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157 Water buffalo genome characterization by the Illumina BovineHD BeadChip. Genetics and Molecular
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159 Association between single nucleotide polymorphisms and sexual precocity in Nellore heifers. Animal
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and subcutaneous fat thickness in Nelore cattle. Genetics and Molecular Research, 2011, 10, 2944-2952. 0.2 13
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193 Use of gene expression profile to identify potentially relevant transcripts to myofibrillar
fragmentation index trait. Functional and Integrative Genomics, 2020, 20, 609-619. 3.5 10
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201 EstimaÃ§Ã£o de parÃ¢metros genÃ©ticos em caprinos leiteiros por meio de anÃ¡lise de regressÃ£o aleatÃ³ria
utilizando-se a Amostragem de Gibbs. Revista Brasileira De Zootecnia, 2006, 35, 706-714. 0.8 9

202 Estimativas de parÃ¢metros genÃ©ticos de caracterÃsticas de crescimento em um rebanho Caracu
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216 Prediction of genomic breeding values for reproductive traits in Nellore heifers. Theriogenology,
2019, 125, 12-17. 2.1 8



14

Lucia G Albuquerque

# Article IF Citations

217 Genomeâ€•enabled prediction of reproductive traits in Nellore cattle using parametric models and
machine learning methods. Animal Genetics, 2021, 52, 32-46. 1.7 8

218 Estudo preliminar da influÃªncia do perÃmetro escrotal sobre a libido em touros jovens da raÃ§a Nelore.
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Zootecnia, 2016, 65, 145-154. 0.1 7

231 Breeding value accuracy estimates for growth traits using random regression and multi-trait models
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