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2.8 25

68 ®eneticLvariationLofLinnateLimmuneLresponseLgenesLinLinvasiveLpneumococcalLandLmeningococcalL
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67 vnalLlymphogranulomaLvenereumLinfectionLscreeningLwithLIgvLantibxhlamydiaLtrachomatisbspecificL
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65 InterruptionLofLxXxLfhbxXxRjLaxisLincreasesLupperLgenitalLtractLpathologyLandLactivationLofLNKTL
cellsLfollowingLchlamydialLgenitalLinfectioncLPLoSlONEaL2012aLlaLeiliml 3.7 23

64 xhlamydiaLtrachomatisoLidentificationLofLsusceptibilityLmarkersLforLocularLandLsexuallyLtransmittedL
infectionLbyLimmunogeneticscLFEMSlImmunologylandlMedicallMicrobiologyaL2009aLjjaLfiebjh 23

63 xervicalLxarcinogenesisLandLImmuneLResponseL®eneLPolymorphismsoLvLReviewcLJournallofl
ImmunologylResearchaL2017aLgeflaLmnfhmke 4.5 21

62 zvaluationLofLsyndromicLmanagementLguidelinesLforLtreatmentLofLsexuallyLtransmittedLinfectionsL
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61 PrevalenceLofLinfectionLandLprotozoanLloadLinLSouthLvfricanLwomenoLaLcrossbsectionalLstudycLBMJl
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60 xhlamydiaLtrachomatisLinfectionsLandLsubfertilityoLopportunitiesLtoLtranslateLhostLpathogenL
genomicLdataLintoLpublicLhealthcLPubliclHealthlGenomicsaL2013aLfkaLjebkf 1.9 21
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58 LymphogranulomaLvenereumLdiagnosticsoLfromLcultureLtoLrealbtimeLquadriplexLpolymeraseLchainL
reactioncLSexuallylTransmittedlInfectionsaL2008aLmiaLgjgbh 2.8 18

57 wackgroundLreviewLforLtheLTgefjLzuropeanLguidelineLonLtheLmanagementLofLxhlamydiaL
trachomatisLinfectionsTcLInternationallJournalloflSTDlandlAIDSaL2015aL 1.4 17

56 WaddliaLchondrophilaLandLxhlamydiaLtrachomatisLantibodiesLinLscreeningLinfertileLwomenLforLtubalL
pathologycLMicrobeslandlInfectionaL2015aLflaLlijbm 9.3 16
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54 NOyfLinLcontrastLtoLNOygLfunctionalLpolymorphismLinfluenceLxhlamydiaLtrachomatisLinfectionLandL
theLriskLofLtubalLfactorLinfertilitycLPathogenslandlDiseaseaL2015aLlhaLfbn 4.2 15
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51 ®enitalLxhlamydiaLtrachomatisLandLNeisseriaLgonorrhoeaeLinfectionsLamongLwomenLinLsubbSaharanL
vfricaoLvLstructuredLreviewcLInternationallJournalloflSTDlandlAIDSaL2018aLgnaLmekbmgi 1.4 14

50 MicrobiologicalLxharacteristicsLofLxhlamydiaLtrachomatisLandLNeisseriaLgonorrhoeaeLInfectionsLinL
SouthLvfricanLWomencLJournalloflClinicallMicrobiologyaL2016aLjiaLgeebh 9.7 14

49 TheLtwobsidedLroleLofLtheLvaginalLmicrobiomeLinLxhlamydiaLtrachomatisLandLMycoplasmaL
genitaliumLpathogenesiscLJournalloflReproductivelImmunologyaL2018aLfheaLffbfl 4.2 14
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47 TLRgLhaplotypesLinLtheLsusceptibilityLtoLandLseverityLofLxhlamydiaLtrachomatisLinfectionsLinLyutchL
womencLDrugsloflTodayaL2009aLijLSupplLwaLklbli 2.5 13

46 xomparisonLofL®MTLprestoLassayLandLRocheLcobas´fiLimeeLxTdN®LassayLforLdetectionLofLxhlamydiaL
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45 TRvILbRfLisLaLnegativeLregulatorLofLprobinflammatoryLresponsesLandLmodulatesLlongbtermLsequelaeL
resultingLfromLxhlamydiaLtrachomatisLinfectionsLinLhumanscLPLoSlONEaL2014aLnaLenhnhn 3.7 11
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factorLsubfertilitycLDrugsloflTodayaL2009aLijLSupplLwaLljbmg 2.5 11

43 TLRnLKOLmiceaLhaplotypesLandLxP®LindicesLinLxhlamydiaLtrachomatisLinfectioncLDrugsloflTodayaL
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TranslationalLpotentialLintoLhealthLcareLofLbasicLgenomicLandLgeneticLfindingsLforLhumanL
immunodeficiencyLvirusaLxhlamydiaLtrachomatisaLandLhumanLpapillomaLviruscLBioMedlResearchl
InternationalaL2013aLgefhaLmngfek
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41 zffectLofLcytokineLlevelLvariationsLinLindividualsLonLtheLprogressionLandLoutcomeLofLbacterialL
urogenitalLinfectionsbbaLmetabanalysiscLPathogenslandlDiseaseaL2016aLliaL 4.2 9

40
yetectionLofLxhlamydiaLtrachomatisLandLNeisseriaLgonorrhoeaeLinLanLSTILpopulationoLperformancesL
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specimensLandLurethraldcervicovaginalLsamplescLBMJlOpenaL2013aLhaLeeehkel

3 9

39 zvaluationLofLPrestoUplusVLassayLandLLightMixLkitLTrichomonasLvaginalisLassayLforLdetectionLofL
TrichomonasLvaginalisLinLdryLvaginalLswabscLJournalloflMicrobiologicallMethodsaL2016aLfglaLfegbfei 2.8 9

38 SerovarLyLandLzLofLserogroupLwLinduceLhighestLserologicalLresponsesLinLurogenitalLxhlamydiaL
trachomatisLinfectionscLBMClInfectiouslDiseasesaL2014aLfiaLh 4 8

37
vLcandidateLgeneLapproachLofLimmuneLmediatorsLeffectingLtheLsusceptibilityLtoLandLseverityLofL
upperLgastrointestinalLtractLdiseasesLinLrelationLtoLHelicobacterLpyloriLandLzpsteinbwarrLvirusL
infectionscLEuropeanlJournalloflGastroenterologylandlHepatologyaL2005aLflaLfgfhbgi

2.2 8

36 NOygaLxyfiLandLTLRiLmutationsLdoLnotLinfluenceLresponseLtoLadalimumabLinLpatientsLwithLxrohnTsL
diseaseoLaLpreliminaryLreportcLRevistalEspanolalDelEnfermedadeslDigestivasaL2010aLfegaLjnfbj 0.9 8

35 TLRgaLTLRiLandLTLRnLgenotypesLandLhaplotypesLinLtheLsusceptibilityLtoLandLclinicalLcourseLofL
xhlamydiaLtrachomatisLinfectionsLinLyutchLwomencLPathogenslandlDiseaseaL2016aLliaLftvfel 4.2 7

34
yiagnosticsaLsurveillanceLandLmanagementLofLsexuallyLtransmittedLinfectionsLinLzuropeLhaveLtoLbeL
improvedoLlessonsLfromLtheLzuropeanLxonferenceLofLNationalLStrategiesLforLxhlamydiaLTrachomatisL
andLHumanLPapillomavirusLUNSxPLconferenceVLinLLatviaaLgeffcLJournalloflthelEuropeanlAcademylofl
DermatologylandlVenereologyaL2013aLglaLfhembff

4.6 6

33 HostLPolymorphismsLinLTLRnLandLILfeLvreLvssociatedLWithLtheLOutcomesLofLzxperimentalL
HaemophilusLducreyiLInfectionLinLHumanLVolunteerscLJournalloflInfectiouslDiseasesaL2016aLgfiaLimnbnj 7 5
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symptomatologyLandLseverityLofLinfectioncLPathogenslandlDiseaseaL2016aLliaL 4.2 5
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29 xp®LyNvLanalysisLofLbacterialLSTyscLBMClInfectiouslDiseasesaL2015aLfjaLglh 4 4
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fgkaLhlfbh

13.3 4
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2.5 4
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epidemiologicalLstudiescLJournalloflMicrobiologicallMethodsaL2018aLfiiaLfkibfkl 2.8 3

20 SerogroupLdistributionLofLurogenitalLxhlamydiaLtrachomatisLinLurbanLethnicLgroupsLinLTheL
NetherlandscLEpidemiologylandlInfectionaL2014aLfigaLienbfi 4.3 3

19 ®eneticLsimilaritiesLbetweenLtobaccoLuseLdisorderLandLrelatedLcomorbiditiesoLanLexploratoryLstudycL
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tubalLfactorLinfertilitycLSexuallandlReproductivelHealthcareaL2017aLfgaLfghbfgl 2.4 2
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11 SpecificLpolymorphismsLinLtheLvitaminLyLmetabolismLpathwayLareLnotLassociatedLwithLsusceptibilityL
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3
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toLgetLtestedLforLsexuallyLtransmittedLinfectionsLinLStLPetersburgcLSexuallylTransmittedlInfectionsaL
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