompoundMthatMbindsMtoMzMNMriboswitchesMandMregulatesMgeneM
expressionbMRNAlBiologyZM2009ZMjZMelkamh 4.8 159

120 uMvariantMriboswitchMaptamerMclassMforMSaadenosylmethionineMcommonMinMmarineMbacteriabMRnaZM2009
ZMeiZMfdhjaij 5.8 79

119 IdentificationMofMcandidateMstructuredMRNusMinMtheMmarineMorganismMTwandidatusMPelagibacterM
ubiqueTbMBMClGenomicsZM2009ZMedZMfjl 4.5 51

118 yngineeringMligandaresponsiveMgeneacontrolMelementsnMlessonsMlearnedMfromMnaturalMriboswitchesbM
GenelTherapyZM2009ZMejZMeelmafde 4 61

117 yxceptionalMstructuredMnoncodingMRNusMrevealedMbyMbacterialMmetagenomeManalysisbMNatureZM2009ZM
hjfZMjijam 50.4 77

116 uMplantMiSMribosomalMRNuMmimicMregulatesMalternativeMsplicingMofMtranscriptionMfactorMIIIuM
preamRNusbMNaturelStructurallandlMolecularlBiologyZM2009ZMejZMiheam 17.6 37

115 StructuralMbasisMofMligandMbindingMbyMaMcadia‘MPMriboswitchbMNaturelStructurallandlMolecularlBiologyZM
2009ZMejZMefelafg 17.6 232

114 UniqueMglycineaactivatedMriboswitchMlinkedMtoMglycineaserineMauxotrophyMinMSuReebMEnvironmentall
MicrobiologyZM2009ZMeeZMfgdal 5.2 76

113 TheMstructuralMandMfunctionalMdiversityMofMmetaboliteabindingMriboswitchesbMAnnuallReviewlofl
BiochemistryZM2009ZMklZMgdiagh 29.1 443

112 xesignMandMantimicrobialMactionMofMpurineManaloguesMthatMbindM‘uanineMriboswitchesbMACSlChemicall
BiologyZM2009ZMhZMmeiafk 4.9 95

111 zindingMnonacodingMRNusMthroughMgenomeascaleMclusteringbMJournalloflBioinformaticslandl
ComputationallBiologyZM2009ZMkZMgkgall 1 26

110 InMvitroMselectionMofMglmSMribozymesbMMethodslinlMolecularlBiologyZM2009ZMihdZMghmajh 1.4 1

109 uMplantMiSMrRNuMmimicMregulatesMalternativeMsplicingMofMtranscriptionMfactorMIIIuMpreamRNusbMFASEBl
JournalZM2009ZMfgZMjjibh 0.9

108 uMwidespreadMriboswitchMcandidateMthatMcontrolsMbacterialMgenesMinvolvedMinMmolybdenumMcofactorM
andMtungstenMcofactorMmetabolismbMMolecularlMicrobiologyZM2008ZMjlZMmelagf 4.1 127

107 InalineMprobingManalysisMofMriboswitchesbMMethodslinlMolecularlBiologyZM2008ZMhemZMigajk 1.4 243

(2008-2010)
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106 PurineMsensingMbyMriboswitchesbMBiologyloflthelCellZM2008ZMeddZMeaee 3.5 73

105 RiboswitchesMinMeubacteriaMsenseMtheMsecondMmessengerMcyclicMdia‘MPbMScienceZM2008ZMgfeZMheeag 33.3 556

104 RiboswitchesMthatMsenseMSaadenosylhomocysteineMandMactivateMgenesMinvolvedMinMcoenzymeM
recyclingbMMolecularlCellZM2008ZMfmZMjmeakdf 17.6 123

103 RiboswitchesMthatMsenseMSaadenosylmethionineMandMSaadenosylhomocysteinebMBiochemistrylandlCelll
BiologyZM2008ZMljZMeikajl 3.6 89

102 womplexMriboswitchesbMScienceZM2008ZMgemZMekmiak 33.3 89

101 TheMaptamerMcoreMofMSuMaIVMriboswitchesMmimicsMtheMligandabindingMsiteMofMSuMaIMriboswitchesbMRnaZM
2008ZMehZMlffal 5.8 88

100 wonfirmationMofMaMsecondMnaturalMpreQeMaptamerMclassMinMStreptococcaceaeMbacteriabMRnaZM2008ZMehZMjliami5.8 88

99 InMvitroMselectionMandMcharacterizationMofMcelluloseabindingMRNuMaptamersMusingMisothermalM
amplificationbMNucleosidesylNucleotideslandlNucleiclAcidsZM2008ZMfkZMmhmajj 1.4 15

98 RiboswitchesMasMnewMantibioticsMtargetsbMFASEBlJournalZM2008ZMffZMfjhbg 0.9

97 RiboswitchMcontrolMofMgeneMexpressionMinMplantsMbyMsplicingMandMalternativeMgTMendMprocessingMofM
mRNusbMPlantlCellZM2007ZMemZMghgkaid 11.6 229

96 ImportanceMofMtheMxebyeMscreeningMlengthMonMnanowireMfieldMeffectMtransistorMsensorsbMNanolLetters
ZM2007ZMkZMghdiam 11.5 593

95 untibacterialMlysineManalogsMthatMtargetMlysineMriboswitchesM2007ZMgZMhham 172

94 uMriboswitchMselectiveMforMtheMqueuosineMprecursorMpreQeMcontainsManMunusuallyMsmallMaptamerM
domainbMNaturelStructurallandlMolecularlBiologyZM2007ZMehZMgdlaek 17.6 186

93 wontrolMofMalternativeMRNuMsplicingMandMgeneMexpressionMbyMeukaryoticMriboswitchesbMNatureZM2007ZM
hhkZMhmkaidd 50.4 336

92 LigandMbindingMandMgeneMcontrolMcharacteristicsMofMtandemMriboswitchesMinMvacillusManthracisbMRnaZM
2007ZMegZMikgalf 5.8 98

91 uMcomputationalMpipelineMforMhighaMthroughputMdiscoveryMofMcisaregulatoryMnoncodingMRNuMinM
prokaryotesbMPLoSlComputationallBiologyZM2007ZMgZMeefj 5 66

90 IdentificationMofMffMcandidateMstructuredMRNusMinMbacteriaMusingMtheMwMfinderMcomparativeM
genomicsMpipelinebMNucleiclAcidslResearchZM2007ZMgiZMhldmaem 20.1 256

89 ‘uanineMriboswitchMvariantsMfromMMesoplasmaMflorumMselectivelyMrecognizeMfTadeoxyguanosinebM
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZM2007ZMedhZMejdmfak 11.5 109
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88 InMvitroMselectionMandMcharacterizationMofMcelluloseabindingMxNuMaptamersbMNucleiclAcidslResearchZM
2007ZMgiZMjgklall 20.1 42

87 yngineeringMhighaspeedMallostericMhammerheadMribozymesbMBiologicallChemistryZM2007ZMgllZMkkmalj 4.5 46

86 TheMdistributionsZMmechanismsZMandMstructuresMofMmetaboliteabindingMriboswitchesbMGenomelBiologyZM
2007ZMlZMRfgm 18.3 358

85 MoleculararecognitionMcharacteristicsMofMSuMabindingMriboswitchesbMAngewandtelChemielzl
InternationallEditionZM2006ZMhiZMmjhal 16.4 40

84 wharacteristicsMofMligandMrecognitionMbyMaMglmSMselfacleavingMribozymebMAngewandtelChemielzl
InternationallEditionZM2006ZMhiZMjjlmamg 16.4 54

83 MolecularaRecognitionMwharacteristicsMofMSuMavindingMRiboswitchesbMAngewandtelChemieZM2006ZM
eelZMmklamlf 3.6 6

82 wharacteristicsMofMLigandMRecognitionMbyMaMglmSMSelfawleavingMRibozymebMAngewandtelChemieZM2006ZM
eelZMjlheajlhi 3.6 6

81 xevelopmentMandMapplicationMofMaMhighathroughputMassayMforMglmSMriboswitchMactivatorsbMRNAl
BiologyZM2006ZMgZMkkale 4.8 64

80 yxaminationMofMtheMstructuralMandMfunctionalMversatilityMofMglmSMribozymesMbyMusingMinMvitroM
selectionbMNucleiclAcidslResearchZM2006ZMghZMhmjlaki 20.1 20

79 wharacteristicsMofMtheMglmSMribozymeMsuggestMonlyMstructuralMrolesMforMdivalentMmetalMionsbMRnaZM
2006ZMefZMjdkaem 5.8 97

78 IdentificationMofMaMlargeMnoncodingMRNuMinMextremophilicMeubacteriabMProceedingsloflthelNationall
AcademyloflSciencesloflthelUnitedlStatesloflAmericaZM2006ZMedgZMemhmdai 11.5 25

77 TandemMriboswitchMarchitecturesMexhibitMcomplexMgeneMcontrolMfunctionsbMScienceZM2006ZMgehZMgddah 33.3 210

76 RiboswitchesnMNaturalMMetaboliteabindingMRNusMwontrollingM‘eneMyxpressionM2006ZMemeafdk

75 RiboswitchesMasMantibacterialMdrugMtargetsbMNaturelBiotechnologyZM2006ZMfhZMeiilajh 44.5 354

74 StructuralMbasisMforMgeneMregulationMbyMaMthiamineMpyrophosphateasensingMriboswitchbMNatureZM2006ZM
hheZMeejkake 50.4 347

73 RiboswitchesMasM‘eneticMwontrolMylementsM2006ZMlmaedj

72 ‘eneticMcontrolMbyMriboswitchesMandMribozymesbMFASEBlJournalZM2006ZMfdZMuhii 0.9

71 RiboswitchesnMRegulatorsMofMmodernMandMancientMmetabolismbMBiochemistZM2006ZMflZMeeaei 0.5 1

(2006-2007)
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70 RegulationMofMbacterialMgeneMexpressionMbyMriboswitchesbMAnnuallReviewloflMicrobiologyZM2005ZMimZMhlkaiek17.5 607

69 jSMRNuMisMaMwidespreadMregulatorMofMeubacterialMRNuMpolymeraseMthatMresemblesManMopenM
promoterbMRnaZM2005ZMeeZMkkhalh 5.8 180

68 TheMkineticsMofMligandMbindingMbyManMadenineasensingMriboswitchbMBiochemistryZM2005ZMhhZMeghdhaeh 3.2 239

67 TheMspeedMofMRNuMtranscriptionMandMmetaboliteMbindingMkineticsMoperateManMzMNMriboswitchbM
MolecularlCellZM2005ZMelZMhmajd 17.6 375

66 yvidenceMforMaMsecondMclassMofMSaadenosylmethionineMriboswitchesMandMotherMregulatoryMRNuMmotifsM
inMalphaaproteobacteriabMGenomelBiologyZM2005ZMjZMRkd 18.3 191

65 ThiamineMpyrophosphateMriboswitchesMareMtargetsMforMtheMantimicrobialMcompoundMpyrithiaminebM
ChemistrylandlBiologyZM2005ZMefZMegfiagi 187

64 womputationalMdesignMandMexperimentalMvalidationMofMoligonucleotideasensingMallostericMribozymesbM
NaturelBiotechnologyZM2005ZMfgZMehfhagg 44.5 174

63 RiboswitchesMasMversatileMgeneMcontrolMelementsbMCurrentlOpinionlinlStructurallBiologyZM2005ZMeiZMghfal 8.1 436

62 yngineeredMallostericMribozymesMthatMrespondMtoMspecificMdivalentMmetalMionsbMNucleiclAcidslResearchZM
2005ZMggZMjffage 20.1 53

61 NewMRNuMmotifsMsuggestManMexpandedMscopeMforMriboswitchesMinMbacterialMgeneticMcontrolbM
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZM2004ZMedeZMjhfeaj 11.5 385

60 SelectionMinMvitroMofMallostericMribozymesbMMethodslinlMolecularlBiologyZM2004ZMfifZMehiajh 1.4 16

59 woenzymeMvefMriboswitchesMareMwidespreadMgeneticMcontrolMelementsMinMprokaryotesbMNucleiclAcidsl
ResearchZM2004ZMgfZMehgaid 20.1 228

58 ‘eneMregulationMbyMriboswitchesbMNaturelReviewslMolecularlCelllBiologyZM2004ZMiZMhieajg 48.7 695

57 udenineMriboswitchesMandMgeneMactivationMbyMdisruptionMofMaMtranscriptionMterminatorbMNaturel
StructurallandlMolecularlBiologyZM2004ZMeeZMfmagi 17.6 411

56 wontrolMofMgeneMexpressionMbyMaMnaturalMmetabolitearesponsiveMribozymebMNatureZM2004ZMhflZMfleaj 50.4 735

55 NaturalMandMengineeredMnucleicMacidsMasMtoolsMtoMexploreMbiologybMNatureZM2004ZMhgfZMlglahi 50.4 302

54 StructuralMbasisMforMdiscriminativeMregulationMofMgeneMexpressionMbyMadenineaMandMguanineasensingM
mRNusbMChemistrylandlBiologyZM2004ZMeeZMekfmahe 448

53 LigatingMxNuMwithMxNubMJournalloflthelAmericanlChemicallSocietyZM2004ZMefjZMghihajd 16.4 91
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52 uMglycineadependentMriboswitchMthatMusesMcooperativeMbindingMtoMcontrolMgeneMexpressionbMScienceZM
2004ZMgdjZMfkiam 33.3 434

51 MetaboliteabindingMRNuMdomainsMareMpresentMinMtheMgenesMofMeukaryotesbMRnaZM2003ZMmZMjhhak 5.8 307

50 RibozymeMspeedMlimitsbMRnaZM2003ZMmZMmdkael 5.8 163

49 ‘eneticMcontrolMbyMmetaboliteabindingMriboswitchesbMChemBioChemZM2003ZMhZMedfhagf 3.8 216

48 unMmRNuMstructureMthatMcontrolsMgeneMexpressionMbyMbindingMSaadenosylmethioninebMNaturel
StructurallandlMolecularlBiologyZM2003ZMedZMkdeak 17.6 349

47 RiboswitchesMcontrolMfundamentalMbiochemicalMpathwaysMinMvacillusMsubtilisMandMotherMbacteriabMCellZM
2003ZMeegZMikkalj 56.2 575

46 unMmRNuMstructureMinMbacteriaMthatMcontrolsMgeneMexpressionMbyMbindingMlysinebMGeneslandl
DevelopmentZM2003ZMekZMfjllamk 12.6 269

45 uMcommonMspeedMlimitMforMRNuacleavingMribozymesMandMdeoxyribozymesbMRnaZM2003ZMmZMmhmaik 5.8 104

44 SubstrateMspecificityMandMreactionMkineticsMofManMXamotifMribozymebMRnaZM2003ZMmZMjllamk 5.8 15

43 ‘eneticMcontrolMbyMaMmetaboliteMbindingMmRNubMChemistrylandlBiologyZM2002ZMmZMedhg 578

42 ThiamineMderivativesMbindMmessengerMRNusMdirectlyMtoMregulateMbacterialMgeneMexpressionbMNatureZM
2002ZMhemZMmifaj 50.4 912

41 yngineeredMallostericMribozymesMasMbiosensorMcomponentsbMCurrentlOpinionlinlBiotechnologyZM2002ZM
egZMgeam 11.4 249

40 unMmRNuMstructureMthatMcontrolsMgeneMexpressionMbyMbindingMzMNbMProceedingsloflthelNationall
AcademyloflSciencesloflthelUnitedlStatesloflAmericaZM2002ZMmmZMeimdlaeg 11.5 504

39 wharacterizationMofMaMxNuacleavingMdeoxyribozymebMBioorganiclandlMedicinallChemistryZM2001ZMmZMfilmajdd3.4 100

38 ImmobilizedMRNuMswitchesMforMtheManalysisMofMcomplexMchemicalMandMbiologicalMmixturesbMNaturel
BiotechnologyZM2001ZMemZMggjahe 44.5 199

37 SelectionMforMcatalyticMfunctionMwithMnucleicMacidsbMCurrentlProtocolslinlNucleiclAcidlChemistryZM2001ZM
whapterMmZMUnitMmbh 0.5

36 InMvitroMselectionMofMkinaseMandMligaseMdeoxyribozymesbMMethodsZM2001ZMfgZMekmamd 4.6 17

35 ‘eneratingMnewMligandabindingMRNusMbyMaffinityMmaturationMandMdisintegrationMofMallostericM
ribozymesbMRnaZM2001ZMkZMifhagj 5.8 68
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34 ullostericMnucleicMacidMcatalystsbMCurrentlOpinionlinlStructurallBiologyZM2000ZMedZMgelafi 8.1 125

33 StructuralMdiversityMofMselfacleavingMribozymesbMProceedingsloflthelNationallAcademyloflScienceslofl
thelUnitedlStatesloflAmericaZM2000ZMmkZMiklham 11.5 83

32 ulteringMmolecularMrecognitionMofMRNuMaptamersMbyMallostericMselectionbMJournalloflMolecularl
BiologyZM2000ZMfmlZMjfgagf 6.5 109

31 TechbSightbMMolecularMbiologybMMakingMcatalyticMxNusbMScienceZM2000ZMfmdZMfdmiaj 33.3 113

30 wappingMxNuMwithMxNubMBiochemistryZM2000ZMgmZMgedjaeh 3.2 121

29 MolecularMrecognitionMofMcuMPMbyManMRNuMaptamerbMBiochemistryZM2000ZMgmZMlmlgamf 3.2 60

28 RelationshipMbetweenMinternucleotideMlinkageMgeometryMandMtheMstabilityMofMRNubMRnaZM1999ZMiZMegdlafi 5.8 437

27 InMvitroMselectionMofMdeoxyribozymesMwithMxNuMcappingMactivitybMNucleiclAcidslSymposiumlSeriesZM
1999ZMfgkal 2

26 yngineeringMprecisionMRNuMmolecularMswitchesbMProceedingsloflthelNationallAcademyloflScienceslofl
thelUnitedlStatesloflAmericaZM1999ZMmjZMgilham 11.5 292

25 PhosphorylatingMxNuMwithMxNubMProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedl
StatesloflAmericaZM1999ZMmjZMfkhjaie 11.5 156

24 ullostericMselectionMofMribozymesMthatMrespondMtoMtheMsecondMmessengersMc‘MPMandMcuMPbMNaturel
StructurallBiologyZM1999ZMjZMedjfake 148

23 NucleicMacidMmolecularMswitchesbMTrendslinlBiotechnologyZM1999ZMekZMhjmakj 15.1 128

22 xeoxyribozymesnMnewMplayersMinMtheMancientMgameMofMbiocatalysisbMCurrentlOpinionlinlStructurall
BiologyZM1999ZMmZMgeiafg 8.1 131

21 xesignMofMallostericMhammerheadMribozymesMactivatedMbyMligandainducedMstructureMstabilizationbM
StructureZM1999ZMkZMklgame 5.2 70

20 KineticsMofMRNuMxegradationMbyMSpecificMvaseMwatalysisMofMTransesterificationMInvolvingMtheM
fâ��aHydroxylM‘roupbMJournalloflthelAmericanlChemicallSocietyZM1999ZMefeZMigjhaigkf 16.4 401

19 MechanismMforMallostericMinhibitionMofManMuTPasensitiveMribozymebMNucleiclAcidslResearchZM1998ZMfjZMhfehafe20.1 71

18 unMaminoMacidMasMaMcofactorMforMaMcatalyticMpolynucleotidebMProceedingsloflthelNationallAcademylofl
SciencesloflthelUnitedlStatesloflAmericaZM1998ZMmiZMjdfkage 11.5 202

17 wleavingMxNuMwithMxNubMProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStateslofl
AmericaZM1998ZMmiZMffggak 11.5 233
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16 InMVitroMSelectionMofMwatalyticMPolynucleotidesbMChemicallReviewsZM1997ZMmkZMgkeagmd 68.1 232

15 xNuMenzymesbMNaturelBiotechnologyZM1997ZMeiZMhfkage 44.5 308

14 RationalMdesignMofMallostericMribozymesbMChemistrylandlBiologyZM1997ZMhZMhigam 306

13 InMvitroMselectionMofMselfacleavingMxNusbMChemistrylandlBiologyZM1996ZMgZMedgmahj 214

12 ureMengineeredMproteinsMgettingMcompetitionMfromMRNusbMCurrentlOpinionlinlBiotechnologyZM1996ZMkZMhhfal11.4 23

11 SelfaincorporationMofMcoenzymesMbyMribozymesbMJournalloflMolecularlEvolutionZM1995ZMhdZMiieal 3.1 41

10 uMxNuMenzymeMwithMMgUfXVadependentMRNuMphosphoesteraseMactivitybMChemistrylandlBiologyZM1995ZM
fZMjiiajd 343

9 uMuniversalMadapterMforMchemicalMsynthesisMofMxNuMorMRNuMonManyMsingleMtypeMofMsolidMsupportbM
TetrahedronlLettersZM1995ZMgjZMfkagd 2 24

8 ProductionMofMRNuMbyMaMpolymeraseMproteinMencapsulatedMwithinMphospholipidMvesiclesbMJournallofl
MolecularlEvolutionZM1994ZMgmZMiiiam 3.1 180

7 uMxNuMenzymeMthatMcleavesMRNubMChemistrylandlBiologyZM1994ZMeZMffgam 1045

6 InventingMandMimprovingMribozymeMfunctionnMrationalMdesignMversusMiterativeMselectionMmethodsbM
TrendslinlBiotechnologyZM1994ZMefZMfjlaki 15.1 97

5 wontinuousMinMvitroMevolutionMofMbacteriophageMRNuMpolymeraseMpromotersbMBiochemistryZM1994ZMggZMeemldaj3.2 34

4 ymergenceMofMaMreplicatingMspeciesMfromManMinMvitroMRNuMevolutionMreactionbMProceedingsloflthel
NationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZM1994ZMmeZMjdmgak 11.5 84

3 RapidMsynthesisMofMoligoribonucleotidesMusingMfsaOaUoanitrobenzyloxymethylVaprotectedMmonomersbM
BioorganiclandlMedicinallChemistrylLettersZM1992ZMfZMedemaedfh 2.9 46

2 PolynucleotideMphosphorylaseMformsMpolymersMfromManMuxPManalogMinMwhichMtheMiTMoxygenMisM
replacedMbyMaMmethyleneMgroupbMNucleiclAcidslResearchZM1990ZMelZMgdliaj 20.1 6

1 vacterialMRiboswitchMxiscoveryMandMunalysishggahih 13
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