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regression models. Journal of Dairy Research, 2012, 79, 272-279. 1.4 13

157 Water buffalo genome characterization by the Illumina BovineHD BeadChip. Genetics and Molecular
Research, 2014, 13, 4202-4215. 0.2 13

158 Genetic association between temperament and sexual precocity indicator traits in Nellore cattle.
Journal of Applied Genetics, 2015, 56, 349-354. 1.9 13

159 Association between single nucleotide polymorphisms and sexual precocity in Nellore heifers. Animal
Reproduction Science, 2017, 177, 88-96. 1.5 13

160
RAPID COMMUNICATION: Multi-breed validation study unraveled genomic regions associated with
puberty traits segregating across tropically adapted breeds1. Journal of Animal Science, 2019, 97,
3027-3033.

0.5 13
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163 Genome-wide prediction for complex traits under the presence of dominance effects in simulated
populations using GBLUP and machine learning methods. Journal of Animal Science, 2020, 98, . 0.5 13

164 Genomic reaction norm models exploiting genotypeÂ Ã—Â environment interaction on sexual precocity
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168 CaracterÃ­sticas reprodutivas e suas associaÃ§Ãµes com outras caracterÃ­sticas de importÃ¢ncia econÃ´mica
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controle e em 305 dias de lactaÃ§Ã£o de vacas da raÃ§a Gir. Revista Brasileira De Zootecnia, 2002, 31,
1953-1963.

0.8 11
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175 Milk fatty acid characterization and genetic parameter estimates for milk conjugated linoleic acid in
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0.8 9
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cattle in Brazil. Livestock Science, 2012, 150, 401-406. 1.6 8
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240 Uncovering Sub-Structure and Genomic Profiles in Across-Countries Subpopulations of Angus Cattle.
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