14

papers

15

all docs

1163117

615 8
citations h-index
15 15
docs citations times ranked

1058476
14

g-index

1093

citing authors



10

12

14

ARTICLE IF CITATIONS

Ubiquitin-directed AAA+ ATPase p97/VCP unfolds stable proteins crosslinked to DNA for proteolysis by
SPRTN. Journal of Biological Chemistry, 2022, 298, 101976.
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Structural Model of the Bilitranslocase Transmembrane Domain Supported by NMR and FRET Data.
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