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65 áutNblessNyoupNTheNmicrobiotacgutcbrainNaxisNinNirritableNbowelNsyndromeddNWorldiJournaliofi
GastroenterologybN2022bNhnbNjghcjig 5.6 1

64 xacteroidesNuniformisNy™yTNmmmgNalleviatesNinflammationNwithinNtheNgutcadiposeNtissueNaxisN
involvingNTLRkNsignalingNinNobeseNmicedNScientificiReportsbN2021bNggbNggmnn 4.9 6

63 óoldemanellaNbiformisNimprovesNglucoseNtoleranceNandNregulatesNáLPcgNsignalingNinNobeseNmicedN
FASEBiJournalbN2021bNikbNehgmij 0.9 1

62 xacteroidesNuniformisNy™yTNmmmgNModulatesNtheNxrainNRewardNResponseNtoNReduceNxingeN™atingN
andNwnxietycLikeNxehaviorNinNRatdNMoleculariNeurobiologybN2021bNknbNjokocjomo 6.2 2

61 combinedNwithNfiberNamplifiesNmetabolicNandNimmuneNbenefitsNinNobeseNmicedNGutiMicrobesbN2021bN
gibNgchf 8.8 18

60 SexbNFoodbNandNtheNáutNMicrobiotapNzisparateNResponseNtoNyaloricNRestrictionNzietNwithNFiberN
SupplementationNinNWomenNandNMendNMoleculariNutritioniandiFoodiResearchbN2021bNlkbNehfffool 5.9 7

59
MicrobialNenterotypesNbeyondNgenusNlevelpNspeciesNasNaNpredictiveNbiomarkerNforNweightNchangeN
uponNcontrolledNinterventionNwithNarabinoxylanNoligosaccharidesNinNoverweightNsubjectsdNGuti
MicrobesbN2020bNghbNgnjmlhm

8.8 9

58 xreastcMilkNMicrobiotaNLinkedNtoNyeliacNziseaseNzevelopmentNinNyhildrenpNwNPilotNStudyNFromNtheN
PreventyzNyohortdNFrontiersiiniMicrobiologybN2020bNggbNgiik 5.7 18

57 SafetyNwssessmentNofNy™yTNmmmgbNaNSymbiontNofNtheNáutNMicrobiotaNinNInfantsdNNutrientsbN2020bNghbN 6.7 11

56 áutNmicrobiotaNprofilesNinNcriticallyNillNpatientsbNpotentialNbiomarkersNandNriskNvariablesNforNsepsisdN
GutiMicrobesbN2020bNghbNgmfmlgf 8.8 31

55
StudyNprotocolNofNtheNxergenNbraincgutcmicrobiotacaxisNstudypNwNprospectiveNcasecreportN
characterizationNandNdietaryNinterventionNstudyNtoNevaluateNtheNeffectsNofNmicrobiotaNalterationsNonN
cognitionNandNanatomicalNandNfunctionalNbrainNconnectivityNinNpatientsNwithNirritableNbowelN
syndromedNMedicineitUnitediStatesubN2020bNoobNehgokf

1.8 5

54 InfusionNofNdonorNfecesNaffectsNtheNgutcbrainNaxisNinNhumansNwithNmetabolicNsyndromedNMoleculari
MetabolismbN2020bNjhbNgfgfml 8.8 15

53 NutritionalNinterestNofNdietaryNfiberNandNprebioticsNinNobesitypNLessonsNfromNtheNMyNewáutN
consortiumdNClinicaliNutritionbN2020bNiobNjgjcjhj 5.9 51

52
wrabinoxylanNoligosaccharidesNandNpolyunsaturatedNfattyNacidNeffectsNonNgutNmicrobiotaNandN
metabolicNmarkersNinNoverweightNindividualsNwithNsignsNofNmetabolicNsyndromepNwNrandomizedN
crosscoverNtrialdNClinicaliNutritionbN2020bNiobNlmcmo

5.9 44

51
TheNeffectNofNinulinNandNresistantNmaltodextrinNonNweightNlossNduringNenergyNrestrictionpNaN
randomisedbNplaceboccontrolledbNdoublecblindedNinterventiondNEuropeaniJournaliofiNutritionbN2020bN
kobNhkfmchkhj

5.2 18

50 zepletionNofNSpeciesNinNtheNMicrobiotaNofNObeseNyhildrenNRelatesNtoNIntestinalNInflammationNandN
MetabolicNPhenotypeNWorseningdNMSystemsbN2020bNkbN 7.6 77

49 Q™UROmicroMOOypNusingNTwitterNtoNshareNtrendsNinNMicrobiologyNworldwidedNFEMSiMicrobiologyi
LettersbN2019bNillbN 2.9 5
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48 wNMulticomicsNwpproachNtoNUnravelingNtheNMicrobiomecMediatedN™ffectsNofNwrabinoxylanN
OligosaccharidesNinNOverweightNóumansdNMSystemsbN2019bNjbN 7.6 40

47 wgarosecbasedNfreezecdriedNcapsulesNpreparedNbyNtheNoilcinducedNbiphasicNhydrogelNparticleN
formationNapproachNforNtheNprotectionNofNsensitiveNprobioticNbacteriadNFoodiHydrocolloidsbN2019bNnmbNjnmcjol10.6 34

46 zietaryNfatbNtheNgutNmicrobiotabNandNmetabolicNhealthNcNwNsystematicNreviewNconductedNwithinNtheN
MyNewáutNprojectdNClinicaliNutritionbN2019bNinbNhkfjchkhf 5.9 106

45 xifidobacteriumNpseudocatenulatumNy™yTNmmlkNsupplementationNimprovesNinflammatoryNstatusNinN
insulincresistantNobeseNchildrendNEuropeaniJournaliofiNutritionbN2019bNknbNhmnochnff 5.2 25

44 IncreasedNprevalenceNofNpathogenicNbacteriaNinNtheNgutNmicrobiotaNofNinfantsNatNriskNofNdevelopingN
celiacNdiseasepNTheNPROFIy™LNstudydNGutiMicrobesbN2018bNobNkkgckkn 8.8 37

43 áutNmicrobiotaNtrajectoryNinNearlyNlifeNmayNpredictNdevelopmentNofNceliacNdiseasedNMicrobiomebN2018bN
lbNil 16.6 69

42 PlantNsterolsNandNhumanNgutNmicrobiotaNrelationshippNwnNinNvitroNcolonicNfermentationNstudydNJournali
ofiFunctionaliFoodsbN2018bNjjbNihhciho 5.1 13

41 TowardsNmicrobiomecinformedNdietaryNrecommendationsNforNpromotingNmetabolicNandNmentalN
healthpNOpinionNpapersNofNtheNMyNewáutNprojectdNClinicaliNutritionbN2018bNimbNhgogchgom 5.9 20

40 TheNPotentialNRoleNofNtheNzipeptidylNPeptidasecjcLikeNwctivityNFromNtheNáutNMicrobiotaNonNtheNóostN
óealthdNFrontiersiiniMicrobiologybN2018bNobNgoff 5.7 29

39 PrecobeseNchildrenUsNdysbioticNgutNmicrobiomeNandNunhealthyNdietsNmayNpredictNtheNdevelopmentNofN
obesitydNCommunicationsiBiologybN2018bNgbNhhh 6.7 41

38 xacillusNsubtilisNexhibitsNMnmyclikeNtRNwNmodificationNactivitiesdNRNAiBiologybN2018bNgkbNgglmcggmi 4.8 6

37 áutNmicrobiotabNdietbNandNobesitycrelatedNdisorderscTheNgoodbNtheNbadbNandNtheNfutureNchallengesdN
MoleculariNutritioniandiFoodiResearchbN2017bNlgbNglffhkh 5.9 106

36 xifidobacteriumNy™yTNmmlkNmodulatesNearlyNstresscinducedNimmunebNneuroendocrineNandN
behavioralNalterationsNinNmicedNBrain,iBehavior,iandiImmunitybN2017bNlkbNjickl 16.6 87

35 MulticlocusNandNlongNampliconNsequencingNapproachNtoNstudyNmicrobialNdiversityNatNspeciesNlevelN
usingNtheNMinIONâ�¢NportableNnanoporeNsequencerdNGigaSciencebN2017bNlbNgcgh 7.6 48

34 FromNxacterialNáenomicsNtoNóumanNóealthN2017bNgkocgmh

33 TheNálycolyticNVersatilityNofNy™yTNmmmgNandNItsNáenomeNResponseNtoNOligoNandNPolysaccharidesdN
FrontiersiiniCellulariandiInfectioniMicrobiologybN2017bNmbNini 5.9 29

32 PangenomecwideNandNmolecularNevolutionNanalysesNofNtheNPseudomonasNaeruginosaNspeciesdNBMCi
GenomicsbN2016bNgmbNjk 4.5 59

31 SpeciesclevelNresolutionNofNglSNrRNwNgeneNampliconsNsequencedNthroughNtheNMinIONâ�¢NportableN
nanoporeNsequencerdNGigaSciencebN2016bNkbNj 7.6 123
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30 TargetingNtheNMicrobiotaN2016bNgmcif 1

29
LactobacillusNfermentumNyRLgjjlNwmelioratesNOxidativeNandNMetabolicNParametersNbyNIncreasingN
IntestinalNFeruloylN™steraseNwctivityNandNModulatingNMicrobiotaNinNyaloriccRestrictedNMicedNNutrients
bN2016bNnbN

6.7 22

28
áenomeNStructureNofNtheNSymbiontNxifidobacteriumNpseudocatenulatumNy™yTNmmlkNandNáeneN
™xpressionNProfilingNinNResponseNtoNLactuloseczerivedNOligosaccharidesdNFrontiersiiniMicrobiologybN
2016bNmbNlhj

5.7 7

27 ImpactNofNdietaryNfiberNandNfatNonNgutNmicrobiotaNrecmodelingNandNmetabolicNhealthdNTrendsiiniFoodi
ScienceiandiTechnologybN2016bNkmbNhfgchgh 15.3 37

26 StreptococcusNdentisaniNspdNnovdbNaNnovelNmemberNofNtheNmitisNgroupdNInternationaliJournaliofi
SystematiciandiEvolutionaryiMicrobiologybN2014bNljbNlfclk 2.2 48

25 ™volutionaryNandNsequencecbasedNrelationshipsNinNbacterialNwdoMetcdependentNnonccodingNRNwN
methyltransferasesdNBMCiResearchiNotesbN2014bNmbNjjf 2.3 9

24 MicrobiotaNdiversityNandNgeneNexpressionNdynamicsNinNhumanNoralNbiofilmsdNBMCiGenomicsbN2014bNgkbNigg4.5 108

23 iTRwQbNTheNóighNThroughputNzataNwnalysisNofNProteinsNtoNUnderstandNImmunologicN™xpressionNinN
InsectdNAdvancesiiniIntelligentiSystemsiandiComputingbN2014bNinmcioj 0.4

22 zevelopmentNofNquantitativeNproteomicsNusingNiTRwQNbasedNonNtheNimmunologicalNresponseNofN
áalleriaNmellonellaNlarvaeNchallengedNwithNFusariumNoxysporumNmicroconidiadNPLoSiONEbN2014bNobNegghgmo3.7 15

21 ImpairingNmethylationsNatNribosomeNRNwbNaNpointNmutationcdependentNstrategyNforNaminoglycosideN
resistancepNtheNrsmáNcasedNBiomedicabN2014bNijNSupplNgbNjgco 0.9 11

20 StreptococcusNdentisaniNspdNnovdbNaNnovelNmemberNofNtheNmitisNgroupdNInternationaliJournaliofi
SystematiciandiEvolutionaryiMicrobiologybN2014bNljbNgfmicgfmi 2.2 2

19 MutacionesNenNgenesNmodificadoresNdeNwRNNribosˆ‡micoNyNlaNresistenciaNaNaminoglucˆ‡sidospNelNcasoN
delNgenNrsmádNBiomedicabN2013bNijbNjg 0.9 6

18 zetectionNofNtransientNbacteraemiaNfollowingNdentalNextractionsNbyNglSNrzNwNpyrosequencingpNaN
pilotNstudydNPLoSiONEbN2013bNnbNekmmnh 3.7 43

17 TheN™scherichiaNcoliNRlmNNmethyltransferaseNisNaNdualcspecificityNenzymeNthatNmodifiesNbothNrRNwN
andNtRNwNandNcontrolsNtranslationalNaccuracydNRnabN2012bNgnbNgmnicok 5.8 63

16 RegulationNofNexpressionNandNcatalyticNactivityNofN™scherichiaNcoliNRsmáNmethyltransferasedNRnabN
2012bNgnbNmokcnfl 5.8 12

15 ™nzymologyNofNtRNwNmodificationNinNtheNbacterialNMnm™áNpathwaydNBiochimiebN2012bNojbNgkgfchf 4.6 52

14 wNpracticalNguideNforNtheNcomputationalNselectionNofNresiduesNtoNbeNexperimentallyNcharacterizedNinN
proteinNfamiliesdNBriefingsiiniBioinformaticsbN2012bNgibNihocil 13.4 9

13 xioinformˆ¡ticaNenNyolombiapNpresenteNyNfuturoNdeNlaNinvestigaciˆ‡nNbiocomputacionaldNBiomedicabN
2010bNifbNgmf 0.9 2
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12 YibKNisNtheNhUcOcmethyltransferaseNTrmLNthatNmodifiesNtheNwobbleNnucleotideNinN™scherichiaNcoliN
tRNwVLeuWNisoacceptorsdNRnabN2010bNglbNhgigcji 5.8 53

11 yonsiderationsNtoNimproveNfunctionalNannotationsNinNbiologicalNdatabasesdNOMICSiAiJournaliofi
IntegrativeiBiologybN2009bNgibNkhmcik 3.8 8

10 StructurecfunctionNanalysisNofN™scherichiaNcoliNMnmáNVáidwWbNaNhighlyNconservedNtRNwcmodifyingN
enzymedNJournaliofiBacteriologybN2009bNgogbNmlgjco 3.5 37

9 zissectionNofNfunctionalNresiduesNinNreceptorNactivitycmodifyingNproteinsNthroughNphylogeneticNandN
statisticalNanalysesdNEvolutionaryiBioinformaticsbN2008bNjbNgkiclo 1.9 6

8 SequenceNanalysisNofNtheNReceptorNwctivitycModifyingNProteinsNfamilybNnewNputativeNpeptidesNandN
structuralNconformationNinferencedNIniSilicoiBiologybN2006bNlbNjlmcni 2 7

7 PopulationNanalysisNfromNghNmicrosatelliteNlociNreveledNbyNsilverNstainNandNassistedNbyNcomputerN
softwaredNInternationaliCongressiSeriesbN2004bNghlgbNhfmchfo

6
ResultsNofNtheNá™PcISFáNcollaborativeNstudyNonNtwoNYcSTRsNtetraplexespNá™PYNINVzYSjlgbNáwTwNyjbN
zYSjimNandNzYSjinWNandNá™PYNIINVzYSjlfbNáwTwNwgfbNáwTwNójNandNzYSjioWdNForensiciSciencei
InternationalbN2003bNgikbNgknclh

2.6 14

5 wllelicNfrequenciesNatNghNSTRNlociNinNyolombianNpopulationdNForensiciScienceiInternationalbN2003bNgilbNnlcn2.6 5

4 PopulationNdataNofNnewNYcchromosomeNSTRsNáwTwNyjbNzYSjinbNzYSjimbNáwTwNwmdhbNáwTwNójbN
zYSjioNandNáwTwNwgfNinNmalesNfromNyolombiadNForensiciScienceiInternationalbN2003bNgikbNhjicl 2.6 1

3 SpeciesclevelNresolutionNofNglSNrRNwNgeneNampliconsNsequencedNthroughNtheNMinIONTMNportableN
nanoporeNsequencer 1

2 MulticlocusNandNlongNampliconNsequencingNapproachNtoNstudyNmicrobialNdiversityNatNspeciesNlevelN
usingNtheNMinIONâ�¢NportableNnanoporeNsequencer 1

1 StrandcwiseNandNbaitcassistedNassemblyNofNnearlycfullrrnoperonsNappliedNtoNassessNspeciesN
engraftmentNafterNfaecalNmicrobiotaNtransplantation 3
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