46

papers

47

all docs

331670

2,443 21
citations h-index
47 47
docs citations times ranked

377865
34

g-index

3888

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

IFN-I= inhibits HBV transcription and replication in cell culture and in humanized mice by targeting the
epigenetic regulation of the nuclear cccDNA minichromosome. Journal of Clinical Investigation, 2012,
122, 529-537.

Nuclear HBx binds the HBV minichromosome and modifies the epigenetic regulation of cccDNA
function. Proceedings of the National Academy of Sciences of the United States of America, 2009, 106, 7.1 403
19975-19979.

Targeting mitochondrial dysfunction can restore antiviral activity of exhausted HBV-specific CD8 T
cells in chronic hepatitis B. Nature Medicine, 2017, 23, 327-336.

Transcriptional regulation of miR-224 upregulated in human HCCs by NFi?B inflammatory pathways. a7 134
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Differential regulation of sodium/iodide symporter NIS gene promoter by p53, p63 and p73 in human
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