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j Paper IF Citations

90 MolecularMbasisMofMprimingainducedMacquiredMtoleranceMtoMmultipleMabioticMstressesMinMplantsbbM
JournaliofiExperimentaliBotanyZM2022ZM 7 1

89 MicroRNuMprofilesMinMSorghumMexposedMtoMindividualMdroughtMorMheatMorMtheirMcombinationbMJournali
ofiPlantiBiochemistryiandiBiotechnologyZM2021ZMgdZMlhl 1.6 1

88 SpliceMVariantsMofMSuperoxideMxismutasesMinMRiceMandMTheirMyxpressionMProfilesMunderMubioticM
StressesbMInternationaliJournaliofiMoleculariSciencesZM2021ZMffZM 6.3 2

87 TheMneglectedMotherMhalfMaMroleMofMtheMpistilMinMplantMheatMstressMresponsesbMPlantxiCelliandi
EnvironmentZM2021ZMhhZMffddaffed 8.4 9

86 wharacterizingMmicroRNusMandMtheirMtargetsMinMdifferentMorgansMofMwamelliaMsinensisMvarbMassamicabM
GenomicsZM2021ZMeegZMeimaekd 4.3 4

85 TheMyffectMofMxroughtMonMTranscriptomeMandMHormonalMProfilesMinMvarleyMGenotypesMWithM
wontrastingMxroughtMTolerancebMFrontiersiiniPlantiScienceZM2020ZMeeZMjelhme 6.2 12

84 MolecularMwharacterizationMofMaMxateMPalmMVascularMHighwayMeaInteractingMKinaseMUVMUnderMubioticM
StressesbMGenesZM2020ZMeeZM 4.2 3

83 ypigeneticsMandMepigenomicsnMunderlyingMmechanismsZMrelevanceZMandMimplicationsMinMcropM
improvementbMFunctionaliandiIntegrativeiGenomicsZM2020ZMfdZMkgmakje 3.8 18

82 MetabolomicManalysisMofMdateMpalmMseedlingsMexposedMtoMsalinityMandMsiliconMtreatmentsbMPlanti
SignalingiandiBehaviorZM2019ZMehZMejjgeef 2.5 20

81 unalysisMofMmicroRNusZMphasedMsmallMinterferingMRNusMandMtheirMpotentialMtargetsMinMRosarugosaM
ThunbbMBMCiGenomicsZM2019ZMemZMmlg 4.5 10

80 OverexpressionMofMaMGeneMfromMxateMPalmMwonfersMubioticMStressMToleranceMtoMYeastMandbM
InternationaliJournaliofiMoleculariSciencesZM2019ZMfdZM 6.3 26

79 WateradeficitMresponsiveMmicroRNusMinMtheMprimaryMrootMgrowthMzoneMofMmaizebMBMCiPlantiBiologyZM
2019ZMemZMhhk 5.3 8

78 womparativeMWaterMRelationsMofMTwoMwontrastingMxateMPalmMGenotypesMunderMSalinitybMInternationali
JournaliofiAgronomyZM2019ZMfdemZMeaej 1.9 5

77 unMimprovedMmethodMofMconstructingMdegradomeMlibraryMsuitableMforMsequencingMusingMIlluminaM
platformbMPlantiMethodsZM2019ZMeiZMegh 5.8 1

76 GenomeawideMidentificationMandMcomprehensiveManalysisMofMmicroRNusMandMphasedMsmallM
interferingMRNusMinMwatermelonbMBMCiGenomicsZM2018ZMemZMeee 4.5 11

75 womparativeMtranscriptomeMandMtranslatomeManalysisMinMcontrastingMriceMgenotypesMrevealsM
differentialMmRNuMtranslationMinMsaltatolerantMPokkaliMunderMsaltMstressbMBMCiGenomicsZM2018ZMemZMmgi 4.5 27

74 GenotypeaMandMtissueaspecificMmiRNuMprofilesMandMtheirMtargetsMinMthreeMalfalfaMUMedicagoMsativaMLVM
genotypesbMBMCiGenomicsZM2018ZMemZMmeg 4.5 10

Ramanjulu Sunkar

2



73 MicroRNusZMtasiRNusZMphasiRNusZMandMTheirMPotentialMzunctionsMinMPineapplebMPlantiGeneticsiandi
Genomics:iCropsiandiModelsZM2018ZMejkaelf 0.2 1

72 GenomeawideMexpressionMprofilingMinMleavesMandMrootsMofMdateMpalmMUPhoenixMdactyliferaMLbVMexposedM
toMsalinitybMBMCiGenomicsZM2017ZMelZMfhj 4.5 43

71 MicroRNuMdynamicsMinMaMwildMandMcultivatedMspeciesMofMwonvolvulaceaeMexposedMtoMdroughtMstressbM
PhysiologyiandiMoleculariBiologyiofiPlantsZM2017ZMfgZMfmeagdd 2.8 7

70 PearlMmilletMgenomeMsequenceMprovidesMaMresourceMtoMimproveMagronomicMtraitsMinMaridM
environmentsbMNatureiBiotechnologyZM2017ZMgiZMmjmamkj 44.5 197

69 SmallMRNuMprofilesMfromMPanaxMnotoginsengMrootsMdifferingMinMsizesMrevealMcorrelationMbetweenM
miReijMabundancesMandMrootMbiomassMlevelsbMScientificiReportsZM2017ZMkZMmhel 4.9 14

68 xeterminingMGlutathioneMLevelsMinMPlantsbMMethodsiiniMoleculariBiologyZM2017ZMejgeZMfkgafkk 1.4 12

67 whIPaSeqMunalysisMforMIdentifyingMGenomeaWideMHistoneMModificationsMussociatedMwithM
StressaResponsiveMGenesMinMPlantsbMMethodsiiniMoleculariBiologyZM2017ZMejgeZMegmaehm 1.4 1

66 IsolationMofMPolysomalMRNuMforMunalyzingMStressaResponsiveMGenesMRegulatedMatMtheMTranslationalM
LevelMinMPlantsbMMethodsiiniMoleculariBiologyZM2017ZMejgeZMeieaeje 1.4 1

65 yffectMofMhighMtemperatureMonMyieldMassociatedMparametersMandMvascularMbundleMdevelopmentMinMfiveM
potatoMcultivarsbMScientiaiHorticulturaeZM2017ZMffiZMeghaehd 4.1 9

64 MicroRNuMexpressionMprofilesMinMtheMemergingMtillersMandMinflorescenceMofMswitchgrassZMaMmajorM
feedstockMforMbiofuelMproductionbMIndianiJournaliofiPlantiPhysiologyZM2017ZMffZMiilaiji 2

63 ZymographicMMethodMforMxistinguishingMxifferentMwlassesMofMSuperoxideMxismutasesMinMPlantsbM
MethodsiiniMoleculariBiologyZM2017ZMejgeZMffeaffk 1.4 5

62 wharacterizationMofMdroughtaMandMheataresponsiveMmicroRNusMinMswitchgrassbMPlantiScienceZM2016ZM
fhfZMfehaffg 5.3 66

61 IdentificationMofMmicroRNusZMphasiRNusMandMTheirMTargetsMinMPineapplebMTropicaliPlantiBiologyZM2016ZM
mZMekjaelj 1.6 18

60 IdentificationMofMReferenceMGenesMforMQuantitativeMRealaTimeMPwRMinMxateMPalmMUPhoenixMdactyliferaM
LbVMSubjectedMtoMxroughtMandMSalinitybMPLoSiONEZM2016ZMeeZMedejjfej 3.7 18

59 SmallMRNuMprofilesMinMsoybeanMprimaryMrootMtipsMunderMwaterMdeficitbMBMCiSystemsiBiologyZM2016ZMedZMefj 3.5 22

58 HighMthroughputMsequencingMofMsmallMRNuMcomponentMofMleavesMandMinflorescenceMrevealedM
conservedMandMnovelMmiRNusMasMwellMasMphasiRNuMlociMinMchickpeabMPlantiScienceZM2015ZMfgiZMhjaik 5.3 47

57 TheMpineappleMgenomeMandMtheMevolutionMofMwuMMphotosynthesisbMNatureiGeneticsZM2015ZMhkZMehgiahf 36.3 309

56 uMgenomeawideMidentificationMofMtheMmiRNuomeMinMresponseMtoMsalinityMstressMinMdateMpalmMUPhoenixM
dactyliferaMLbVbMFrontiersiiniPlantiScienceZM2015ZMjZMmhj 6.2 41
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55 GenomeawideMidentificationMofMtheMPhaseolusMvulgarisMsRNuomeMusingMsmallMRNuMandMdegradomeM
sequencingbMBMCiGenomicsZM2015ZMejZMhfg 4.5 36

54 NutrientaMandMotherMstressaresponsiveMmicroRNusMinMplantsnMRoleMforMthiolabasedMredoxMsignalingbM
PlantiSignalingiandiBehaviorZM2015ZMedZMeededmej 2.5 10

53
IdentificationMofMconservedMandMnovelMmicroRNusMinMManducaMsextaMandMtheirMpossibleMrolesMinMtheM
expressionMregulationMofMimmunityarelatedMgenesbMInsectiBiochemistryiandiMoleculariBiologyZM2014ZM
hkZMefaff

4.5 31

52
unalysisMofMbiochemicalMvariationsMandMmicroRNuMexpressionMinMwildMUMIpomoeaMcampanulataMVMandM
cultivatedMUMJacquemontiaMpentanthaMVMspeciesMexposedMtoMinMvivoMwaterMstressbMPhysiologyiandi
MoleculariBiologyiofiPlantsZM2014ZMfdZMikajk

2.8 10

51 GenomeawideMdiscoveryMandManalysisMofMphasedMsmallMinterferingMRNusMinMwhineseMsacredMlotusbMPLoSi
ONEZM2014ZMmZMeeegkmd 3.7 23

50 GlobalMandMlocalMperturbationMofMtheMtomatoMmicroRNuMpathwayMbyMaMtransaactivatedMxIwyRaLIKyMeM
mutantbMJournaliofiExperimentaliBotanyZM2014ZMjiZMkfiagm 7 20

49 SexMspecificMexpressionMandMdistributionMofMsmallMRNusMinMpapayabMBMCiGenomicsZM2014ZMeiZMfd 4.5 20

48 RedoxMsignalingMmediatesMtheMexpressionMofMaMsulfateadeprivationainducibleMmicroRNugmiMinM
urabidopsisbMPlantiJournalZM2014ZMkkZMliamj 6.9 57

47 xynamicMRegulationMofMNovelMandMwonservedMmiRNusMucrossMVariousMTissuesMofMxiverseMwucurbitM
SpeciesbMPlantiMoleculariBiologyiReporterZM2013ZMgeZMggiaghg 1.7 5

46 GenomeaWideMunalysisMofMMicroRNusMinMSacredMLotusZMNelumboMnuciferaMUGaertnVbMTropicaliPlanti
BiologyZM2013ZMjZMeekaegd 1.6 24

45 ImpactMofMwlimateMwhangeMonMMicroRNuMyxpressionMinMPlantsM2013ZMidkaifd 1

44 GenomeMofMtheMlongalivingMsacredMlotusMUNelumboMnuciferaMGaertnbVbMGenomeiBiologyZM2013ZMehZMRhe 18.3 241

43 GlobalMidentificationMofMsmallMRNuMtargetsMinMplantsMbyMsequencingMslicedMendsMofMmessengerMRNusbM
MethodsiiniMoleculariBiologyZM2013ZMmijZMeemafm 1.4 5

42 wharacterizationMofMsmallMRNusMandMtheirMtargetMgenesMinMwheatMseedlingsMusingMsequencingabasedM
approachesbMPlantiScienceZM2013ZMfdgafdhZMekafh 5.3 37

41 HighathroughputMsequenceManalysisMofMsmallMRNusMinMgrapevineMUVitisMviniferaMLbVMaffectedMbyM
grapevineMleafrollMdiseasebMMoleculariPlantiPathologyZM2012ZMegZMedjdakj 5.7 49

40 OverexpressionMofMmiReijMinMswitchgrassMUPanicumMvirgatumMLbVMresultsMinMvariousMmorphologicalM
alterationsMandMleadsMtoMimprovedMbiomassMproductionbMPlantiBiotechnologyiJournalZM2012ZMedZMhhgaif 11.6 226

39 zunctionsMofMmicroRNusMinMplantMstressMresponsesbMTrendsiiniPlantiScienceZM2012ZMekZMemjafdg 13.1 702

38 IdentificationMandMdevelopmentalMprofilingMofMconservedMandMnovelMmicroRNusMinMManducaMsextabM
InsectiBiochemistryiandiMoleculariBiologyZM2012ZMhfZMgleami 4.5 49
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37 wharacterizationMofMtheMsmallMRNuMcomponentMofMleavesMandMfruitsMfromMfourMdifferentMcucurbitM
speciesbMBMCiGenomicsZM2012ZMegZMgfm 4.5 45

36 wucumisMmeloMmicroRNuMexpressionMprofileMduringMaphidMherbivoryMinMaMresistantMandMsusceptibleM
interactionbMMoleculariPlantyMicrobeiInteractionsZM2012ZMfiZMlgmahl 3.6 42

35 usymmetricMpurineapyrimidineMdistributionMinMcellularMsmallMRNuMpopulationMofMpapayabMBMCi
GenomicsZM2012ZMegZMjlf 4.5 19

34 yxpressionMofMsmallMRNuMinMuphisMgossypiiMandMitsMpotentialMroleMinMtheMresistanceMinteractionMwithM
melonbMPLoSiONEZM2012ZMkZMehlikm 3.7 27

33 RoleMofMmicroRNusMinMPlantMudaptationMtoMynvironmentalMStressesbMSignalingiandiCommunicationiini
PlantsZM2012ZMfemafgf 1 5

32 SeqTarnManMeffectiveMmethodMforMidentifyingMmicroRNuMguidedMcleavageMsitesMfromMdegradomeMofM
polyadenylatedMtranscriptsMinMplantsbMNucleiciAcidsiResearchZM2012ZMhdZMefl 20.1 84

31 microRNusMresponsiveMtoMozoneainducedMoxidativeMstressMinMurabidopsisMthalianabMPlantiSignalingi
andiBehaviorZM2012ZMkZMhlhame 2.5 26

30 IdentificationMandMtemporalMexpressionManalysisMofMconservedMandMnovelMmicroRNusMinMSorghumbM
GenomicsZM2011ZMmlZMhjdal 4.3 56

29 TranscriptomeawideMidentificationMofMmicroRNuMtargetsMinMricebMPlantiJournalZM2010ZMjfZMkhfaim 6.9 311

28 GeneMregulationMduringMcoldMstressMacclimationMinMplantsbMMethodsiiniMoleculariBiologyZM2010ZMjgmZMgmaii 1.4 257

27 IdentificationMofMmicroRNusMandMtheirMtargetsMinMswitchgrassZMaMmodelMbiofuelMplantMspeciesbMJournali
ofiPlantiPhysiologyZM2010ZMejkZMlmjamdh 3.6 58

26 MicroRNusMwithMmacroaeffectsMonMplantMstressMresponsesbMSeminarsiiniCelliandiDevelopmentali
BiologyZM2010ZMfeZMldiaee 7.5 212

25 wloningMofMstressaresponsiveMmicroRNusMandMotherMsmallMRNusMfromMplantsbMMethodsiiniMoleculari
BiologyZM2010ZMjgmZMfgmaie 1.4 7

24 NonacodingMsmallMRNusMresponsiveMtoMabioticMstressMinMwheatMUTriticumMaestivumMLbVbMFunctionaliandi
IntegrativeiGenomicsZM2010ZMedZMelkamd 3.8 62

23 xeepMsequencingMofMsmallMRNuMlibrariesMrevealsMdynamicMregulationMofMconservedMandMnovelM
microRNusMandMmicroRNuastarsMduringMsilkwormMdevelopmentbMBMCiGenomicsZM2010ZMeeZMif 4.5 154

22 SlicedMmicroRNuMtargetsMandMpreciseMloopafirstMprocessingMofMMIRgemMhairpinsMrevealedMbyManalysisM
ofMtheMPhyscomitrellaMpatensMdegradomebMRnaZM2009ZMeiZMfeefafe 5.8 136

21 wloningZMcharacterizationMandMexpressionManalysisMofMporcineMmicroRNusbMBMCiGenomicsZM2009ZMedZMji 4.5 84

20 vioticMandMabioticMstressMdownaregulateMmiRgmlMexpressionMinMurabidopsisbMPlantaZM2009ZMffmZMeddmaeh 4.7 309
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19 wloningMandMcharacterizationMofMsmallMRNusMfromMMedicagoMtruncatulaMrevealsMfourMnovelM
legumeaspecificMmicroRNuMfamiliesbMNewiPhytologistZM2009ZMelhZMliaml 9.8 143

18 GenomeawideMidentificationMandManalysisMofMsmallMRNusMoriginatedMfromMnaturalMantisenseM
transcriptsMinMOryzaMsativabMGenomeiResearchZM2009ZMemZMkdal 9.7 95

17 NovelMandMnodulationaregulatedMmicroRNusMinMsoybeanMrootsbMBMCiGenomicsZM2008ZMmZMejd 4.5 248

16 IdentificationMofMnovelMandMcandidateMmiRNusMinMriceMbyMhighMthroughputMsequencingbMBMCiPlanti
BiologyZM2008ZMlZMfi 5.3 388

15 InMsilicoMidentificationMofMconservedMmicroRNusMinMlargeMnumberMofMdiverseMplantMspeciesbMBMCiPlanti
BiologyZM2008ZMlZMgk 5.3 291

14 TheMroleMofMmicroRNusMandMotherMendogenousMsmallMRNusMinMplantMstressMresponsesbMBiochimicaiEti
BiophysicaiActaiyiGeneiRegulatoryiMechanismsZM2008ZMekkmZMkhgal 6 211

13 MicroMRNusMandMShortainterferingMRNusMinMPlantsbMJournaliofiIntegrativeiPlantiBiologyZM2007ZMhmZMlekalfj 8.3 67

12 SmallMRNusMasMbigMplayersMinMplantMabioticMstressMresponsesMandMnutrientMdeprivationbMTrendsiiniPlanti
ScienceZM2007ZMefZMgdeam 13.1 726

11 PosttranscriptionalMinductionMofMtwoMwucZnMsuperoxideMdismutaseMgenesMinMurabidopsisMisMmediatedM
byMdownregulationMofMmiRgmlMandMimportantMforMoxidativeMstressMtolerancebMPlantiCellZM2006ZMelZMfdieaji11.6 937

10 yndogenousMsiRNusMderivedMfromMaMpairMofMnaturalMcisaantisenseMtranscriptsMregulateMsaltMtoleranceM
inMurabidopsisbMCellZM2005ZMefgZMefkmame 56.2 887

9 xroughtMandMSaltMToleranceMinMPlantsbMCriticaliReviewsiiniPlantiSciencesZM2005ZMfhZMfgail 5.6 1674

8 xetailedMexpressionManalysisMofMselectedMgenesMofMtheMaldehydeMdehydrogenaseMUuLxHVMgeneM
superfamilyMinMurabidopsisMthalianabMPlantiMoleculariBiologyZM2005ZMikZMgeiagf 4.6 105

7 wloningMandMcharacterizationMofMmicroRNusMfromMricebMPlantiCellZM2005ZMekZMegmkahee 11.6 429

6 IdentificationMandMcharacterizationMofMendogenousMsmallMinterferingMRNusMfromMricebMNucleiciAcidsi
ResearchZM2005ZMggZMhhhgaih 20.1 89

5 NovelMandMstressaregulatedMmicroRNusMandMotherMsmallMRNusMfromMurabidopsisbMPlantiCellZM2004ZMejZMfddeaem11.6 1475

4 OverexpressionMofMaMstressainducibleMaldehydeMdehydrogenaseMgeneMfromMurabidopsisMthalianaMinM
transgenicMplantsMimprovesMstressMtolerancebMPlantiJournalZM2003ZMgiZMhifajh 6.9 338

3 yxpressionMofMaMtruncatedMtobaccoMNtwvPhMchannelMinMtransgenicMplantsMandMdisruptionMofMtheM
homologousMurabidopsisMwNGweMgeneMconferMPbfYMtolerancebMPlantiJournalZM2000ZMfhZMiggahf 6.9 153

2 uMtobaccoMplasmaMmembraneMcalmodulinabindingMtransporterMconfersMNifYMtoleranceMandMPbfYM
hypersensitivityMinMtransgenicMplantsbMPlantiJournalZM1999ZMfdZMekealf 6.9 233
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1 uMhighMresolutionMsingleMmoleculeMsequencingabasedMurabidopsisMtranscriptomeMusingMnovelM
methodsMofMIsoaseqManalysis 1
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