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k Paper IF Citations

145 StrVuTVRwlKsKsupervisedKlearningKmethodKtoKpredictKtheKpathogenicityKofKhumanKgenomeK
structuralKvariantsZZKAmericanhJournalhofhHumanhGeneticsWK2022WK 11 4

144 yenomeXwideKanalysisKofKsomaticKnoncodingKmutationKpatternsKinKcancerZZKScienceWK2022WKeihWKeabgghbc 33.3 2

143 MaintenanceKofKuomplexKTraitKVariationlKulassicKTheoryKandKModernKvataZKFrontiershinhGeneticsWK
2021WKcdWKiheehe 4.5 0

142 SharedKassociationsKidentifyKcausalKrelationshipsKbetweenKgeneKexpressionKandKimmuneKcellK
phenotypesZKCommunicationshBiologyWK2021WKfWKdik 6.7 0

141 PurifyingKselectionKonKnoncodingKdeletionsKofKhumanKregulatoryKlociKdetectedKusingKtheirKcellularK
pleiotropyZKGenomehResearchWK2021WKecWKkegXkfh 9.7 1

140 ReplicateKsequencingKlibrariesKareKimportantKforKquantificationKofKallelicKimbalanceZKNatureh
CommunicationsWK2021WKcdWKeeib 17.4 0

139 TheKoriginKofKhumanKmutationKinKlightKofKgenomicKdataZKNaturehReviewshGeneticsWK2021WKddWKhidXhjh 30.1 2

138 PolygenicKadaptationKofKrosetteKgrowthKinKsrabidopsisKthalianaZKPLoShGeneticsWK2021WKciWKecbbjifj 6 4

137 PopulationXspecificKcausalKdiseaseKeffectKsizesKinKfunctionallyKimportantKregionsKimpactedKbyK
selectionZKNaturehCommunicationsWK2021WKcdWKcbkj 17.4 16

136 uommonalitiesKacrossKcomputationalKworkflowsKforKuncoveringKexplanatoryKvariantsKinK
undiagnosedKcasesZKGeneticshinhMedicineWK2021WKdeWKcbigXcbjg 8.1 2

135 PopulationKsequencingKdataKrevealKaKcompendiumKofKmutationalKprocessesKinKtheKhumanKgermKlineZK
ScienceWK2021WKeieWKcbebXcbeg 33.3 7

134 MaintenanceKofKsdaptiveKvynamicsKandKNoKvetectableKLoadKinKaKRangeXwdgeKOutcrossingKPlantK
PopulationZKMolecularhBiologyhandhEvolutionWK2021WKejWKcjdbXcjeh 8.3 6

133 NonXparametricKPolygenicKRiskKPredictionKviaKPartitionedKyWsSKSummaryKStatisticsZKAmericanh
JournalhofhHumanhGeneticsWK2020WKcbiWKfhXgk 11 16

132 IdentificationKofKcancerKdriverKgenesKbasedKonKnucleotideKcontextZKNaturehGeneticsWK2020WKgdWKdbjXdcj 36.3 64

131 wvidenceKforKsecondaryXvariantKgeneticKburdenKandKnonXrandomKdistributionKacrossKbiologicalK
modulesKinKaKrecessiveKciliopathyZKNaturehGeneticsWK2020WKgdWKccfgXccgb 36.3 12

130 vynamicKincorporationKofKmultipleKinKsilicoKfunctionalKannotationsKempowersKrareKvariantK
associationKanalysisKofKlargeKwholeXgenomeKsequencingKstudiesKatKscaleZKNaturehGeneticsWK2020WKgdWKkhkXkje36.3 33

129 xineXScaleKzaplotypeKStructureKRevealsKStrongKSignaturesKofKPositiveKSelectionKinKaKRecombiningK
tacterialKPathogenZKMolecularhBiologyhandhEvolutionWK2020WKeiWKfciXfdj 8.3 11
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128 yWsSKforKquantitativeKresistanceKphenotypesKinKMycobacteriumKtuberculosisKrevealsKresistanceK
genesKandKregulatoryKregionsZKNaturehCommunicationsWK2019WKcbWKdcdj 17.4 52

127 sssociationsKofKvariantsKInKtheKhexokinaseKcKandKinterleukinKcjKreceptorKregionsKwithK
oxyhemoglobinKsaturationKduringKsleepZKPLoShGeneticsWK2019WKcgWKecbbiiek 6 14

126 PolygenicKadaptationKonKheightKisKoverestimatedKdueKtoKuncorrectedKstratificationKinKgenomeXwideK
associationKstudiesZKELifeWK2019WKjWK 8.9 166

125 spplicabilityKofKtheKMutationXSelectionKtalanceKModelKtoKPopulationKyeneticsKofKzeterozygousK
ProteinXTruncatingKVariantsKinKzumansZKMolecularhBiologyhandhEvolutionWK2019WKehWKcibcXcicb 8.3 9

124 MutationsKinKRstLeKalterKKRsSKprenylationKandKareKassociatedKwithKhereditaryKpancreaticKcancerZK
NaturehGeneticsWK2019WKgcWKcebjXcecf 36.3 31

123 QuantificationKofKfrequencyXdependentKgeneticKarchitecturesKinKdgKUKKtiobankKtraitsKrevealsKactionK
ofKnegativeKselectionZKNaturehCommunicationsWK2019WKcbWKikb 17.4 55

122 ReplyKtoKRSelectiveKeffectsKofKheterozygousKproteinXtruncatingKvariantsRZKNaturehGeneticsWK2019WKgcWKeXf 36.3 1

121 sdmixtureKmappingKidentifiesKnovelKlociKforKobstructiveKsleepKapneaKinKzispanicaLatinoKsmericansZK
HumanhMolecularhGeneticsWK2019WKdjWKhigXhji 5.6 20

120 wrrorXproneKbypassKofKvNsKlesionsKduringKlaggingXstrandKreplicationKisKaKcommonKsourceKofK
germlineKandKcancerKmutationsZKNaturehGeneticsWK2019WKgcWKehXfc 36.3 17

119 sKliteratureKreviewKatKgenomeKscalelKimprovingKclinicalKvariantKassessmentZKGeneticshinhMedicineWK
2018WKdbWKkehXkfc 8.1 1

118
MultiethnicKMetaXsnalysisKIdentifiesKRsIcKasKaKPossibleKObstructiveKSleepKspneaXrelatedK
QuantitativeKTraitKLocusKinKMenZKAmericanhJournalhofhRespiratoryhCellhandhMolecularhBiologyWK2018WK
gjWKekcXfbc

5.7 37

117 snKintegratedKclinicalKprogramKandKcrowdsourcingKstrategyKforKgenomicKsequencingKandKMendelianK
diseaseKgeneKdiscoveryZKNpjhGenomichMedicineWK2018WKeWKdc 6.2 15

116 xunctionalKarchitectureKofKlowXfrequencyKvariantsKhighlightsKstrengthKofKnegativeKselectionKacrossK
codingKandKnonXcodingKannotationsZKNaturehGeneticsWK2018WKgbWKchbbXchbi 36.3 72

115 PINwSlKphenotypeXinformedKtissueKweightingKimprovesKpredictionKofKpathogenicKnoncodingK
variantsZKGenomehBiologyWK2018WKckWKcie 18.3 12

114 sutomatedKtypingKofKredKbloodKcellKandKplateletKantigenslKaKwholeXgenomeKsequencingKstudyZK
LancethHaematologyvtheWK2018WKgWKedfcXedgc 14.6 35

113 LimitedKstatisticalKevidenceKforKsharedKgeneticKeffectsKofKeQTLsKandK
autoimmuneXdiseaseXassociatedKlociKinKthreeKmajorKimmuneXcellKtypesZKNaturehGeneticsWK2017WKfkWKhbbXhbg36.3 124

112 NegativeKselectionKinKhumansKandKfruitKfliesKinvolvesKsynergisticKepistasisZKScienceWK2017WKeghWKgekXgfd 33.3 53

111 wstimatingKtheKselectiveKeffectsKofKheterozygousKproteinXtruncatingKvariantsKfromKhumanKexomeK
dataZKNaturehGeneticsWK2017WKfkWKjbhXjcb 36.3 84

(2017-2019)
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110 IdentifyingKvNaseKIKhypersensitiveKsitesKasKdriverKdistalKregulatoryKelementsKinKbreastKcancerZK
NaturehCommunicationsWK2017WKjWKfeh 17.4 14

109 LessonsKfromKtheKusyIXfKzopkinsKclinicalKpanelKchallengeZKHumanhMutationWK2017WKejWKccggXcchj 4.7 4

108 tayesianKinferenceKofKnegativeKandKpositiveKselectionKinKhumanKcancersZKNaturehGeneticsWK2017WKfkWKcijgXcijj36.3 46

107 VariantsKinKangiopoietinXdKSsNyPTdTKcontributeKtoKvariationKinKnocturnalKoxyhaemoglobinK
saturationKlevelZKHumanhMolecularhGeneticsWK2016WKdgWKgdffXgdge 5.6 15

106 yenesKwithKmonoallelicKexpressionKcontributeKdisproportionatelyKtoKgeneticKdiversityKinKhumansZK
NaturehGeneticsWK2016WKfjWKdecXdei 36.3 47

105 yeneticKsssociationsKwithKObstructiveKSleepKspneaKTraitsKinKzispanicaLatinoKsmericansZKAmericanh
JournalhofhRespiratoryhandhCriticalhCarehMedicineWK2016WKckfWKjjhXjki 10.2 70

104 snKargumentKforKearlyKgenomicKsequencingKinKatypicalKcaseslKaKWISPeKvariantKleadsKtoKdiagnosisKofK
progressiveKpseudorheumatoidKarthropathyKofKchildhoodZKRheumatologyWK2016WKggWKgjhXk 3.9 4

103 ulinicalKSequencingKwxploratoryKResearchKuonsortiumlKscceleratingKwvidenceXtasedKPracticeKofK
yenomicKMedicineZKAmericanhJournalhofhHumanhGeneticsWK2016WKkjWKcbgcXcbhh 11 107

102 wxcessKofKveleteriousKMutationsKaroundKzLsKyenesKRevealsKwvolutionaryKuostKofKtalancingK
SelectionZKMolecularhBiologyhandhEvolutionWK2016WKeeWKdgggXhf 8.3 29

101 IncreasingKyeneralityKandKPowerKofKRareXVariantKTestsKbyKUtilizingKwxtendedKPedigreesZKAmericanh
JournalhofhHumanhGeneticsWK2016WKkkWKjfhXjgk 11 13

100 IdentificationKofKcisXsuppressionKofKhumanKdiseaseKmutationsKbyKcomparativeKgenomicsZKNatureWK
2015WKgdfWKddgXk 50.4 84

99 WidespreadKmacromolecularKinteractionKperturbationsKinKhumanKgeneticKdisordersZKCellWK2015WKchcWKhfiXhhb56.2 343

98 yenomeXwideKpatternsKandKpropertiesKofKdeKnovoKmutationsKinKhumansZKNaturehGeneticsWK2015WKfiWKjddXjdh36.3 267

97 WidespreadKnonXadditiveKandKinteractionKeffectsKwithinKzLsKlociKmodulateKtheKriskKofKautoimmuneK
diseasesZKNaturehGeneticsWK2015WKfiWKcbjgXkb 36.3 112

96 wxomeKsequencingKidentifiesKrareKLvLRKandKsPOsgKallelesKconferringKriskKforKmyocardialKinfarctionZK
NatureWK2015WKgcjWKcbdXh 50.4 463

95
InheritedKuzSTccaMIRekddKdeletionKisKassociatedKwithKaKnovelKrecessiveKsyndromeKpresentingKwithK
skeletalKmalformationKandKmalignantKlymphoproliferativeKdiseaseZKMolecularhGeneticshoamp;h
GenomichMedicineWK2015WKeWKfceXde

2.3 8

94 sPOtwuXInducedKuancerKMutationsKsreKUniquelyKwnrichedKinKwarlyXReplicatingWKyeneXvenseWKandK
sctiveKuhromatinKRegionsZKCellhReportsWK2015WKceWKccbeXccbk 10.6 57

93 vominanceKofKveleteriousKsllelesKuontrolsKtheKResponseKtoKaKPopulationKtottleneckZKPLoShGeneticsWK
2015WKccWKecbbgfeh 6 53
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92 LeveragingKvistantKRelatednessKtoKQuantifyKzumanKMutationKandKyeneXuonversionKRatesZK
AmericanhJournalhofhHumanhGeneticsWK2015WKkiWKiigXjk 11 56

91 IntegrativeKanalysisKofKcccKreferenceKhumanKepigenomesZKNatureWK2015WKgcjWKeciXeb 50.4 3849

90 uellXofXoriginKchromatinKorganizationKshapesKtheKmutationalKlandscapeKofKcancerZKNatureWK2015WKgcjWKehbXehf50.4 344

89 NoKevidenceKthatKselectionKhasKbeenKlessKeffectiveKatKremovingKdeleteriousKmutationsKinKwuropeansK
thanKinKsfricansZKNaturehGeneticsWK2015WKfiWKcdhXec 36.3 129

88 ReducedKlocalKmutationKdensityKinKregulatoryKvNsKofKcancerKgenomesKisKlinkedKtoKvNsKrepairZK
NaturehBiotechnologyWK2014WKedWKicXg 44.5 92

87 SearchingKforKmissingKheritabilitylKdesigningKrareKvariantKassociationKstudiesZKProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaWK2014WKcccWKwfggXhf 11.5 437

86 wvaluatingKempiricalKboundsKonKcomplexKdiseaseKgeneticKarchitectureZKNaturehGeneticsWK2013WKfgWKcfcjXdi36.3 120

85 yenomicKvariationKlandscapeKofKtheKhumanKgutKmicrobiomeZKNatureWK2013WKfkeWKfgXgb 50.4 571

84 ualibrationKofKmultipleKinKsilicoKtoolsKforKpredictingKpathogenicityKofKmismatchKrepairKgeneKmissenseK
substitutionsZKHumanhMutationWK2013WKefWKdggXhg 4.7 70

83 ImpactKofKdeleteriousKpassengerKmutationsKonKcancerKprogressionZKProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaWK2013WKccbWKdkcbXg 11.5 210

82
RareWKlowXfrequencyWKandKcommonKvariantsKinKtheKproteinXcodingKsequenceKofKbiologicalKcandidateK
genesKfromKyWsSsKcontributeKtoKriskKofKrheumatoidKarthritisZKAmericanhJournalhofhHumanhGeneticsWK
2013WKkdWKcgXdi

11 72

81 MutationalKheterogeneityKinKcancerKandKtheKsearchKforKnewKcancerXassociatedKgenesZKNatureWK2013WK
fkkWKdcfXdcj 50.4 3616

80 SequencingKstudiesKinKhumanKgeneticslKdesignKandKinterpretationZKNaturehReviewshGeneticsWK2013WK
cfWKfhbXib 30.1 200

79 talancingKselectionKonKaKregulatoryKregionKexhibitingKancientKvariationKthatKpredatesK
humanXneandertalKdivergenceZKPLoShGeneticsWK2013WKkWKecbbefbf 6 21

78 veleteriousKallelesKinKtheKhumanKgenomeKareKonKaverageKyoungerKthanKneutralKallelesKofKtheKsameK
frequencyZKPLoShGeneticsWK2013WKkWKecbbeebc 6 49

77
yainXofXfunctionKmutationsKinKtheKmechanicallyKactivatedKionKchannelKPIwZOdKcauseKaKsubtypeKofK
vistalKsrthrogryposisZKProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaWK2013WKccbWKfhhiXid

11.5 151

76 vifferentialKrelationshipKofKvNsKreplicationKtimingKtoKdifferentKformsKofKhumanKmutationKandK
variationZKAmericanhJournalhofhHumanhGeneticsWK2012WKkcWKcbeeXfb 11 172

75 SystematicKlocalizationKofKcommonKdiseaseXassociatedKvariationKinKregulatoryKvNsZKScienceWK2012WK
eeiWKcckbXg 33.3 2262

(2012-2015)
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74 PatternsKandKratesKofKexonicKdeKnovoKmutationsKinKautismKspectrumKdisordersZKNatureWK2012WKfjgWKdfdXg 50.4 1300

73 TheKaccessibleKchromatinKlandscapeKofKtheKhumanKgenomeZKNatureWK2012WKfjkWKigXjd 50.4 1900

72 TheKinterfaceKofKproteinKstructureWKproteinKbiophysicsWKandKmolecularKevolutionZKProteinhScienceWK
2012WKdcWKihkXjg 6.3 136

71 wvolutionKandKfunctionalKimpactKofKrareKcodingKvariationKfromKdeepKsequencingKofKhumanKexomesZK
ScienceWK2012WKeeiWKhfXk 33.3 1280

70 MutationKmappingKandKidentificationKbyKwholeXgenomeKsequencingZKGenomehResearchWK2012WKddWKcgfcXj 9.7 101

69 wxtremelyKlowXcoverageKsequencingKandKimputationKincreasesKpowerKforKgenomeXwideKassociationK
studiesZKNaturehGeneticsWK2012WKffWKhecXg 36.3 184

68 wxomeKsequencingKandKtheKgeneticKbasisKofKcomplexKtraitsZKNaturehGeneticsWK2012WKffWKhdeXeb 36.3 303

67 InferringKcausalityKandKfunctionalKsignificanceKofKhumanKcodingKvNsKvariantsZKHumanhMolecularh
GeneticsWK2012WKdcWKRcbXi 5.6 46

66 TheKmysteryKofKmissingKheritabilitylKyeneticKinteractionsKcreateKphantomKheritabilityZKProceedingshofh
thehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaWK2012WKcbkWKcckeXj 11.5 1064

65 uomputationalKandKstatisticalKapproachesKtoKanalyzingKvariantsKidentifiedKbyKexomeKsequencingZK
GenomehBiologyWK2011WKcdWKddi 18.3 104

64 yenomeKsequencingKrevealsKinsightsKintoKphysiologyKandKlongevityKofKtheKnakedKmoleKratZKNatureWK
2011WKfikWKddeXi 50.4 410

63 vevelopmentKandKvalidationKofKaKcomputationalKmethodKforKassessmentKofKmissenseKvariantsKinK
hypertrophicKcardiomyopathyZKAmericanhJournalhofhHumanhGeneticsWK2011WKjjWKcjeXkd 11 60

62
ProgressiveKmultifocalKleukoencephalopathyKSPMLTKdevelopmentKisKassociatedKwithKmutationsKinKJuK
virusKcapsidKproteinKVPcKthatKchangeKitsKreceptorKspecificityZKJournalhofhInfectioushDiseasesWK2011WK
dbfWKcbeXcf

7 113

61 sKmethodKandKserverKforKpredictingKdamagingKmissenseKmutationsZKNaturehMethodsWK2010WKiWKdfjXk 21.6 9235

60 PooledKassociationKtestsKforKrareKvariantsKinKexonXresequencingKstudiesZKAmericanhJournalhofhHumanh
GeneticsWK2010WKjhWKjedXj 11 615

59 zumanKallelicKvariationlKperspectiveKfromKproteinKfunctionWKstructureWKandKevolutionZKCurrenth
OpinionhinhStructuralhBiologyWK2010WKdbWKefdXgb 8.1 56

58 MultiplexKpadlockKtargetedKsequencingKrevealsKhumanKhypermutableKupyKvariationsZKGenomeh
ResearchWK2009WKckWKchbhXcg 9.7 59

57 PowerKofKdeepWKallXexonKresequencingKforKdiscoveryKofKhumanKtraitKgenesZKProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaWK2009WKcbhWKejicXh 11.5 139
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56 sdaptiveKmutationsKinKtheKJuKvirusKproteinKcapsidKareKassociatedKwithKprogressiveKmultifocalK
leukoencephalopathyKSPMLTZKPLoShGeneticsWK2009WKgWKecbbbehj 6 99

55 TripletKrepeatKlengthKbiasKandKvariationKinKtheKhumanKtranscriptomeZKProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaWK2009WKcbhWKcibkgXcbb 11.5 27

54 zumanKmutationKrateKassociatedKwithKvNsKreplicationKtimingZKNaturehGeneticsWK2009WKfcWKekeXg 36.3 288

53 ProportionallyKmoreKdeleteriousKgeneticKvariationKinKwuropeanKthanKinKsfricanKpopulationsZKNatureWK
2008WKfgcWKkkfXi 50.4 299

52 zypermutableKnonXsynonymousKsitesKareKunderKstrongerKnegativeKselectionZKPLoShGeneticsWK2008WKfWKecbbbdjc6 26

51 ShiftingKparadigmKofKassociationKstudieslKvalueKofKrareKsingleXnucleotideKpolymorphismsZKAmericanh
JournalhofhHumanhGeneticsWK2008WKjdWKcbbXcd 11 255

50 SeparatingKtheKwheatKfromKtheKchafflKunbiasedKfilteringKofKbackgroundKtandemKmassKspectraK
improvesKproteinKidentificationZKJournalhofhProteomehResearchWK2008WKiWKeejdXkg 5.6 35

49 sssessingKtheKevolutionaryKimpactKofKaminoKacidKmutationsKinKtheKhumanKgenomeZKPLoShGeneticsWK
2008WKfWKecbbbbje 6 473

48 SNPdRxLPlKaKcomputationalKtoolKtoKfacilitateKgeneticKmappingKusingKbenchtopKanalysisKofKSNPsZK
MammalianhGenomeWK2008WKckWKhjiXkb 3.2 8

47 ProteinKidentificationKpipelineKforKtheKhomologyXdrivenKproteomicsZKJournalhofhProteomicsWK2008WKicWKefhXgh3.9 70

46 LargeXscaleKidentificationKandKevolutionKindexingKofKtyrosineKphosphorylationKsitesKfromKmurineK
brainZKJournalhofhProteomehResearchWK2008WKiWKeccXj 5.6 139

45 SequenceKsimilarityXdrivenKproteomicsKinKorganismsKwithKunknownKgenomesKbyKLuXMSaMSKandK
automatedKdeKnovoKsequencingZKProteomicsWK2007WKiWKdecjXdk 4.8 93

44 IdentificationKandKanalysisKofKfunctionalKelementsKinKcPKofKtheKhumanKgenomeKbyKtheKwNuOvwKpilotK
projectZKNatureWK2007WKffiWKikkXjch 50.4 4121

43 snalysisKofKsequenceKconservationKatKnucleotideKresolutionZKPLoShComputationalhBiologyWK2007WKeWKedgf 5 55

42 WidelyKdistributedKnoncodingKpurifyingKselectionKinKtheKhumanKgenomeZKProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaWK2007WKcbfWKcdfcbXg 11.5 75

41 MedicalKsequencingKatKtheKextremesKofKhumanKbodyKmassZKAmericanhJournalhofhHumanhGeneticsWK
2007WKjbWKiikXkc 11 180

40 MostKrareKmissenseKallelesKareKdeleteriousKinKhumanslKimplicationsKforKcomplexKdiseaseKandK
associationKstudiesZKAmericanhJournalhofhHumanhGeneticsWK2007WKjbWKidiXek 11 461

39 uommonKsingleXnucleotideKpolymorphismsKactKinKconcertKtoKaffectKplasmaKlevelsKofKhighXdensityK
lipoproteinKcholesterolZKAmericanhJournalhofhHumanhGeneticsWK2007WKjcWKcdkjXebe 11 32

(2007-2009)
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38 UnderstandingKtheKxunctionalKImportanceKofKzumanKSingleKNucleotideKPolymorphismsK2006WKcdhXced

37 sKuniversalKtrendKofKaminoKacidKgainKandKlossKinKproteinKevolutionZKNatureWK2005WKfeeWKheeXj 50.4 212

36 sKlimitedKroleKforKbalancingKselectionZKTrendshinhGeneticsWK2005WKdcWKebXd 8.5 92

35 wrrorXtolerantKwSTKdatabaseKsearchesKbyKtandemKmassKspectrometryKandKmultiTagKsoftwareZK
ProteomicsWK2005WKgWKfccjXdd 4.8 19

34 SmallKfitnessKeffectKofKmutationsKinKhighlyKconservedKnonXcodingKregionsZKHumanhMolecularhGenetics
WK2005WKcfWKdddcXk 5.6 67

33 wvolutionaryKconstraintsKinKconservedKnongenicKsequencesKofKmammalsZKGenomehResearchWK2005WK
cgWKceieXj 9.7 44

32 IndelXbasedKevolutionaryKdistanceKandKmouseXhumanKdivergenceZKGenomehResearchWK2004WKcfWKchcbXh 9.7 42

31 TheKpowerKandKtheKlimitationsKofKcrossXspeciesKproteinKidentificationKbyKmassKspectrometryXdrivenK
sequenceKsimilarityKsearchesZKMolecularhandhCellularhProteomicsWK2004WKeWKdejXfk 7.6 133

30 PositiveKselectionKatKsitesKofKmultipleKaminoKacidKreplacementsKsinceKratXmouseKdivergenceZKNatureWK
2004WKfdkWKggjXhd 50.4 58

29 xromKanalysisKofKproteinKstructuralKalignmentsKtowardKaKnovelKapproachKtoKalignKproteinKsequencesZK
Proteins:hStructurevhFunctionhandhBioinformaticsWK2004WKgfWKghkXjd 4.2 13

28 zomologyXbasedKfunctionalKproteomicsKbyKmassKspectrometrylKapplicationKtoKtheKXenopusK
microtubuleXassociatedKproteomeZKProteomicsWK2004WKfWKdibiXdc 4.8 64

27 ImpactKofKselectionWKmutationKrateKandKgeneticKdriftKonKhumanKgeneticKvariationZKHumanhMolecularh
GeneticsWK2003WKcdWKeedgXeb 5.6 23

26 MetaboliteslKaKhelpingKhandKforKpathwayKevolutionqZKTrendshinhBiochemicalhSciencesWK2003WKdjWKeehXfc 10.3 117

25 IncreaseKofKfunctionalKdiversityKbyKalternativeKsplicingZKTrendshinhGeneticsWK2003WKckWKcdfXj 8.5 171

24 MultiTaglKmultipleKerrorXtolerantKsequenceKtagKsearchKforKtheKsequenceXsimilarityKidentificationKofK
proteinsKbyKmassKspectrometryZKAnalyticalhChemistryWK2003WKigWKcebiXcg 7.8 106

23 sKmodelKforKstatisticalKsignificanceKofKlocalKsimilaritiesKinKstructureZKJournalhofhMolecularhBiologyWK
2003WKedhWKcebiXch 6.5 139

22 zumanKnonXsynonymousKSNPslKserverKandKsurveyZKNucleichAcidshResearchWK2002WKebWKejkfXkbb 20.1 1767

21 vobzhanskyXMullerKincompatibilitiesKinKproteinKevolutionZKProceedingshofhthehNationalhAcademyhofh
ScienceshofhthehUnitedhStateshofhAmericaWK2002WKkkWKcfjijXje 11.5 229
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20 uhartingKtheKproteomesKofKorganismsKwithKunsequencedKgenomesKbyKMsLvIXquadrupoleK
timeXofXflightKmassKspectrometryKandKtLsSTKhomologyKsearchingZKAnalyticalhChemistryWK2001WKieWKckciXdh7.8 530

19 IndividualKvariationKinKproteinXcodingKsequencesKofKhumanKgenomeZKAdvanceshinhProteinhChemistryWK
2000WKgfWKfbkXei 10

18 TowardsKaKstructuralKbasisKofKhumanKnonXsynonymousKsingleKnucleotideKpolymorphismsZKTrendshinh
GeneticsWK2000WKchWKckjXdbb 8.5 293

17 SNPKfrequenciesKinKhumanKgenesKanKexcessKofKrareKallelesKandKdifferingKmodesKofKselectionZKTrendsh
inhGeneticsWK2000WKchWKeegXi 8.5 72

16 PredictionKofKnonsynonymousKsingleKnucleotideKpolymorphismsKinKhumanKdiseaseXassociatedKgenesZK
JournalhofhMolecularhMedicineWK1999WKiiWKigfXhb 5.5 38

15 zomologyXbasedKfoldKpredictionsKforKMycoplasmaKgenitaliumKproteinsZKJournalhofhMolecularhBiology
WK1998WKdjbWKedeXh 6.5 100

14 LowXfrequencyKvariantKfunctionalKarchitecturesKrevealKstrengthKofKnegativeKselectionKacrossKcodingK
andKnonXcodingKannotations 1

13 wxcessKofKveleteriousKMutationsKaroundKzLsKyenesKRevealsKwvolutionaryKuostKofKtalancingKSelection 1

12 wstimatingKtheKSelectiveKwffectKofKzeterozygousKProteinKTruncatingKVariantsKfromKzumanKwxomeKvata 1

11 QuantificationKofKfrequencyXdependentKgeneticKarchitecturesKandKactionKofKnegativeKselectionKinKdgK
UKKtiobankKtraits 18

10 PopulationKsequencingKdataKrevealKaKcompendiumKofKmutationalKprocessesKinKhumanKgermline 4

9 UnexpectedKvariabilityKofKallelicKimbalanceKestimatesKfromKRNsKsequencing 3

8 StrVuTVRwlKsKsupervisedKlearningKmethodKtoKpredictKtheKpathogenicityKofKhumanKgenomeK
structuralKvariants 5

7 SignalsKofKpolygenicKadaptationKonKheightKhaveKbeenKoverestimatedKdueKtoKuncorrectedKpopulationK
structureKinKgenomeXwideKassociationKstudies 19

6 NonXparametricKpolygenicKriskKpredictionKusingKpartitionedKyWsSKsummaryKstatistics 3

5 xineXscaleKhaplotypeKstructureKrevealsKstrongKsignaturesKofKpositiveKselectionKinKaKrecombiningK
bacterialKpathogen 1

4 MaintenanceKofKadaptiveKdynamicsKandKnoKdetectableKloadKinKaKrangeXedgeKoutXcrossingKplantKpopulation 2

3 PopulationXspecificKcausalKdiseaseKeffectKsizesKinKfunctionallyKimportantKregionsKimpactedKbyKselection 4

(-2001)
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2 LeveragingKpleiotropyKtoKdiscoverKandKinterpretKyWsSKresultsKforKsleepXassociatedKtraits 1

1 TheKmissingKlinkKbetweenKgeneticKassociationKandKregulatoryKfunction 1
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