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Characterization of novel heat-responsive transcription factor (TaHSFA6e) gene involved in
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Differential expression of heat shock protein and alteration in osmolyte accumulation under heat
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Calcium triggers protein kinases-induced signal transduction for augmenting the thermotolerance of
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Quantitative proteomic analysis reveals novel stress-associated active proteins (SAAPs) and pathways
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Ascorbic acid at pre-anthesis modulate the thermotolerance level of wheat (Triticum aestivum) pollen
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Characterization of differentially expressed stress-associated proteins in starch granule
development under heat stress in wheat (Triticum aestivum L.). Indian Journal of Biochemistry and
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Salicylic acid alleviates the heat stress-induced oxidative damage of starch biosynthesis pathway by
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Lipase 3€“ The fascinating dynamics of enzyme in seed storage and germination 4€“ A real challenge to
pearl millet. Food Chemistry, 2021, 361, 130031.
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MAPK Enzymes: a ROS Activated Signaling Sensors Involved in Modulating Heat Stress Response,
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Thermal treatments reduce rancidity and modulate structural and digestive properties of starch in
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Starch molecular configuration and starch-sugar homeostasis: Key determinants of sweet sensory
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Gamma irradiation protect the developing wheat endosperm from oxidative damage by balancing the
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Weighted gene co-expression analysis for identification of key genes regulating heat stress in wheat.
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Grain phenolics: critical role in quality, storage stability and effects of processing in major grain

cropsa€”a concise review. European Food Research and Technology, 2022, 248,2197-2213. 33 6
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