9

papers

14

all docs

1307594

225 7
citations h-index
14 14
docs citations times ranked

1588992

g-index

377

citing authors



ARTICLE IF CITATIONS

Phyllostomid bat microbiome composition is associated to host phylogeny and feeding strategies.
Frontiers in Microbiology, 2015, 6, 447.

Diet and Trophic Structure in a Community of Fruit-Eating Bats in Lacandon Forest, MA®©xico. Journal of

Mammalogy, 2008, 89, 43-49. 1.3 46

Disturbance in human gut microbiota networks by parasites and its implications in the incidence of
depression. Scientific Reports, 2020, 10, 3680.

Fecal microbiota of different reproductive stages of the central population of the lesser-long nosed 05 15
bat, Leptonycteris yerbabuenae. PLoS ONE, 2019, 14, e0219982. ’

Geographical separation and physiology drive differentiation of microbial communities of two
discrete populations of the bat <i>Leptonycteris yerbabuenae«</i>. MicrobiologyOpen, 2020, 9, 1113-1127.

Microbiota composition of the dorsal patch of reproductive male Leptonycteris yerbabuenae. PLoS

ONE, 2019, 14, e0226239. 2.5 13

Gut Microbiome in Children from Indigenous and Urban Communities in MA©xico: Different Subsistence
Models, Different Microbiomes. Microorganisms, 2020, 8, 1592.

Tapirus bairdii-Associated Fecal Microbiome from a Critical Conservation Area: Calakmul, MA©xico.

Current Microbiology, 2021, 78, 2648-2659. 2.2 4

The Agave Bat and Its StinRy Back Patch. Frontiers for Young Minds, 0, 9, .




