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57 cysteine synthesis and host infection of Beauveria bassiana. Applied Microbiology and Biotechnology 57 13
, 2016, 100, 10363-10374

Transcriptomic insights into the alternative splicing-mediated adaptation of the entomopathogenic
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sustaining the biological control potential of a fungal insect pathogen. Applied Microbiology and
Biotechnology, 2017, 101, 6941-6949

Means to mediating accumulation of hydrophobin-like proteins in the wall of Beauveria bassiana
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L Distinctive role of fluG in the adaptation of Beauveria bassiana to insect-pathogenic lifecycle and
7 environmental stresses. Environmental Microbiology, 2021, 23, 5184-5199 52 4

DIM5/KMT1 controls fungal insect pathogenicity and genome stability by methylation of histone
H3K4, H3K9 and H3K36. Virulence, 2021, 12, 1306-1322

L Three proline rotamases involved in calcium homeostasis play differential roles in stress tolerance,
5 virulence and calcineurin regulation of Beauveria bassiana. Cellular Microbiology, 2020, 22, e13239 39 3

Proteomic and Phosphoryproteomic Investigations Reveal that Autophagy-Related Protein 1, a
Protein Kinase for Autophagy Initiation, Synchronously Deploys Phosphoregulation on the 7.6
Ubiquitin-Like Conjugation System in the Mycopathogen Beauveria bassiana.. MSystems, 2022, e0146321

L A Small Cysteine-Free Protein Acts as a Novel Regulator of Fungal Insect-Pathogenic Lifecycle and
3 Genomic Expression. MSystems, 2021, 6, 7 3

Transcription Activator Swi6 Interacts with Mbp1 in | Cell Cycle Box-Binding Complex and Regulates
Hyphal Differentiation and Virulence in. Journal of Fungi (Basel, Switzerland), 2021, 7,

Comparative roles of three adhesin genes (adh1-3) in insect-pathogenic lifecycle of Beauveria

" bassiana. Applied Microbiology and Biotechnology, 2021, 105, 5491-5502 57 3

Transcriptomic analysis reveals the potential antioxidant pathways regulated by multiprotein
bridging fFactor 1 (BbMBF1) in the fungal entomopathogen Beauveria bassiana. Biocontrol Science
and Technology, 2015, 25, 1346-1358

A peroxisomal sterol carrier protein 2 (Scp2) contributes to lipid trafficking in differentiation and
9 virulence of the insect pathogenic fungus Beauveria bassiana.. Fungal Genetics and Biology, 2021, 3.9 2
158, 103651

Roles of autophagy-related genes in conidiogenesis and blastospore formation, virulence, and

stress response of Beauveria bassiana. Fungal Biology, 2020, 124, 1052-1057




SHENG-HUA YING

Avirulence-related lectin traffics into eisosome and contributes to functionality of cytomembrane

7 and cell-wall in the insect-pathogenic fungus Beauveria bassiana. Fungal Biology, 2021, 125, 914-922 28 2

Different contributions of the peroxisomal import protein Pex5 and Pex7 to development, stress
response and virulence of insect fungal pathogen Beauveria bassiana. Journal of Applied
Microbiology, 2021,

SET1/KMT2-governed histone H3K4 methylation coordinates the lifecycle in vivo and in vitro of the

5 fungal insect pathogen Beauveria bassiana. Environmental Microbiology, 2021, 23, 5541-5554 52 2

The Essential and the Nonessential Roles of Four Clock Elements in the Circadian Rhythm of
Metarhiziumrobertsii. Journal of Fungi (Basel, Switzerland), 2022, 8, 558

Use of quantitative PCR technique for determining gene copy number in the genome of Beauveria L
3 bassiana transformant. Journal of Asia-Pacific Entomology, 2017, 20, 57-59 4

Oxaloacetate hydrolase gene links the cytoplasmic route of oxalate formation to differentiation

and virulence of entomopathogenic fungus Beauveria bassiana. Journal of Asia-Pacific Entomology,
2018, 21, 211-216

A homologue of yeast acyl-CoA synthetase Faa1 contributes to cytomembrane functionality
1 involved in development and virulence in the insect pathogenic fungus Beauveria bassiana.. 3.8 o0
Microbial Pathogenesis, 2022, 164, 105419



