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82 TheLNaturalLxourseLofLaLandLinLPregnantLandLPostbyeliveryLWomenLinLPembaLIslandaLTanzaniacL
MicroorganismsaL2021aLnaL 4.9 2

81 xanLPreviousLvssociationsLofLSingleLNucleotideLPolymorphismsLinLtheLaLaLaLandL®enesLinLtheL
SusceptibilityLtoLandLSeverityLofLInfectionsLweLxonfirmedtcLPathogensaL2021aLfeaL 4.5 1

80 ScreeningLofLandLvntibodiesLinLWomenLwithLTubalL|actorLInfertilitycLMicroorganismsaL2020aLmaL 4.9 2

79 yetectionLofLhighbriskLhumanLpapillomavirusLUHPVVLbyLtheLnovelLvmp|ireLisothermalLHPVLassayL
amongLpregnantLwomenLinLPembaLIslandaLTanzaniacLPanlAfricanlMedicallJournalaL2020aLhlaLfmh 1.2 3

78 TheLPrevalenceLofLandLThreeLOtherLNonbViralLSexuallyLTransmittedLInfectionsLamongLPregnantL
WomenLinLPembaLIslandLTanzaniacLPathogensaL2020aLnaL 4.5 4

77 PredictiveLValuesLofLSerumLTrovLandLHtrvLIg®LvntibodiesLasLMarkersLofLPersistentLInfectionLinLtheL
yetectionLofLPelvicLvdhesionsLandLTubalLOcclusioncLMicroorganismsaL2019aLlaL 4.9 1

76 xombiningLindividualLxhlamydiaLtrachomatisLIg®LantibodiesLMOMPaLTvRPaLxPv|aLOMPgaLandLHSPkeL
forLtubalLfactorLinfertilityLpredictioncLAmericanlJournalloflReproductivelImmunologyaL2019aLmfaLefhenf 3.8 4

75 TheLrelationLofLtheLvaginalLmicrobiotaLtoLearlyLpregnancyLdevelopmentLduringLinLvitroLfertilizationL
treatmentbvLmetabanalysiscLJournalloflGynecologylObstetricslandlHumanlReproductionaL2019aLimaLgghbggn1.9 14

74 xbreactiveLproteinLasLaLmarkerLofLpersistentLinfectionLisLnotLassociatedLwithLtubalLfactorL
infertilitybanLindependentLclinicalLvalidationLstudycLHumanlReproductionlOpenaL2019aLgefnaLhozegn 6.1

73 StudyLprotocoloLTheLyutchLge|heLPostmeningitisLstudyoLaLcrossbsectionalLfollowbupLofLtwoLhistoricalL
childhoodLbacterialLmeningitisLcohortsLonLlongbtermLoutcomescLBMClPediatricsaL2019aLfnaLjfn 2.6 0

72 ®enitalLxhlamydiaLtrachomatisLandLNeisseriaLgonorrhoeaeLinfectionsLamongLwomenLinLsubbSaharanL
vfricaoLvLstructuredLreviewcLInternationallJournalloflSTDlandlAIDSaL2018aLgnaLmekbmgi 1.4 14

71 xhlamydiaLtrachomatisLantibodyLdetectionLinLhomebcollectedLbloodLsamplesLforLuseLinL
epidemiologicalLstudiescLJournalloflMicrobiologicallMethodsaL2018aLfiiaLfkibfkl 2.8 3

70 TheLtwobsidedLroleLofLtheLvaginalLmicrobiomeLinLxhlamydiaLtrachomatisLandLMycoplasmaL
genitaliumLpathogenesiscLJournalloflReproductivelImmunologyaL2018aLfheaLffbfl 4.2 14

69 PathwaybWideL®eneticLRisksLinLxhlamydialLInfectionsLOverlapLbetweenLTissueLTropismsoLvL
®enomebWideLvssociationLScancLMediatorsloflInflammationaL2018aLgefmaLhihifef 4.3 1

68
xomparisonLofLtheLMikrogenLmultibtargetLzLISvLwithLtheLMikrogenLrecomLineLimmunoblotLforLtheL
detectionLofLxhlamydiaLtrachomatisLIg®LantibodiesLinLserumLinLinfertileLwomencLJournallofl
MicrobiologicallMethodsaL2018aLfjeaLjbm

2.8 1

67 TheLattitudesLofLyutchLfertilityLspecialistsLtowardsLtheLadditionLofLgeneticLtestingLinLscreeningLofL
tubalLfactorLinfertilitycLSexuallandlReproductivelHealthcareaL2017aLfgaLfghbfgl 2.4 2

66 xomprehensiveLglobalLgenomeLdynamicsLofLshowLancientLdiversificationLfollowedLbyLcontemporaryL
mixingLandLrecentLlineageLexpansioncLGenomelResearchaL2017aLglaLfggebfggn 9.7 65
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65 xervicalLxarcinogenesisLandLImmuneLResponseL®eneLPolymorphismsoLvLReviewcLJournallofl
ImmunologylResearchaL2017aLgeflaLmnfhmke 4.5 21

64 PrevalenceLofLgenitalLxhlamydiaLtrachomatisLinfectionsLinLRussiaoLsystematicLliteratureLreviewLandL
multicenterLstudycLPathogenslandlDiseaseaL2017aLljaL 4.2 4

63 PrevalenceLofLinfectionLandLprotozoanLloadLinLSouthLvfricanLwomenoLaLcrossbsectionalLstudycLBMJl
OpenaL2017aLlaLeefknjn 3 21

62
PerformanceLofLtheLmultitargetLMikrogenLxhlamydiaLtrachomatisLIg®LzLISvLinLtheLpredictionLofL
tubalLfactorLinfertilityLUT|IVLinLsubfertileLwomenoLcomparisonLwithLtheLMedacLMOMPLIg®LzLISvLpluscL
PathogenslandlDiseaseaL2017aLljaL

4.2 4

61 zvaluationLofLsyndromicLmanagementLguidelinesLforLtreatmentLofLsexuallyLtransmittedLinfectionsL
inLSouthLvfricanLwomencLTropicallMedicinelandlInternationallHealthaL2016aLgfaLffhmbik 2.3 21

60 HostLPolymorphismsLinLTLRnLandLILfeLvreLvssociatedLWithLtheLOutcomesLofLzxperimentalL
HaemophilusLducreyiLInfectionLinLHumanLVolunteerscLJournalloflInfectiouslDiseasesaL2016aLgfiaLimnbnj 7 5

59 PotentialLprotectiveLeffectLofLaL®svLSNPLinLtheLhTUTRLofLHLvbvLforLxhlamydiaLtrachomatisL
symptomatologyLandLseverityLofLinfectioncLPathogenslandlDiseaseaL2016aLliaL 4.2 5

58 zffectLofLcytokineLlevelLvariationsLinLindividualsLonLtheLprogressionLandLoutcomeLofLbacterialL
urogenitalLinfectionsbbaLmetabanalysiscLPathogenslandlDiseaseaL2016aLliaL 4.2 9

57 SpecificLpolymorphismsLinLtheLvitaminLyLmetabolismLpathwayLareLnotLassociatedLwithLsusceptibilityL
toLxhlamydiaLtrachomatisLinfectionLinLhumanscLPathogenslandlDiseaseaL2016aLliaL 4.2 1

56 MicrobiologicalLxharacteristicsLofLxhlamydiaLtrachomatisLandLNeisseriaLgonorrhoeaeLInfectionsLinL
SouthLvfricanLWomencLJournalloflClinicallMicrobiologyaL2016aLjiaLgeebh 9.7 14

55 gefjLzuropeanLguidelineLonLtheLmanagementLofLxhlamydiaLtrachomatisLinfectionscLInternationall
JournalloflSTDlandlAIDSaL2016aLglaLhhhbim 1.4 149

54 TLRgaLTLRiLandLTLRnLgenotypesLandLhaplotypesLinLtheLsusceptibilityLtoLandLclinicalLcourseLofL
xhlamydiaLtrachomatisLinfectionsLinLyutchLwomencLPathogenslandlDiseaseaL2016aLliaLftvfel 4.2 7

53 SexualLbehaviourLofLwomenLinLruralLSouthLvfricaoLaLdescriptiveLstudycLBMClPubliclHealthaL2016aLfkaLjjl 4.1 2

52 zvaluationLofLPrestoUplusVLassayLandLLightMixLkitLTrichomonasLvaginalisLassayLforLdetectionLofL
TrichomonasLvaginalisLinLdryLvaginalLswabscLJournalloflMicrobiologicallMethodsaL2016aLfglaLfegbfei 2.8 9

51 PrevalenceLandLmacrolideLresistanceLofLMycoplasmaLgenitaliumLinLSouthLvfricanLwomencLSexuallyl
TransmittedlDiseasesaL2015aLigaLfiebg 2.4 34

50 NOyfLinLcontrastLtoLNOygLfunctionalLpolymorphismLinfluenceLxhlamydiaLtrachomatisLinfectionLandL
theLriskLofLtubalLfactorLinfertilitycLPathogenslandlDiseaseaL2015aLlhaLfbn 4.2 15

49 xp®LyNvLanalysisLofLbacterialLSTyscLBMClInfectiouslDiseasesaL2015aLfjaLglh 4 4

48
yeterminingLtheLgenomebwideLkinshipLcoefficientLseemsLunhelpfulLinLdistinguishingL
consanguineousLcouplesLwithLaLhighLversusLlowLriskLforLadverseLreproductiveLoutcomecLBMCl
MedicallGeneticsaL2015aLfkaLje
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47 xomparisonLofL®MTLprestoLassayLandLRocheLcobas´fiLimeeLxTdN®LassayLforLdetectionLofLxhlamydiaL
trachomatisLandLNeisseriaLgonorrhoeaeLinLdryLswabscLJournalloflMicrobiologicallMethodsaL2015aLffmaLlebi2.8 12

46 wackgroundLreviewLforLtheLTgefjLzuropeanLguidelineLonLtheLmanagementLofLxhlamydiaL
trachomatisLinfectionsTcLInternationallJournalloflSTDlandlAIDSaL2015aL 1.4 17

45 WaddliaLchondrophilaLandLxhlamydiaLtrachomatisLantibodiesLinLscreeningLinfertileLwomenLforLtubalL
pathologycLMicrobeslandlInfectionaL2015aLflaLlijbm 9.3 16

44 SerogroupLdistributionLofLurogenitalLxhlamydiaLtrachomatisLinLurbanLethnicLgroupsLinLTheL
NetherlandscLEpidemiologylandlInfectionaL2014aLfigaLienbfi 4.3 3

43 TRvILbRfLisLaLnegativeLregulatorLofLprobinflammatoryLresponsesLandLmodulatesLlongbtermLsequelaeL
resultingLfromLxhlamydiaLtrachomatisLinfectionsLinLhumanscLPLoSlONEaL2014aLnaLenhnhn 3.7 11

42 ®eneticLsimilaritiesLbetweenLtobaccoLuseLdisorderLandLrelatedLcomorbiditiesoLanLexploratoryLstudycL
BMClMedicallGeneticsaL2014aLfjaLmj 2.1 3

41 xrossbsectionalLstudyLofLgenitalaLrectalaLandLpharyngealLxhlamydiaLandLgonorrheaLinLwomenLinLruralL
SouthLvfricacLSexuallylTransmittedlDiseasesaL2014aLifaLjkibn 2.4 75

40 SerovarLyLandLzLofLserogroupLwLinduceLhighestLserologicalLresponsesLinLurogenitalLxhlamydiaL
trachomatisLinfectionscLBMClInfectiouslDiseasesaL2014aLfiaLh 4 8

39
yiagnosticsaLsurveillanceLandLmanagementLofLsexuallyLtransmittedLinfectionsLinLzuropeLhaveLtoLbeL
improvedoLlessonsLfromLtheLzuropeanLxonferenceLofLNationalLStrategiesLforLxhlamydiaLTrachomatisL
andLHumanLPapillomavirusLUNSxPLconferenceVLinLLatviaaLgeffcLJournalloflthelEuropeanlAcademylofl
DermatologylandlVenereologyaL2013aLglaLfhembff

4.6 6

38 vdditionLofLhostLgeneticLvariantsLinLaLpredictionLruleLforLpostLmeningitisLhearingLlossLinLchildhoodoLaL
modelLupdatingLstudycLBMClInfectiouslDiseasesaL2013aLfhaLhie 4 5

37
TranslationalLpotentialLintoLhealthLcareLofLbasicLgenomicLandLgeneticLfindingsLforLhumanL
immunodeficiencyLvirusaLxhlamydiaLtrachomatisaLandLhumanLpapillomaLviruscLBioMedlResearchl
InternationalaL2013aLgefhaLmngfek

3 10

36 |alsebpositiveLprostateLcancerLmarkersLinLaLmanLwithLsymptomaticLurethralLxhlamydiaLtrachomatisL
infectioncLInternationallJournalloflSTDlandlAIDSaL2013aLgiaLjefbg 1.4 4

35 xhlamydiaLtrachomatisLinfectionsLandLsubfertilityoLopportunitiesLtoLtranslateLhostLpathogenL
genomicLdataLintoLpublicLhealthcLPubliclHealthlGenomicsaL2013aLfkaLjebkf 1.9 21

34
PhceffLyryLSwabLzvaluationLbyLRocheLimeeLxTdN®LandLtheLPrestobPlusoLxrossbSectionalLStudyLofL
®enitalaLRectalLandLPharyngealLxhlamydiaLandL®onorrhoeaLInfectionLinLWomenLinLRuralLSouthL
vfricacLSexuallylTransmittedlInfectionsaL2013aLmnaLvfjfcfbvfjf

2.8

33 PfceeiLSerovarLyLandLzLofLSerogroupLwLInduceLHighestLSerologicalLResponsesLinLUrogenitalL
xhlamydiaLTrachomatisLInfectionscLSexuallylTransmittedlInfectionsaL2013aLmnaLvlicibvlj 2.8

32
yetectionLofLxhlamydiaLtrachomatisLandLNeisseriaLgonorrhoeaeLinLanLSTILpopulationoLperformancesL
ofLtheLPrestoLxTbN®LassayaLtheLLightmixLKitLimeLHTLxTdN®LandLtheLxOwvSLvmplicorLwithLurineL
specimensLandLurethraldcervicovaginalLsamplescLBMJlOpenaL2013aLhaLeeehkel

3 9

31 SingleLnucleotideLpolymorphismsLinLpathogenLrecognitionLreceptorLgenesLareLassociatedLwithL
susceptibilityLtoLmeningococcalLmeningitisLinLaLpediatricLcohortcLPLoSlONEaL2013aLmaLekigjg 3.7 24

30 TollblikeLreceptorLnLpolymorphismsLareLassociatedLwithLseverityLvariablesLinLaLcohortLofL
meningococcalLmeningitisLsurvivorscLBMClInfectiouslDiseasesaL2012aLfgaLffg 4 25
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29 PolymorphismsLinLTollblikeLreceptorsLgaLiaLandLnLareLhighlyLassociatedLwithLhearingLlossLinLsurvivorsL
ofLbacterialLmeningitiscLPLoSlONEaL2012aLlaLehjmhl 3.7 31

28 InterruptionLofLxXxLfhbxXxRjLaxisLincreasesLupperLgenitalLtractLpathologyLandLactivationLofLNKTL
cellsLfollowingLchlamydialLgenitalLinfectioncLPLoSlONEaL2012aLlaLeiliml 3.7 23

27 TheLfirstLcaseLrecordLofLaLfemaleLpatientLwithLbubonicLlymphogranulomaLvenereumLUL®VVaL
serovariantLLgbcLSexuallylTransmittedlInfectionsaL2012aLmmaLhikbl 2.8 27

26 PhbSicegLHighbriskLhumanLpapillomavirusLUHRbHPVVLdetectionLinLmenLwithLandLwithoutLtheLhistoryL
ofLxhlamydiaLtrachomatisLinfectioncLSexuallylTransmittedlInfectionsaL2011aLmlaLvgnebvgnf 2.8

25
PfbSfcheLxhlamydiaLtrachomatisLprevalenceLandLdetectionLinLmenLattendingLtheLurologistTsLofficeL
toLgetLtestedLforLsexuallyLtransmittedLinfectionsLinLStLPetersburgcLSexuallylTransmittedlInfectionsaL
2011aLmlaLvfffbvffg

2.8

24 PhbSicefLHighbriskLHumanLPapillomavirusLUHRbHPVVLinfectionLdetectionLinLRussiaoLneedLtoLintensifyL
itsLlaboratoryLproficiencyLwithLstandardisationLprogramstcLSexuallylTransmittedlInfectionsaL2011aLmlaLvgmnbvgne2.8

23 LymphogranulomaLvenereumLvariantLLgbbspecificLpolymeraseLchainLreactionoLinsertionLusedLtoL
closeLanLepidemiologicalLgapcLClinicallMicrobiologylandlInfectionaL2011aLflaLflglbhe 9.5 15

22 ®eneticLvariationLofLinnateLimmuneLresponseLgenesLinLinvasiveLpneumococcalLandLmeningococcalL
diseaseLappliedLtoLtheLpathogenesisLofLmeningitiscLGeneslandlImmunityaL2011aLfgaLhgfbhi 4.4 24

21
zvaluationLofLsexualLhistorybbasedLscreeningLofLanatomicLsitesLforLchlamydiaLtrachomatisLandL
neisseriaLgonorrhoeaeLinfectionLinLmenLhavingLsexLwithLmenLinLroutineLpracticecLBMClInfectiousl
DiseasesaL2011aLffaLgeh

4 39

20
vnalysesLofLmultiplebsiteLandLconcurrentLxhlamydiaLtrachomatisLserovarLinfectionsaLandLserovarL
tissueLtropismLforLurogenitalLversusLrectalLspecimensLinLmaleLandLfemaleLpatientscLSexuallyl
TransmittedlInfectionsaL2011aLmlaLjehbl

2.8 25

19 SingleLnucleotideLpolymorphismsLinLTLRnLareLhighlyLassociatedLwithLsusceptibilityLtoLbacterialL
meningitisLinLchildrencLClinicallInfectiouslDiseasesaL2011aLjgaLiljbme 11.6 35

18 vlarminglyLpoorLperformanceLinLxhlamydiaLtrachomatisLpointbofbcareLtestingcLSexuallylTransmittedl
InfectionsaL2010aLmkaLhjjbn 2.8 61

17 vnalLlymphogranulomaLvenereumLinfectionLscreeningLwithLIgvLantibxhlamydiaLtrachomatisbspecificL
majorLouterLmembraneLproteinLserologycLSexuallylTransmittedlDiseasesaL2010aLhlaLlmnbnj 2.4 24

16 NOygaLxyfiLandLTLRiLmutationsLdoLnotLinfluenceLresponseLtoLadalimumabLinLpatientsLwithLxrohnTsL
diseaseoLaLpreliminaryLreportcLRevistalEspanolalDelEnfermedadeslDigestivasaL2010aLfegaLjnfbj 0.9 8

15 xhlamydiaLtrachomatisoLidentificationLofLsusceptibilityLmarkersLforLocularLandLsexuallyLtransmittedL
infectionLbyLimmunogeneticscLFEMSlImmunologylandlMedicallMicrobiologyaL2009aLjjaLfiebjh 23

14
TheLzUL|PkLzpi®enxhlamydiaLxonsortiumoLcontributionLofLmolecularLepidemiologyLandL
hostbpathogenLgenomicsLtoLunderstandingLxhlamydiaLtrachomatisbrelatedLdiseasecLDrugsloflTodayaL
2009aLijLSupplLwaLlbfh

2.5 4

13 TLRgLhaplotypesLinLtheLsusceptibilityLtoLandLseverityLofLxhlamydiaLtrachomatisLinfectionsLinLyutchL
womencLDrugsloflTodayaL2009aLijLSupplLwaLklbli 2.5 13

12 TLRiLinLxhlamydiaLtrachomatisLinfectionsoLknockoutLmiceaLSTyLpatientsLandLwomenLwithLtubalL
factorLsubfertilitycLDrugsloflTodayaL2009aLijLSupplLwaLljbmg 2.5 11
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11 TLRnLKOLmiceaLhaplotypesLandLxP®LindicesLinLxhlamydiaLtrachomatisLinfectioncLDrugsloflTodayaL
2009aLijLSupplLwaLmhbnh 2.5 11

10 SignificantlyLhigherLserologicLresponsesLofLxhlamydiaLtrachomatisLwLgroupLserovarsLversusLxLandLIL
serogroupscLDrugsloflTodayaL2009aLijLSupplLwaLfhjbie 2.5 4

9 LymphogranulomaLvenereumLdiagnosticsoLfromLcultureLtoLrealbtimeLquadriplexLpolymeraseLchainL
reactioncLSexuallylTransmittedlInfectionsaL2008aLmiaLgjgbh 2.8 18

8 TaqManLassayLforLSwedishLxhlamydiaLtrachomatisLvariantcLEmerginglInfectiouslDiseasesaL2007aLfhaLfihgbi10.2 14

7 vnalysisLofLmultipleLsingleLnucleotideLpolymorphismsLUSNPVLonLyNvLtracesLfromLplasmaLandLdriedL
bloodLsamplescLJournalloflImmunologicallMethodsaL2007aLhgfaLfhjbif 2.5 16

6 yoLhostLgeneticLtraitsLinLtheLbacterialLsensingLsystemLplayLaLroleLinLtheLdevelopmentLofLxhlamydiaL
trachomatisbassociatedLtubalLpathologyLinLsubfertileLwomentcLBMClInfectiouslDiseasesaL2006aLkaLfgg 4 40

5
vLcandidateLgeneLapproachLofLimmuneLmediatorsLeffectingLtheLsusceptibilityLtoLandLseverityLofL
upperLgastrointestinalLtractLdiseasesLinLrelationLtoLHelicobacterLpyloriLandLzpsteinbwarrLvirusL
infectionscLEuropeanlJournalloflGastroenterologylandlHepatologyaL2005aLflaLfgfhbgi

2.2 8

4
TheLxyfiLfunctionalLgeneLpolymorphismLbgkeLxsTLisLnotLinvolvedLinLeitherLtheLsusceptibilityLtoL
xhlamydiaLtrachomatisLinfectionLorLtheLdevelopmentLofLtubalLpathologycLBMClInfectiouslDiseasesaL
2005aLjaLffi

4 20

3 xombinedLcarriershipLofLTLRnbfghlxLandLxyfibgkeTLallelesLenhancesLtheLriskLofLdevelopingL
chronicLrelapsingLpouchitiscLWorldlJournalloflGastroenterologyaL2005aLffaLlhghbn 5.6 71

2
HostLinflammatoryLresponseLandLdevelopmentLofLcomplicationsLofLxhlamydiaLtrachomatisLgenitalL
infectionLinLxxRjbdeficientLmiceLandLsubfertileLwomenLwithLtheLxxRjdeltahgLgeneLdeletioncL
JournalloflMicrobiology,lImmunologylandlInfectionaL2005aLhmaLgiibji

8.5 31

1
TheLtrueLligandLofLtheLNOygLreceptorLisLpeptidoglycanLinsteadLofLlipopolysaccharideoLaLschematicL
representationLofLligandbreceptorLinteractionsLandLN|bkappaLwLactivationcLGastroenterologyaL2004aL
fgkaLhlfbh

13.3 4
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