3

papers

6

all docs

2682572

25 2
citations h-index
6 6
docs citations times ranked

2550090

g-index

19

citing authors



ARTICLE

A reproducibility analysis-based statistical framework for residued€“residue evolutionary coupling
detection. Briefings in Bioinformatics, 2022, 23, .

Protein complex structure prediction powered by multiple sequence alignments of interologs from
multiple taxonomic ranks and AlphaFold2. Briefings in Bioinformatics, 2022, 23, .

ImEroved protein contact prediction using dimensional hybrid residual networks and singularity
en

anced loss function. Briefings in Bioinformatics, 2021, 22, .

6.5

CITATIONS




