
Julia Metzger

ListiofiPublicationsibyiCitations

Source:ihttps:zzexalyycomzauthorxpdfz3396253zjuliaxmetzgerxpublicationsxbyxcitationsypdf

Version:i2024x04x27i

ThisidocumentihasibeenigeneratedibasedionitheipublicationsiandicitationsirecordedibyiexalyycomyiFori

theilatestiversioniofithisipublicationilistvivisititheilinkigiveniabovey

TheithirdicolumniisitheiimpactifactorirIFsiofitheijournalvianditheifourthicolumniisitheinumberiofi

citationsiofitheiarticley

40
papers

622
citations

14
h-index

24
g-index

43
ext. papers

899
ext. citations

4
avg, IF

4.08
L-index



l Paper IF Citations

40 RunsLofLhomozygosityLrevealLsignaturesLofLpositiveLselectionLforLreproductionLtraitsLinLbreedLandL
nonabreedLhorsesbLBMCsGenomicsZL2015ZLejZLkjh 4.5 77

39 yxpressionLlevelsLofLLwORLLareLassociatedLwithLbodyLsizeLinLhorsesbLPLoSsONEZL2013ZLlZLeijhmk 3.7 70

38 xevelopingLaLjkdkLgenotypingLarrayLtoLtagL~fMLSNPsLacrossLfhLhorseLbreedsbLBMCsGenomicsZL2017ZL
elZLiji 4.5 66

37 xeLnovoLZIwfLframeshiftLvariantLassociatedLwithLfrontonasalLdysplasiaLinLaLLimousinLcalfbLBMCs
GenomicsZL2021ZLffZLe 4.5 48

36 YLwhromosomeLUncoversLtheLRecentLOrientalLOriginLofLModernLStallionsbLCurrentsBiologyZL2017ZLfkZLfdfmafdgibei6.3 43

35 unalysisLofLcopyLnumberLvariantsLbyLthreeLdetectionLalgorithmsLandLtheirLassociationLwithLbodyLsizeL
inLhorsesbLBMCsGenomicsZL2013ZLehZLhlk 4.5 40

34 uLgenomeawideLassociationLstudyLidentifiesLriskLlociLtoLequineLrecurrentLuveitisLinL~ermanL
warmbloodLhorsesbLPLoSsONEZL2013ZLlZLekejem 3.7 39

33 uutozygosityLislandsLandLROHLpatternsLinLNelloreLlineagesnLevidenceLofLselectionLforLfunctionallyL
importantLtraitsbLBMCsGenomicsZL2018ZLemZLjld 4.5 19

32 NextLgenerationLsequencingLgivesLanLinsightLintoLtheLcharacteristicsLofLhighlyLselectedLbreedsL
versusLnonabreedLhorsesLinLtheLcourseLofLdomesticationbLBMCsGenomicsZL2014ZLeiZLijf 4.5 18

31 uLNovelLSLwfkuhLSpliceLucceptorLSiteLMutationLinL~reatLxanesLwithLIchthyosisbLPLoSsONEZL2015ZLedZLedeheieh3.7 17

30 ~eneticLriskLfactorsLforLosteochondrosisLinLvariousLhorseLbreedsbLEquinesVeterinarysJournalZL2018ZL
idZLiijaijg 2.4 16

29 ~enomeawideLassociationLstudyLforLsemenLqualityLtraitsLinL~ermanLWarmbloodLstallionsbLAnimals
ReproductionsScienceZL2016ZLekeZLleaj 2.1 16

28 WholeagenomeLsequencingLrevealsLaLpotentialLcausalLmutationLforLdwarfismLinLtheLMiniatureL
ShetlandLponybLMammaliansGenomeZL2017ZLflZLehgaeie 3.2 15

27 ScreeningLofLwholeLgenomeLsequencesLidentifiedLhighaimpactLvariantsLforLstallionLfertilitybLBMCs
GenomicsZL2016ZLekZLfll 4.5 15

26 ~enomeLdataLuncoverLfourLsynergisticLkeyLregulatorsLforLextremelyLsmallLbodyLsizeLinLhorsesbLBMCs
GenomicsZL2018ZLemZLhmf 4.5 13

25 TheLhorseLYLchromosomeLasLanLinformativeLmarkerLforLtracingLsireLlinesbLScientificsReportsZL2019ZLmZLjdmi4.9 12

24 ~enomeawideLlinkageLandLassociationLanalysisLidentifiesLmajorLgeneLlociLforLgutturalLpouchL
tympanyLinLurabianLandL~ermanLwarmbloodLhorsesbLPLoSsONEZL2012ZLkZLehejhd 3.7 12
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23 unLepistaticLeffectLofLKRTfiLonLSPjLisLinvolvedLinLcurlyLcoatLinLhorsesbLScientificsReportsZL2018ZLlZLjgkh 4.9 9

22 ImplicationLofLzKvPjLforLmaleLfertilityLinLhorsesbLReproductionsinsDomesticsAnimalsZL2015ZLidZLemiaemm 1.6 8

21 ~ermlineLmutationLwithinLwOLfueLassociatedLwithLlethalLchondrodysplasiaLinLaLpolledLHolsteinL
familybLBMCsGenomicsZL2017ZLelZLkjf 4.5 8

20 VariantLdetectionLandLrunsLofLhomozygosityLinLnextLgenerationLsequencingLdataLelucidateLtheL
geneticLbackgroundLofLLundehundLsyndromebLBMCsGenomicsZL2016ZLekZLigi 4.5 8

19
wlinicalZLcytogeneticLandLmolecularLgeneticLcharacterizationLofLaLtandemLfusionLtranslocationLinLaL
maleLHolsteinLcattleLwithLcongenitalLhypospadiasLandLaLventricularLseptalLdefectbLPLoSsONEZL2020ZL
eiZLedffkeek

3.7 6

18 HanoverianLzcWalineLcontributesLtoLsegregationLofLWarmbloodLfragileLfoalLsyndromeLtypeLeLvariantL
PLOxencbfdgf~ruLinLWarmbloodLhorsesbLEquinesVeterinarysJournalZL2021ZLigZLieaim 2.4 6

17 LossLofLwxhgLinLMurineLSertoliLwellsLLeadsLtoLulteredLPrepubertalLSertoliLwellLMaturationLandL
ImpairmentLofLtheLMitosisaMeiosisLSwitchbLCellsZL2020ZLmZL 7.9 5

16 wongenitalLIchthyosisLinLehL~reatLxaneLPuppiesLWithLaLNewLPresentationbLVeterinarysPathologyZL
2016ZLigZLjehafd 2.8 5

15 uLstudyLofLSharaPeiLdogsLrefutesLassociationLofLtheLTmeatmouthTLduplicationLnearLHuSfLwithL
zamilialLSharaPeiLzeverbLAnimalsGeneticsZL2014ZLhiZLkjgah 2.5 5

14 TracingLselectionLsignaturesLinLtheLpigLgenomeLgivesLevidenceLforLselectiveLpressuresLonLaLuniqueL
curlyLhairLphenotypeLinLMangalitzabLScientificsReportsZL2020ZLedZLffehf 4.9 4

13
~enomeawideLassociationLstudyLforLhereditaryLataxiaLinLtheLParsonLRussellLTerrierLandLxNuatestingL
forLataxiaaassociatedLmutationsLinLtheLParsonLandLJackLRussellLTerrierbLBMCsVeterinarysResearchZL
2016ZLefZLffi

2.7 4

12 wurlyLcoatLcausedLbyLaLkeratinLfkLvariantLwasLtransmittedLfromLzleckviehLintoL~ermanLungusbL
AnimalsGeneticsZL2018ZLhmZLghmagid 2.5 3

11 WholeLgenomeLsequencingLidentifiesLmissenseLmutationLinLMTvPLinLSharaPeiLaffectedLwithL
uutoinflammatoryLxiseaseLUSPuIxVbLBMCsGenomicsZL2017ZLelZLghl 4.5 3

10 uLrecessiveLlethalLchondrodysplasiaLinLaLminiatureLzebuLfamilyLresultsLfromLanLinsertionLaffectingL
theLchondroitinLsulfatLdomainLofLaggrecanbLBMCsGeneticsZL2018ZLemZLme 2.6 3

9 ~eneticsLofLyquineLOrthopedicLxiseasebLVeterinarysClinicssofsNorthsAmericasEquinesPracticeZL2020ZL
gjZLflmagde 1.9 2

8 PastLenvironmentalLchangesLaffectedLlemurLpopulationLdynamicsLpriorLtoLhumanLimpactLinL
MadagascarbLCommunicationssBiologyZL2021ZLhZLedlh 6.7 2

7 uLstructuralLU~xHLvariantLassociatedLwithLstandardLMunchkinLcatsbLBMCsGeneticsZL2020ZLfeZLjk 2.6 1

6 xemographicLassessmentLofLtheLxalmatianLdogLaLeffectiveLpopulationLsizeZLlinkageLdisequilibriumL
andLinbreedingLcoefficientsbLCaninesMedicinesandsGeneticsZL2020ZLkZLg 2.1 1
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5 SegregationLofLtheLhereditaryLthrombopathiaaassociatedLpolymorphismLinLpolledL~ermanLzleckviehL
cattlebLAnimalsGeneticsZL2015ZLhjZLilhai 2.5 1

4 ImpactLofLmodelLassumptionsLonLdemographicLinferencesnLtheLcaseLstudyLofLtwoLsympatricLmouseL
lemursLinLnorthwesternLMadagascarbLBmcsEcologysandsEvolutionZL2021ZLfeZLemk 21 1

3 StudyLofLcongenitalLMorgagnianLcataractsLinLHolsteinLcalvesbLPLoSsONEZL2019ZLehZLedffjlfg 3.7 1

2 uLcomparisonLofLstrategiesLforLgeneratingLartificialLreplicatesLinLRNuaseqLexperimentsbbLScientifics
ReportsZL2022ZLefZLkekd 4.9 0

1 ~enomeawideLassociationLanalysisLforLlethalLbrachycephalicalikeLfacialLdysmorphiaLinLLabradorL
RetrieversbLAnimalsGeneticsZL2020ZLieZLeffaefj 2.5
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