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113 uMglobalMreferenceMforMhumanMgeneticMvariationbMNatureYM2015YMifjYMjlakh 50.4 8599

112 uMlargeMgenomeawideMassociationMstudyMofMagearelatedMmacularMdegenerationMhighlightsM
contributionsMofMrareMandMcommonMvariantsbMNaturemGeneticsYM2016YMhlYMeghahg 36.3 769

111
×ypotheticalMLOwglkkeiMisMaMsecondMmajorMsusceptibilityMgeneMforMagearelatedMmacularM
degenerationYMcontributingMindependentlyMofMcomplementMfactorM×MtoMdiseaseMriskbMHumanm
MolecularmGeneticsYM2005YMehYMgffkagj

5.6 656

110 SevenMnewMlociMassociatedMwithMagearelatedMmacularMdegenerationbMNaturemGeneticsYM2013YMhiYMhggamYMhgmeeaf36.3 577

109 ussociationMstudiesMofMupMtoMebfMmillionMindividualsMyieldMnewMinsightsMintoMtheMgeneticMetiologyMofM
tobaccoMandMalcoholMusebMNaturemGeneticsYM2019YMieYMfgkafhh 36.3 516

108 yfficientlyMcontrollingMforMcaseacontrolMimbalanceMandMsampleMrelatednessMinMlargeascaleMgeneticM
associationMstudiesbMNaturemGeneticsYM2018YMidYMeggiaeghe 36.3 375

107 ugearelatedMmacularMdegenerationMisMassociatedMwithManMunstableMuRMSfMULOwglkkeiVMmRNubM
NaturemGeneticsYM2008YMhdYMlmfaj 36.3 320

106 yxomeawideMassociationMstudyMofMplasmaMlipidsMinMrgddYdddMindividualsbMNaturemGeneticsYM2017YMhmYMekilaekjj36.3 310

105 ugearelatedMmacularMdegenerationnMgeneticsMandMbiologyMcomingMtogetherbMAnnualmReviewmofm
GenomicsmandmHumanmGeneticsYM2014YMeiYMeieake 9.7 293

104 SharedMgeneticMoriginMofMasthmaYMhayMfeverMandMeczemaMelucidatesMallergicMdiseaseMbiologybMNaturem
GeneticsYM2017YMhmYMekifaekik 36.3 256

103 SystemicMcomplementMactivationMinMagearelatedMmacularMdegenerationbMPLoSmONEYM2008YMgYMefimg 3.7 255

102 viobankadrivenMgenomicMdiscoveryMyieldsMnewMinsightMintoMatrialMfibrillationMbiologybMNaturemGeneticsYM
2018YMidYMefghaefgm 36.3 254

101 xefectiveMcomplementMcontrolMofMfactorM×MUYhdf×VMandMz×LaeMinMagearelatedMmacularMdegenerationbM
MolecularmImmunologyYM2007YMhhYMggmlahdj 4.3 154

100 unMimbalanceMofMhumanMcomplementMregulatoryMproteinsMwz×ReYMwz×RgMandMfactorM×MinfluencesM
riskMforMagearelatedMmacularMdegenerationMUuMxVbMHumanmMolecularmGeneticsYM2010YMemYMhjmhakdh 5.6 153

99 wRXMwhIPaseqMrevealsMtheMcisaregulatoryMarchitectureMofMmouseMphotoreceptorsbMGenomemResearchYM
2010YMfdYMeiefafi 9.7 145

98 yvidenceMofMassociationMofMuPOyMwithMagearelatedMmacularMdegenerationnMaMpooledManalysisMofMeiM
studiesbMHumanmMutationYM2011YMgfYMehdkaej 4.7 99

97 wharacteristicsMussociatedMWithMRacialcythnicMxisparitiesMinMwOVIxaemMOutcomesMinManMucademicM
×ealthMwareMSystembMJAMAmNetworkmOpenYM2020YMgYMefdfiemk 10.4 97
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96 RetinalMtranscriptomeMandMeQTLManalysesMidentifyMgenesMassociatedMwithMagearelatedMmacularM
degenerationbMNaturemGeneticsYM2019YMieYMjdjajed 36.3 93

95 yxomeMchipMmetaaanalysisMidentifiesMnovelMlociMandMyastMusianaspecificMcodingMvariantsMthatM
contributeMtoMlipidMlevelsMandMcoronaryMarteryMdiseasebMNaturemGeneticsYM2017YMhmYMekffaekgd 36.3 83

94 ussociationMofMPolygenicMRiskMScoresMforMMultipleMwancersMinMaMPhenomeawideMStudynMResultsMfromM
TheMMichiganM–enomicsMInitiativebMAmericanmJournalmofmHumanmGeneticsYM2018YMedfYMedhlaedje 11 83

93 InMSilicoMzunctionalMMetaaunalysisMofMiYmjfMuvwuhMVariantsMinMgYmflMRetinalMxystrophyMwasesbMHumanm
MutationYM2017YMglYMhddahdl 4.7 82

92 yvidenceMofMaMcausalMrelationshipMbetweenMbodyMmassMindexMandMpsoriasisnMuMmendelianM
randomizationMstudybMPLoSmMedicineYM2019YMejYMeeddfkgm 11.6 77

91 NoMclinicallyMsignificantMassociationMbetweenMwz×MandMuRMSfMgenotypesMandMresponseMtoMnutritionalM
supplementsnMuRyxSMreportMnumberMglbMOphthalmologyYM2014YMefeYMfekgald 7.3 76

90 –eneticMinactivationMofMuN–PTLhMimprovesMglucoseMhomeostasisMandMisMassociatedMwithMreducedMriskM
ofMdiabetesbMNaturemCommunicationsYM2018YMmYMffif 17.4 71

89 womplementMfactorM×MgeneticMvariantMandMagearelatedMmacularMdegenerationnMeffectMsizeYMmodifiersM
andMrelationshipMtoMdiseaseMsubtypebMInternationalmJournalmofmEpidemiologyYM2012YMheYMfidajf 7.8 70

88 wz×YMwgMandMuRMSfMareMsignificantMriskMlociMforMsusceptibilityMbutMnotMforMdiseaseMprogressionMofM
geographicMatrophyMdueMtoMuMxbMPLoSmONEYM2009YMhYMekhel 3.7 70

87 NovelMwommonM–eneticMSusceptibilityMLociMforMwolorectalMwancerbMJournalmofmthemNationalmCancerm
InstituteYM2019YMeeeYMehjaeik 9.7 67

86 uMsubgroupMofMagearelatedMmacularMdegenerationMisMassociatedMwithMmonoaallelicMsequenceMvariantsM
inMtheMuvwuhMgeneM2012YMigYMfeefal 67

85 VariationsMinMapolipoproteinMyMfrequencyMwithMageMinMaMpooledManalysisMofMaMlargeMgroupMofMolderM
peoplebMAmericanmJournalmofmEpidemiologyYM2011YMekgYMegikajh 3.8 67

84 ModellingMtheMgeneticMriskMinMagearelatedMmacularMdegenerationbMPLoSmONEYM2012YMkYMegkmkm 3.7 65

83 RiskaMandMnonariskaassociatedMvariantsMatMtheMedqfjMuMxMlocusMinfluenceMuRMSfMmRNuMexpressionM
butMexcludeMpathogenicMeffectsMdueMtoMproteinMdeficiencybMHumanmMolecularmGeneticsYM2011YMfdYMeglkamm 5.6 57

82 zirstM–enomeaWideMussociationMStudyMofMLatentMuutoimmuneMxiabetesMinMudultsMRevealsMNovelM
InsightsMLinkingMImmuneMandMMetabolicMxiabetesbMDiabetesmCareYM2018YMheYMfgmjafhdg 14.6 57

81 –enomeawideManalysisMyieldsMnewMlociMassociatingMwithMaorticMvalveMstenosisbMNaturemCommunications
YM2018YMmYMmlk 17.4 56

80
–enomeawideMStudyMofMutrialMzibrillationMIdentifiesMSevenMRiskMLociMandM×ighlightsMviologicalM
PathwaysMandMRegulatoryMylementsMInvolvedMinMwardiacMxevelopmentbMAmericanmJournalmofmHumanm
GeneticsYM2018YMedfYMedgaeei

11 53

79 ProteinaalteringMandMregulatoryMgeneticMvariantsMnearM–uTuhMimplicatedMinMbicuspidMaorticMvalvebM
NaturemCommunicationsYM2017YMlYMeihle 17.4 52
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78 ×xLacholesterolMlevelsMandMriskMofMagearelatedMmacularMdegenerationnMaMmultiethnicMgeneticMstudyM
usingMMendelianMrandomizationbMInternationalmJournalmofmEpidemiologyYM2017YMhjYMelmeaemdf 7.8 45

77 ScalableMgeneralizedMlinearMmixedMmodelMforMregionabasedMassociationMtestsMinMlargeMbiobanksMandM
cohortsbMNaturemGeneticsYM2020YMifYMjghajgm 36.3 41

76 yxploringMandMvisualizingMlargeascaleMgeneticMassociationsMbyMusingMPheWebbMNaturemGeneticsYM2020YM
ifYMiidaiif 36.3 41

75 uMScalableMvayesianMMethodMforMIntegratingMzunctionalMInformationMinM–enomeawideMussociationM
StudiesbMAmericanmJournalmofmHumanmGeneticsYM2017YMedeYMhdhahej 11 41

74 uMgenomeawideMassociationMstudyMwithMeYefjYijgMindividualsMidentifiesMnewMriskMlociMforMulzheimerTsM
diseasebMNaturemGeneticsYM2021YMigYMefkjaeflf 36.3 40

73 –enomeawideMassociationMmetaaanalysesMcombiningMmultipleMriskMphenotypesMprovideMinsightsMintoM
theMgeneticMarchitectureMofMcutaneousMmelanomaMsusceptibilitybMNaturemGeneticsYM2020YMifYMhmhaidh 36.3 39

72 –enomeawideManalysisMofMdiseaseMprogressionMinMagearelatedMmacularMdegenerationbMHumanm
MolecularmGeneticsYM2018YMfkYMmfmamhd 5.6 37

71 ugearelatedMmacularMdegenerationMandMfunctionalMpromoterMandMcodingMvariantsMofMtheM
apolipoproteinMyMgenebMHumanmMutationYM2009YMgdYMedhlaig 4.7 34

70 yxpandingMtheMspectrumMofMPT×eRMmutationsMinMpatientsMwithMprimaryMfailureMofMtoothMeruptionbM
ClinicalmOralmInvestigationsYM2014YMelYMgkkalh 4.2 32

69 vivariateMunalysisMofMugeaRelatedMMacularMxegenerationMProgressionMUsingM–eneticMRiskMScoresbM
GeneticsYM2017YMfdjYMeemaegg 4 31

68 –lobalMPrevalenceMofMPostMwOVIxaemMwonditionMorMLongMwOVIxnMuMMetaaunalysisMandMSystematicM
ReviewbbMJournalmofmInfectiousmDiseasesYM2022YM 7 30

67 –enotypeMimputationMinMgenomeawideMassociationMstudiesbMCurrentmProtocolsminmHumanmGeneticsYM
2013YMwhapterMeYMUnitMebfi 3.2 29

66 ussessmentMofMtheMcontributionMofMwz×MandMchromosomeMedqfjMuMxMsusceptibilityMlociMinMaMRussianM
populationMisolatebMBritishmJournalmofmOphthalmologyYM2007YMmeYMikjal 5.5 27

65 waseacontrolMgeneticMassociationMstudyMofMfibulinajMUzvLNjMorM×MwNeVMvariantsMinMagearelatedM
macularMdegenerationMUuMxVbMHumanmMutationYM2007YMflYMhdjaeg 4.7 26

64 –eneticMurchitectureMofMubdominalMuorticMuneurysmMinMtheMMillionMVeteranMProgrambMCirculationYM
2020YMehfYMejggaejhj 16.7 24

63 xecipheringMosteoarthritisMgeneticsMacrossMlfjYjmdMindividualsMfromMmMpopulationsbMCellYM2021YMelhYMhklhahlelbeek56.2 24

62 SexaspecificMandMpleiotropicMeffectsMunderlyingMkidneyMfunctionMidentifiedMfromM–WuSMmetaaanalysisbM
NaturemCommunicationsYM2019YMedYMelhk 17.4 22

61 UKMviobankMWholeayxomeMSequenceMvinaryMPhenomeMunalysisMwithMRobustMRegionavasedM
RareaVariantMTestbMAmericanmJournalmofmHumanmGeneticsYM2020YMedjYMgaef 11 21
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60 –WuSMofMthyroidMstimulatingMhormoneMhighlightsMpleiotropicMeffectsMandMinverseMassociationMwithM
thyroidMcancerbMNaturemCommunicationsYM2020YMeeYMgmle 17.4 21

59 wOVIxaemMoutcomesYMriskMfactorsMandMassociationsMbyMracenMaMcomprehensiveManalysisMusingM
electronicMhealthMrecordsMdataMinMMichiganMMedicineM2020YM 20

58 wancerMPRSwebnMunMOnlineMRepositoryMwithMPolygenicMRiskMScoresMforMMajorMwancerMTraitsMandMTheirM
yvaluationMinMTwoMIndependentMviobanksbMAmericanmJournalmofmHumanmGeneticsYM2020YMedkYMleialgj 11 20

57 ussociationMofM–eneticMVariantsMWithMResponseMtoMuntiaVascularMyndothelialM–rowthMzactorMTherapyM
inMugeaRelatedMMacularMxegenerationbMJAMAmOphthalmologyYM2018YMegjYMlkiallh 3.9 20

56 yxploringMvariousMpolygenicMriskMscoresMforMskinMcancerMinMtheMphenomesMofMtheMMichiganMgenomicsM
initiativeMandMtheMUKMviobankMwithMaMvisualMcatalognMPRSWebbMPLoSmGeneticsYM2019YMeiYMeeddlfdf 6 18

55 LossaofafunctionMgenomicMvariantsMhighlightMpotentialMtherapeuticMtargetsMforMcardiovascularM
diseasebMNaturemCommunicationsYM2020YMeeYMjhek 17.4 17

54
TheMemergingMlandscapeMofMhealthMresearchMbasedMonMbiobanksMlinkedMtoMelectronicMhealthMrecordsnM
yxistingMresourcesYMstatisticalMchallengesYMandMpotentialMopportunitiesbMStatisticsminmMedicineYM2020YM
gmYMkkgaldd

2.3 15

53 ugearelatedMmacularMdegenerationMandMcoronaryMheartMdiseasenMevaluationMofMgeneticMandM
environmentalMassociationsbMEuropeanmJournalmofmMedicalmGeneticsYM2013YMijYMkfam 2.6 14

52 ImprovingMpowerMofMassociationMtestsMusingMmultipleMsetsMofMimputedMgenotypesMfromMdistributedM
referenceMpanelsbMGeneticmEpidemiologyYM2017YMheYMkhhakii 2.6 13

51 uMzastMandMuccurateMMethodMforM–enomeaWideMTimeatoayventMxataMunalysisMandMItsMupplicationMtoM
UKMviobankbMAmericanmJournalmofmHumanmGeneticsYM2020YMedkYMfffafgg 11 12

50 ugeaofaonsetMinformationMhelpsMidentifyMkjMgeneticMvariantsMassociatedMwithMallergicMdiseasebMPLoSm
GeneticsYM2020YMejYMeeddlkfi 6 10

49 uMzastMandMuccurateMMethodMforM–enomeawideMScaleMPhenomeawideM–Mˆ�MyMunalysisMandMItsM
upplicationMtoMUKMviobankbMAmericanmJournalmofmHumanmGeneticsYM2019YMediYMeelfaeemf 11 10

48 PredictionMofMunkylosingMSpondylitisMinMtheM×UNTMStudyMbyMaM–eneticMRiskMScoreMwombiningMeedM
SingleanucleotideMPolymorphismsMofM–enomeawideMSignificancebMJournalmofmRheumatologyYM2020YMhkYMfdhafed4.1 9

47 –enesMforM–oodnMyngagingMtheMPublicMinM–eneticsMResearchMviaMSocialMMediabMAmericanmJournalmofm
HumanmGeneticsYM2019YMediYMjiakk 11 8

46 MetaaMultiSKuTnMMultipleMphenotypeMmetaaanalysisMforMregionabasedMassociationMtestbMGeneticm
EpidemiologyYM2019YMhgYMlddaleh 2.6 7

45 ScalableMgeneralizedMlinearMmixedMmodelMforMregionabasedMassociationMtestsMinMlargeMbiobanksMandMcohorts 7

44 MitochondrialMgenomeawideMassociationMstudyMofMmigraineMaMtheM×UNTMStudybMCephalalgiaYM2020YMhdYMjfiajgh6.1 6

43 ugearelatedMmacularMdegenerationMwithMdiscordantMlateMstageMphenotypesMinMmonozygoticMtwinsbM
OphthalmicmGeneticsYM2011YMgfYMfgkahh 1.2 6
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42 LabWuSnMNovelMfindingsMandMstudyMdesignMrecommendationsMfromMaMmetaaanalysisMofMclinicalMlabsMinM
twoMindependentMbiobanksbMPLoSmGeneticsYM2020YMejYMeeddmdkk 6 6

41 –lobalMviobankMMetaaanalysisMInitiativenMpoweringMgeneticMdiscoveryMacrossMhumanMdiseases 6

40 TheMymergingMLandscapeMofMypidemiologicalMResearchMvasedMonMviobanksMLinkedMtoMylectronicM
×ealthMRecordsnMyxistingMResourcesYMunalyticMwhallengesMandMPotentialMOpportunities 6

39 yfficientlyMcontrollingMforMcaseacontrolMimbalanceMandMsampleMrelatednessMinMlargeascaleMgeneticM
associationMstudies 6

38 uMPhenomeaWideMussociationMStudyMUPheWuSVMofMwOVIxaemMOutcomesMbyMRaceMUsingMtheMylectronicM
×ealthMRecordsMxataMinMMichiganMMedicinebMJournalmofmClinicalmMedicineYM2021YMedYM 5.1 6

37 ussessmentMofMaMcausalMrelationshipMbetweenMbodyMmassMindexMandMatopicMdermatitisbMJournalmofm
AllergymandmClinicalmImmunologyYM2021YMehkYMhddahdg 11.5 6

36 PatternsMofMrepeatedMdiagnosticMtestingMforMwOVIxaemMinMrelationMtoMpatientMcharacteristicsMandM
outcomesbMJournalmofmInternalmMedicineYM2021YMflmYMkfjakgk 10.8 6

35 RobustMmetaaanalysisMofMbiobankabasedMgenomeawideMassociationMstudiesMwithMunbalancedMbinaryM
phenotypesbMGeneticmEpidemiologyYM2019YMhgYMhjfahkj 2.6 5

34 MulticenterMcohortMassociationMstudyMofMSLwfueMsingleMnucleotideMpolymorphismsMandMagearelatedM
macularMdegenerationbMMolecularmVisionYM2012YMelYMjikakh 2.3 5

33 ×eritabilityMofMtheMzibromyalgiaMPhenotypeMVariesMbyMugebMArthritismandmRheumatologyYM2020YMkfYMleialfg9.5 5

32 –enomeawideMassociationMstudyMofMcardiacMtroponinMIMinMtheMgeneralMpopulationbMHumanmMolecularm
GeneticsYM2021YMgdYMfdfkafdgm 5.6 5

31 ValidatingMOnlineMMeasuresMofMwognitiveMubilityMinM–enesMforM–oodYMaM–eneticMStudyMofM×ealthMandM
vehaviorbMAssessmentYM2020YMfkYMegjaehl 3.7 5

30 PhenotypeMriskMscoresMUPheRSVMforMpancreaticMcancerMusingMtimeastampedMelectronicMhealthMrecordM
datanMxiscoveryMandMvalidationMinMtwoMlargeMbiobanksbMJournalmofmBiomedicalmInformaticsYM2021YMeegYMedgjif10.2 5

29 –lobalMPrevalenceMofMPostaucuteMSequelaeMofMwOVIxaemMUPuSwVMorMLongMwOVIxnMuMMetaaunalysisMandM
SystematicMReview 4

28 –enomeawideMassociationMstudyMofMeMmillionMpeopleMidentifiesMeeeMlociMforMatrialMfibrillation 4

27 MyPyMlossaofafunctionMvariantMassociatesMwithMdecreasedMboneMmineralMdensityMandMincreasedM
fractureMriskbMNaturemCommunicationsYM2020YMeeYMhdmg 17.4 4

26 OnMcrossaancestryMcancerMpolygenicMriskMscoresbMPLoSmGeneticsYM2021YMekYMeeddmjkd 6 4

25 unManalyticMframeworkMforMexploringMsamplingMandMobservationMprocessMbiasesMinMgenomeMandM
phenomeawideMassociationMstudiesMusingMelectronicMhealthMrecordsbMStatisticsminmMedicineYM2020YMgmYMemjiaemkm2.3 3
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24 ystimationMofMxNuMcontaminationMandMitsMsourcesMinMgenotypedMsamplesbMGeneticmEpidemiologyYM
2019YMhgYMmldammi 2.6 3

23 TheM×UNTMStudynMaMpopulationabasedMcohortMforMgeneticMresearch 3

22 wommonMvariantsMinMSOXafMandMcongenitalMcataractMgenesMcontributeMtoMagearelatedMnuclearM
cataractbMCommunicationsmBiologyYM2020YMgYMkii 6.7 3

21
VariationMinMSerumMPwSKmMUProproteinMwonvertaseMSubtilisincKexinMTypeMmVYMwardiovascularMxiseaseM
RiskYMandManMInvestigationMofMPotentialMUnanticipatedMyffectsMofMPwSKmMInhibitionbMCirculationm
GenomicmandmPrecisionmMedicineYM2019YMefYMeddfggi

5.2 3

20 InteractionManalysisMunderMmisspecificationMofMmainMeffectsnMSomeMcommonMmistakesMandMsimpleM
solutionsbMStatisticsminmMedicineYM2020YMgmYMejkiaejmh 2.3 2

19
ussociationMofMSmokingYMulcoholMwonsumptionYMvloodMPressureYMvodyMMassMIndexYMandM–lycemicMRiskM
zactorsMWithMugeaRelatedMMacularMxegenerationnMuMMendelianMRandomizationMStudybMJAMAm
OphthalmologyYM2021YM

3.9 2

18 –eographicMdistributionMofMrareMvariantsMassociatedMwithMagearelatedMmacularMdegenerationbM
MolecularmVisionYM2018YMfhYMkialf 2.3 2

17 yvidenceMofMaMcommonMcausalMrelationshipMbetweenMbodyMmassMindexMandMinflammatoryMskinM
diseasenMaMMendelianMRandomizationMstudy 2

16 uMphenomeawideMassociationMstudyMUPheWuSVMofMwOVIxaemMoutcomesMbyMraceMusingMtheMelectronicM
healthMrecordsMdataMinMMichiganMMedicineM2021YM 2

15 uMModelingMzrameworkMforMyxploringMSamplingMandMObservationMProcessMviasesMinM–enomeMandM
PhenomeawideMussociationMStudiesMusingMylectronicM×ealthMRecords 2

14 uMpowerfulMsubsetabasedMmethodMidentifiesMgeneMsetMassociationsMandMimprovesMinterpretationMinM
UKMviobankbMAmericanmJournalmofmHumanmGeneticsYM2021YMedlYMjjmajle 11 2

13 –enomeawideManalysisMofMmhhMeggMindividualsMprovidesMinsightsMintoMtheMetiologyMofMhaemorrhoidalM
diseasebMGutYM2021YM 19.2 2

12 wlusterMunalysisMandM–enotypeaPhenotypeMussessmentMofM–eographicMutrophyMinMugeaRelatedM
MacularMxegenerationnMugeaRelatedMyyeMxiseaseMStudyMfMReportMfibMOphthalmologymRetinaYM2021YMiYMedjeaedkg3.8 2

11 UnbiasedMimmuneMprofilingMrevealsMaMnaturalMkillerMcellaperipheralMnerveMaxisMinMfibromyalgiabbMPainYM
2021YM 8 2

10 TypeMfMdiabetesMsexaspecificMeffectsMassociatedMwithMyejkKMcodingMvariantMinbMIScienceYM2021YMfhYMedgemj 6.1 1

9 yxploringMVariousMPolygenicMRiskMScoresMforMSkinMwancerMinMtheMPhenomesMofMtheMMichiganM–enomicsM
InitiativeMandMtheMUKMviobankMwithMaMVisualMwatalognPRSWeb 1

8 UKaviobankMWholeMyxomeMSequenceMvinaryMPhenomeMunalysisMwithMRobustMRegionabasedMRareM
VariantMTest 1

7 wancerMPRSwebMâ��ManMOnlineMRepositoryMwithMPolygenicMRiskMScoresMUPRSVMforMMajorMwancerMTraitsMandM
TheirMPhenomeawideMyxplorationMinMTwoMIndependentMviobanks 1
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6 LabWuSnMnovelMfindingsMandMstudyMdesignMrecommendationsMfromMaMmetaaanalysisMofMclinicalMlabsMinM
twoMindependentMbiobanks 1

5 TheMyffectMofM–eneticMVariantsMussociatedMWithMugeaRelatedMMacularMxegenerationMVariesMWithMugeM
2020YMjeYMek 1

4 OnMwrossaancestryMwancerMPolygenicMRiskMScores 1

3 whangesMinMwOVIxaemarelatedMoutcomesMandMtheMimpactsMofMtheMpotentialMriskMfactorsMoverMtimenMaM
followaupManalysis 1

2 –enomeawideMmetaaanalysisMofMironMstatusMbiomarkersMandMtheMeffectMofMironMonMallacauseMmortalityM
inM×UNT 1

1 uMNovelMVariantMinM–eneMwausesMyxtremelyMLowMLxLawMWithoutMKnownMudverseMyffectsbMJACC:mCasem
ReportsYM2020YMfYMkkiakkm 1.2
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