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Metabolic Engineering, 2015, 32, 1-11.
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Dynamic control of gene expression in Saccharomyces cerevisiae engineered for the production of
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Rewiring carbon metabolism in yeast for high level production of aromatic chemicals. Nature 12.8 177
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Engineering and systems-level analysis of Saccharomyces cerevisiae for production of
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Improving biobutanol production in engineered <i>Saccharomyces cerevisiae</i> by manipulation of

acetyl-CoA metabolism. Journal of Industrial Microbiology and Biotechnology, 2013, 40, 1051-1056. 3.0 96

From flavors and pharmaceuticals to advanced biofuels: Production of isoprenoids in
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Saccharomyces cerevisiae. AMB Express, 2012, 2, 52. 3.0 83
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Thermotolerant yeasts selected by adaptive evolution express heat stress response at 304€%0A°C. Scientific
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Comparison of the metabolic response to over-production of p-coumaric acid in two yeast strains. 70 51
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Functional expression and evaluation of heterologous phosphoketolases in Saccharomyces
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Current state of aromatics production using yeast: achievements and challenges. Current Opinion in
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