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ARTICLE IF CITATIONS

Genome-wide association study of cerebellar volume provides insights into heritable mechanisms
underlying brain development and mental health. Communications Biology, 2022, 5, .

Genome-wide meta-analysis of brain volume identifies genomic loci and genes shared with intelligence. 12.8 50
Nature Communications, 2020, 11, 5606. :

Genomea€wide association study of the sensitivity to environmental stress and adversity neuroticism
cluster. Acta Psychiatrica Scandinavica, 2020, 141, 476-478.

Genome-wide analysis of insomnia in 1,331,010 individuals identifies new risk loci and functional 914 593
pathways. Nature Genetics, 2019, 51, 394-403. :

[tem-level analyses reveal genetic heterogeneity in neuroticism. Nature Communications, 2018, 9, 905.

Meta-analysis of genome-wide association studies for neuroticism in 449,484 individuals identifies

novel genetic loci and pathways. Nature Genetics, 2018, 50, 920-927. 214 564

Genome-wide association meta-analysis in 269,867 individuals identifies new genetic and functional

links to intelligence. Nature Genetics, 2018, 50, 912-919.




