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k Paper IF Citations

151 TheLPeoplingLandLMigrationLzistoryLofLtheLNativesLinLPeninsularLMalaysiaLandLtorneolLsLylimpseLonL
theLStudiesLOverLtheLPastLcbbLyearsZZLFrontiersZinZGeneticsXL2022XLceXLihibcj 4.5 0

150 yenomicLdiversityLandLpostYadmixtureLadaptationLinLtheLUyghursZZLNationalZScienceZReviewXL2022XLkXLnwabcdf10.8 3

149 zaplotypeYresolvedLdeLnovoLassemblyLofLaLTujiaLgenomeLsuggestsLtheLnecessityLforLhighYqualityL
populationYspecificLgenomeLreferencesZZLCellZSystemsXL2022XL 10.6 3

148  mprovedLNySLvariantLcallingLtoolLforLtheLlocusZZLGutXL2022XL 19.2 0

147 MappingLgenomicLlociLimplicatesLgenesLandLsynapticLbiologyLinLschizophreniaZZLNatureXL2022XL 50.4 35

146 vetectingLarchaicLintrogressionLandLmodelingLmultipleYwaveLadmixtureLwithLsrchaicSeekerLdZbZZL
STARZProtocolsXL2022XLeXLcbcecf 1.4 0

145 sLprotocolLforLapplyingLaLpopulationYspecificLreferenceLgenomeLassemblyLtoLpopulationLgeneticsL
andLmedicalLstudiesZLSTARZProtocolsXL2022XLeXLcbcffb 1.4

144 yeneticLconnectionsLandLconvergentLevolutionLofLtropicalLindigenousLpeoplesLinLssiaZZLMolecularZ
BiologyZandZEvolutionXL2021XL 8.3 1

143 sdmixSimLdlLaLforwardYtimeLsimulatorLforLmodelingLcomplexLpopulationLadmixtureZLBMCZ
BioinformaticsXL2021XLddXLgbh 3.6 1

142 RefiningLmodelsLofLarchaicLadmixtureLinLwurasiaLwithLsrchaicSeekerLdZbZLNatureZCommunicationsXL
2021XLcdXLhded 17.4 2

141 YYLineageTrackerlLaLhighYthroughputLanalysisLframeworkLforLYYchromosomalLnextYgenerationL
sequencingLdataZLBMCZBioinformaticsXL2021XLddXLccf 3.6 2

140 ReplyLtoLLackLofLevidenceLforLaLroleLofLP W LcLvariantsLinLhumanLmaleLinfertilityZLCellXL2021XLcjfXLckfeYckff56.2 0

139 yeneticLOriginsLandLSexYtiasedLsdmixtureLofLtheLzuisZLMolecularZBiologyZandZEvolutionXL2021XLejXLejbfYejck8.3 4

138 TheLhistoryLandLevolutionLofLtheLvenisovanYLhaplotypeLinLTibetansZLProceedingsZofZtheZNationalZ
AcademyZofZSciencesZofZtheZUnitedZStatesZofZAmericaXL2021XLccjXL 11.5 12

137 sLgenomeYwideLassociationLstudyLofLfacialLmorphologyLidentifiesLnovelLgeneticLlociLinLzanLuhineseZL
JournalZofZGeneticsZandZGenomicsXL2021XLfjXLckjYdbi 4 1

136 PaternalLgeneLpoolLofLMalaysLinLSoutheastLssiaLandLitsLapplicationsLforLtheLearlyLexpansionLofL
sustronesiansZLAmericanZJournalZofZHumanZBiologyXL2021XLeeXLedefjh 2.7 1

135 RwTLcompoundLinheritanceLinLuhineseLpatientsLwithLzirschsprungLdiseaselLlackLofLpenetranceLfromL
insufficientLgeneLdysfunctionZLHumanZGeneticsXL2021XLcfbXLjceYjdg 6.3 1
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134 PopulationLyenomicsLofLzighYsltitudeLsdaptationZLEvolutionaryZStudiesXL2021XLhiYcbb 2.5

133 TheLzuatiaoLprojectlLwholeYexomeLsequencingLofLgbbbLzanLuhineseLindividualsZLJournalZofZGeneticsZ
andZGenomicsXL2021XLfjXLcbedYcbeg 4 2

132 MicroYcoevolutionLofLhostLgeneticsLwithLgutLmicrobiomeLinLthreeLuhineseLethnicLgroupsZLJournalZofZ
GeneticsZandZGenomicsXL2021XLfjXLkidYkje 4 1

131 PopulationLgenomicsLofLwastLssianLethnicLgroupsZLHereditasXL2020XLcgiXLfk 2.4 4

130 uonvergentLadaptiveLevolutionYhowLcommonXLorLhowLrareqZLNationalZScienceZReviewXL2020XLiXLkfgYkfh 10.8 2

129 vatabaseLResourcesLofLtheLNationalLyenomicsLvataLuenterLinLdbdbZLNucleicZAcidsZResearchXL2020XL
fjXLvdfYvee 20.1 119

128 TrioseLKinaseLuontrolsLtheLLipogenicLPotentialLofLxructoseLandLvietaryLToleranceZLCellZMetabolismXL
2020XLedXLhbgYhcjZei 24.6 13

127 SharedLSignatureLofLRecentLPositiveLSelectionLonLtheLTStPcYtTNLdYzLsYvRsLyenesLinLxiveLNativeL
PopulationsLfromLNorthLtorneoZLGenomeZBiologyZandZEvolutionXL2020XLcdXLddfgYddgi 3.9 2

126 sdmixSimlLsLxorwardYTimeLSimulatorLforLVariousLuomplexLScenariosLofLPopulationLsdmixtureZL
FrontiersZinZGeneticsXL2020XLccXLhbcfek 4.5 3

125 PyyZzanlLtheLzanLuhineseLgenomeLdatabaseLandLanalysisLplatformZLNucleicZAcidsZResearchXL2020XL
fjXLvkicYvkih 20.1 31

124 assemblyLofLaLTibetanLgenomeLandLidentificationLofLnovelLstructuralLvariantsLassociatedLwithL
highYaltitudeLadaptationZLNationalZScienceZReviewXL2020XLiXLekcYfbd 10.8 11

123 PyyZSNVlLunderstandingLtheLevolutionaryLandLmedicalLimplicationsLofLhumanLsingleLnucleotideL
variationsLinLdiverseLpopulationsZLGenomeZBiologyXL2019XLdbXLdcg 18.3 11

122 PrioritizingLnaturalYselectionLsignalsLfromLtheLdeepYsequencingLgenomicLdataLsuggestsL
multiYvariantLadaptationLinLTibetanLhighlandersZLNationalZScienceZReviewXL2019XLhXLcdbcYcddd 10.8 15

121 YTzvxcLlinksLhypoxiaLadaptationLandLnonYsmallLcellLlungLcancerLprogressionZLNatureZ
CommunicationsXL2019XLcbXLfjkd 17.4 140

120 NovelLgeneticLlociLaffectingLfacialLshapeLvariationLinLhumansZLELifeXL2019XLjXL 8.9 22

119 uomparativeLgeneticLarchitecturesLofLschizophreniaLinLwastLssianLandLwuropeanLpopulationsZLNatureZ
GeneticsXL2019XLgcXLchibYchij 36.3 185

118 snalysisLofLfiveLdeepYsequencedLtrioYgenomesLofLtheLPeninsularLMalaysiaLOrangLssliLandLNorthL
torneoLpopulationsZLBMCZGenomicsXL2019XLdbXLjfd 4.5 0

117 TrioLdeepYsequencingLdoesLnotLrevealLunexpectedLoffYtargetLandLonYtargetLmutationsLinL
uaskYeditedLrhesusLmonkeysZLNatureZCommunicationsXL2019XLcbXLggdg 17.4 15

(2019-2021)
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116 MultiWaverLdZblLmodelingLdiscreteLandLcontinuousLgeneLflowLtoLreconstructLcomplexLpopulationL
admixturesZLEuropeanZJournalZofZHumanZGeneticsXL2019XLdiXLceeYcek 5.3 13

115 sLgenomeYwideLcharacterizationLofLcopyLnumberLvariationsLinLnativeLpopulationsLofLPeninsularL
MalaysiaZLEuropeanZJournalZofZHumanZGeneticsXL2018XLdhXLjjhYjki 5.3 6

114 yeneticLrelatednessLofLindigenousLethnicLgroupsLinLnorthernLtorneoLtoLneighboringLpopulationsL
fromLSoutheastLssiaXLasLinferredLfromLgenomeYwideLSNPLdataZLAnnalsZofZHumanZGeneticsXL2018XLjdXLdchYddh2.2 6

113 PyyZPopulationlLaLdatabaseLforLunderstandingLtheLgenomicLdiversityLandLgeneticLancestryLofL
humanLpopulationsZLNucleicZAcidsZResearchXL2018XLfhXLvkjfYvkke 20.1 7

112 yenomicLstructureLofLtheLnativeLinhabitantsLofLPeninsularLMalaysiaLandLNorthLtorneoLsuggestsL
complexLhumanLpopulationLhistoryLinLSoutheastLssiaZLHumanZGeneticsXL2018XLceiXLchcYcie 6.3 15

111 yenomeYwideLcomparisonLofLalleleYspecificLgeneLexpressionLbetweenLsfricanLandLwuropeanL
populationsZLHumanZMolecularZGeneticsXL2018XLdiXLcbhiYcbii 5.6 8

110  nferenceLofLmultipleYwaveLadmixturesLbyLlengthLdistributionLofLancestralLtracksZLHeredityXL2018XL
cdcXLgdYhe 3.6 11

109 MetaYanalysisLofLgenomeYwideLassociationLstudiesLidentifiesLjLnovelLlociLinvolvedLinLshapeLvariationL
ofLhumanLheadLhairZLHumanZMolecularZGeneticsXL2018XLdiXLggkYgig 5.6 33

108 yeneticLstructureXLdivergenceLandLadmixtureLofLzanLuhineseXLJapaneseLandLKoreanLpopulationsZL
HereditasXL2018XLcggXLck 2.4 48

107 sLmechanismLofLnitricLoxideLregulationLinLhighYaltitudeLTibetansZLNationalZScienceZReviewXL2018XLgXLgecYgec10.8

106 PaternalLoriginLofLPaleoY ndiansLinLSiberialLinsightsLfromLYYchromosomeLsequencesZLEuropeanZ
JournalZofZHumanZGeneticsXL2018XLdhXLchjiYchkh 5.3 12

105 sdaptationLofLhumanLskinLcolorLinLvariousLpopulationsZLHereditasXL2018XLcggXLc 2.4 34

104 NomogramLtoLpredictLlymphLnodeLmetastasisLinLpatientsLwithLearlyLoesophagealLsquamousLcellL
carcinomaZLBritishZJournalZofZSurgeryXL2018XLcbgXLcfhfYcfib 5.3 12

103 ReconstructionLofLYYchromosomeLphylogenyLrevealsLtwoLneolithicLexpansionsLofLTibetoYturmanL
populationsZLMolecularZGeneticsZandZGenomicsXL2018XLdkeXLcdkeYcebb 3.1 23

102 sLmissenseLpointLmutationLinLuOLcbscLidentifiedLwithLwholeYgenomeLdeepLsequencingLinLaL
iYgenerationLPakistanLdwarfLfamilyZLHeredityXL2018XLcdbXLjeYjk 3.6 6

101 sLmetagenomicLapproachLtoLdissectLtheLgeneticLcompositionLofLenterotypesLinLzanLuhineseLandL
twoLMuslimLgroupsZLSystematicZandZAppliedZMicrobiologyXL2018XLfcXLcYcd 4.2 13

100 sncestryPainterlLsLyraphicLProgramLforLvisplayingLsncestryLuompositionLofLPopulationsLandL
 ndividualsZLGenomicsnZProteomicsZandZBioinformaticsXL2018XLchXLejdYejg 6.5 10

99 yenomeYwideLassociationLstudiesLandLuR SPRauaskYmediatedLgeneLeditingLidentifyLregulatoryL
variantsLinfluencingLeyebrowLthicknessLinLhumansZLPLoSZGeneticsXL2018XLcfXLecbbihfb 6 14
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98 TowardsLbroadeningLxorensicLvNsLPhenotypingLbeyondLpigmentationlL mprovingLtheLpredictionLofL
headLhairLshapeLfromLvNsZLForensicZScienceZInternational:ZGeneticsXL2018XLeiXLdfcYdgc 4.3 24

97 yenomeYwideLvariantsLofLwurasianLfacialLshapeLdifferentiationLandLaLprospectiveLmodelLofLvNsL
basedLfaceLpredictionZLJournalZofZGeneticsZandZGenomicsXL2018XLfgXLfckYfed 4 16

96 uharacterisingLprivateLandLsharedLsignaturesLofLpositiveLselectionLinLeiLssianLpopulationsZLEuropeanZ
JournalZofZHumanZGeneticsXL2017XLdgXLfkkYgbj 5.3 15

95 vownYRegulationLofLwPsScLTranscriptionLandLyeneticLsdaptationLofLTibetansLtoLzighYsltitudeL
zypoxiaZLMolecularZBiologyZandZEvolutionXL2017XLefXLjcjYjeb 8.3 58

94  nferenceLofLmultipleYwaveLpopulationLadmixtureLbyLmodelingLdecayLofLlinkageLdisequilibriumLwithL
polynomialLfunctionsZLHeredityXL2017XLccjXLgbeYgcb 3.6 9

93 yeneticLzistoryLofLXinjiangSsLUyghursLSuggestsLtronzeLsgeLMultipleYWayLuontactsLinLwurasiaZL
MolecularZBiologyZandZEvolutionXL2017XLefXLdgidYdgjd 8.3 38

92 ModelingLuontinuousLsdmixtureLUsingLsdmixtureY nducedLLinkageLvisequilibriumZLScientificZ
ReportsXL2017XLiXLfebgf 4.9 9

91 PhylogeographyLofLYYchromosomeLhaplogroupLOeadbdYNhLrevealsLpatrilinealLtracesLofL
sustronesianLpopulationsLonLtheLeasternLcoastalLregionsLofLssiaZLPLoSZONEXL2017XLcdXLebcigbjb 3.7 12

90 TheLfineYscaleLgeneticLstructureLandLevolutionLofLtheLJapaneseLpopulationZLPLoSZONEXL2017XLcdXLebcjgfji3.7 21

89 contributesLtoLhighYaltitudeLadaptationLinLTibetansLbyLregulatingLnitricLoxideLproductionZLZoologicalZ
ResearchXL2017XLejXLcheYcib 3.4 5

88 zomozygousLpZSerdhiPheLinLSLucbscLisLassociatedLwithLaLnewLtypeLofLhypercholanemiaLandL
implicationsLforLpersonalizedLmedicineZLScientificZReportsXL2017XLiXLkdcf 4.9 23

87 ModelsXLmethodsLandLtoolsLforLancestryLinferenceLandLadmixtureLanalysisZLQuantitativeZBiologyXL
2017XLgXLdehYdgb 3.9 6

86 uNVbaselLtatchLidentificationLofLnovelLandLrareLcopyLnumberLvariationsLbasedLonLmultiYethnicL
populationLdataZLJournalZofZGeneticsZandZGenomicsXL2017XLffXLehiYeib 4 1

85 sssessingLgenomeYwideLcopyLnumberLvariationLinLtheLzanLuhineseLpopulationZLJournalZofZMedicalZ
GeneticsXL2017XLgfXLhjgYhkd 5.8 5

84 vifferentiatedLdemographicLhistoriesLandLlocalLadaptationsLbetweenLSherpasLandLTibetansZL
GenomeZBiologyXL2017XLcjXLccg 18.3 40

83 playsLaLroleLinLtheLhighYaltitudeLadaptationLofLTibetansZLZoologicalZResearchXL2017XLejXLcggYchd 3.4 9

82 sncestralLOriginsLandLyeneticLzistoryLofLTibetanLzighlandersZLAmericanZJournalZofZHumanZGeneticsXL
2016XLkkXLgjbYgkf 11 124

81 PrecisionLMedicinelLWhatLuhallengesLsreLWeLxacingqZLGenomicsnZProteomicsZandZBioinformaticsXL
2016XLcfXLdgeYdhc 6.5 9

(2016-2018)
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80 yeneticLdiversityLandLnaturalLselectionLfootprintsLofLtheLglycineLamidinotransferaseLgeneLinLvariousL
humanLpopulationsZLScientificZReportsXL2016XLhXLcjigg 4.9 6

79 sLyeneticLMechanismLforLuonvergentLSkinLLighteningLduringLRecentLzumanLwvolutionZLMolecularZ
BiologyZandZEvolutionXL2016XLeeXLcciiYji 8.3 28

78 sLProbabilisticLMethodLforLwstimatingLtheLSharingLofL dentityLbyLvescentLforLPopulationsLwithL
MigrationZLIEEErACMZTransactionsZonZComputationalZBiologyZandZBioinformaticsXL2016XLceXLdjcYkb 3 1

77 PooledLanalysisLofLgenomeYwideLassociationLstudiesLofLcervicalLintraepithelialLneoplasiaLeLTu NeUL
identifiesLaLnewLsusceptibilityLlocusZLOncotargetXL2016XLiXLfddchYfdddf 3.3 16

76 sncestryLvariationLandLfootprintsLofLnaturalLselectionLalongLtheLgenomeLinLLatinLsmericanL
populationsZLScientificZReportsXL2016XLhXLdcihh 4.9 17

75 LengthLvistributionLofLsncestralLTracksLunderLaLyeneralLsdmixtureLModelLandL tsLspplicationsLinL
PopulationLzistoryL nferenceZLScientificZReportsXL2016XLhXLdbbfj 4.9 15

74 LargeYscaleLgenomeYwideLscansLdoLnotLsupportLpetaloidLtoenailLasLaLMendelianLtraitZLJournalZofZ
GeneticsZandZGenomicsXL2016XLfeXLibdYibf 4 0

73 wvsRVeibsLassociatedLfacialLcharacteristicsLinLUyghurLpopulationLrevealingLfurtherLpleiotropicL
effectsZLHumanZGeneticsXL2016XLcegXLkkYcbj 6.3 15

72 yenomeYwideLscansLrevealLvariantsLatLwvsRLpredominantlyLaffectingLhairLstraightnessLinLzanL
uhineseLandLUyghurLpopulationsZLHumanZGeneticsXL2016XLcegXLcdikYcdjh 6.3 18

71 sLcomparativeLanalysisLofLgeneticLdiversityLofLcandidateLgenesLassociatedLwithLtypeLdLdiabetesLinL
worldwideLpopulationsZLYiZChuanZ=ZHereditasZrZZhongguoZYiZChuanZXueZHuiZBianZJiXL2016XLejXLgfeYggk 1.4 3

70 vifferentialLNaturalLSelectionLofLzumanLZincLTransporterLyenesLbetweenLsfricanLandLNonYsfricanL
PopulationsZLScientificZReportsXL2015XLgXLkhgj 4.9 14

69 SignatureLofLpositiveLselectionLofLPTKhLgeneLinLwastLssianLpopulationslLaLcrossLtalkLforLzelicobacterL
pyloriLinvasionLandLgastricLcancerLendemicityZLMolecularZGeneticsZandZGenomicsXL2015XLdkbXLcifcYgd 3.1 7

68 ReintroductionLofLaLzomocysteineLLevelYsssociatedLslleleLintoLwastLssiansLbyLNeanderthalL
 ntrogressionZLMolecularZBiologyZandZEvolutionXL2015XLedXLecbjYce 8.3 8

67 QuantitatingLandLdatingLrecentLgeneLflowLbetweenLwuropeanLandLwastLssianLpopulationsZLScientificZ
ReportsXL2015XLgXLkgbb 4.9 20

66 sLprobabilisticLmethodLforLtestingLandLestimatingLselectionLdifferencesLbetweenLpopulationsZL
GenomeZResearchXL2015XLdgXLckbeYk 9.7 8

65 TheLpZSerdhiPheLvariantLinLSLucbscLisLassociatedLwithLresistanceLtoLchronicLhepatitisLtZLHepatology
XL2015XLhcXLcdgcYhb 11.2 59

64 vissectingLtheLgeneticLstructureLandLadmixtureLofLfourLgeographicalLMalayLpopulationsZLScientificZ
ReportsXL2015XLgXLcfeig 4.9 17

63 yossypiumLbarbadenseLgenomeLsequenceLprovidesLinsightLintoLtheLevolutionLofLextraYlongLstapleL
fiberLandLspecializedLmetabolitesZLScientificZReportsXL2015XLgXLcfcek 4.9 165

Shuhua Xu

6



62 xineYscaleLpopulationLstructureLofLMalaysLinLPeninsularLMalaysiaLandLSingaporeLandLimplicationsLforL
associationLstudiesZLHumanZGenomicsXL2015XLkXLch 6.8 7

61 z xdsLVariantsLWereLsssociatedLwithLvifferentLLevelsLofLzighYsltitudeLzypoxiaLamongLNativeL
TibetansZLPLoSZONEXL2015XLcbXLebceikgh 3.7 11

60 uopyLnumberLvariationsLandLgeneticLadmixturesLinLthreeLXinjiangLethnicLminorityLgroupsZLEuropeanZ
JournalZofZHumanZGeneticsXL2015XLdeXLgehYfd 5.3 18

59 sLeZfYkbLuopyYNumberLveletionLnearLwPsScL sLSignificantlyLwnrichedLinLzighYsltitudeLTibetansLbutL
sbsentLfromLtheLvenisovanLSequenceZLAmericanZJournalZofZHumanZGeneticsXL2015XLkiXLgfYhh 11 40

58 vifferentialLpositiveLselectionLofLmalariaLresistanceLgenesLinLthreeLindigenousLpopulationsLofL
PeninsularLMalaysiaZLHumanZGeneticsXL2015XLcefXLeigYkd 6.3 17

57 snalysisLofLgenomeYwideLRNsYsequencingLdataLsuggestsLageLofLtheLuwPzaUtahLTuwUUL
lymphoblastoidLcellLlinesLsystematicallyLbiasesLgeneLexpressionLprofilesZLScientificZReportsXL2015XLgXLikhb4.9 12

56 NaturalLSelectionLandLxunctionalLPotentialsLofLzumanLNoncodingLwlementsLRevealedLbyLsnalysisLofL
NextLyenerationLSequencingLvataZLPLoSZONEXL2015XLcbXLebcdkbde 3.7 6

55 sLnewLmethodLforLmodelingLcoalescentLprocessesLwithLrecombinationZLBMCZBioinformaticsXL2014XL
cgXLdie 3.6 10

54  ncreasedLgeneticLdiversityLofLsvMwLgenesLinLsfricanLsmericansLcomparedLwithLtheirLputativeL
ancestralLsourceLpopulationsLandLimplicationsLforLpharmacogenomicsZLBMCZGeneticsXL2014XLcgXLgd 2.6 11

53 NeanderthalLoriginLofLtheLhaplotypesLcarryingLtheLfunctionalLvariantLValkdMetLinLtheLMucRLinL
modernLhumansZLMolecularZBiologyZandZEvolutionXL2014XLecXLckkfYdbbe 8.3 23

52 vistributionLofLancestralLchromosomalLsegmentsLinLadmixedLgenomesLandLitsLimplicationsLforL
inferringLpopulationLhistoryLandLadmixtureLmappingZLEuropeanZJournalZofZHumanZGeneticsXL2014XLddXLkebYi5.3 19

51 TheLpopulationLgenomicLlandscapeLofLhumanLgeneticLstructureXLadmixtureLhistoryLandLlocalL
adaptationLinLPeninsularLMalaysiaZLHumanZGeneticsXL2014XLceeXLcchkYjg 6.3 23

50 sLpanelLofLancestryLinformativeLmarkersLtoLestimateLandLcorrectLpotentialLeffectsLofLpopulationL
stratificationLinLzanLuhineseZLEuropeanZJournalZofZHumanZGeneticsXL2014XLddXLdfjYge 5.3 31

49 NeanderthalLintrogressionLatLchromosomeLepdcZecLwasLunderLpositiveLnaturalLselectionLinLwastL
ssiansZLMolecularZBiologyZandZEvolutionXL2014XLecXLhjeYkg 8.3 46

48 zelicobacterLpyloriLinducesLincreasedLexpressionLofLtheLvitaminLdLreceptorLinLimmuneLresponsesZL
HelicobacterXL2014XLckXLeiYfi 4.9 37

47 VariationLandLsignaturesLofLselectionLonLtheLhumanLfaceZLJournalZofZHumanZEvolutionXL2014XLigXLcfeYgd 3.1 20

46 TheLinfluenceLofLadmixtureLandLconsanguinityLonLpopulationLgeneticLdiversityLinLMiddleLwastZL
JournalZofZHumanZGeneticsXL2014XLgkXLhcgYdd 4.3 11

45 yeneticLarchitecturesLofLsvMwLgenesLinLfiveLwurasianLadmixedLpopulationsLandLimplicationsLforL
drugLsafetyLandLefficacyZLJournalZofZMedicalZGeneticsXL2014XLgcXLhcfYdd 5.8 17

(2014-2015)
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44 sLgenomeLwideLpatternLofLpopulationLstructureLandLadmixtureLinLpeninsularLMalaysiaLMalaysZLTheZ
HUGOZJournalXL2014XLjXLg 11

43
TowardsLunderstandingLtheLlowLprevalenceLofLzelicobacterLpyloriLinLMalayslLgeneticLvariantsL
amongLzelicobacterLpyloriYnegativeLethnicLMalaysLinLtheLnorthYeasternLregionLofLPeninsularL
MalaysiaLandLzanLuhineseLandLSouthL ndiansZLJournalZofZDigestiveZDiseasesXL2013XLcfXLckhYdbd

3.3 9

42
vissimilarityLofLcontemporaryLandLhistoricalLgeneLflowLinLaLwildLcarrotLTvaucusLcarotaUL
metapopulationLunderLcontrastingLlevelsLofLhumanLdisturbancelLimplicationsLforLriskLassessmentL
andLmanagementLofLtransgeneLintrogressionZLAnnalsZofZBotanyXL2013XLccdXLcehcYib

4.1 8

41  dentificationLofLwellYdifferentiatedLgeneLexpressionsLbetweenLzanLuhineseLandLJapaneseLusingL
genomeYwideLmicroarrayLdataLanalysisZLJournalZofZMedicalZGeneticsXL2013XLgbXLgefYfd 5.8 4

40  dentificationLofLtwoLmaternalLtransmissionLratioLdistortionLlociLinLpedigreesLofLtheLxraminghamL
heartLstudyZLScientificZReportsXL2013XLeXLdcfi 4.9 6

39 yenomeYwideLlandscapesLofLhumanLlocalLadaptationLinLssiaZLPLoSZONEXL2013XLjXLegfddf 3.7 17

38  dentificationLofLfunctionalLmutationsLinLysTsfLinLpatientsLwithLcongenitalLheartLdiseaseZLPLoSZONE
XL2013XLjXLehdcej 3.7 38

37 PrincipalLcomponentLanalysisLrevealsLtheLcbbbLyenomesLProjectLdoesLnotLsufficientlyLcoverLtheL
humanLgeneticLdiversityLinLssiaZLFrontiersZinZGeneticsXL2013XLfXLcdi 4.5 26

36 yastricLprecancerousLlesionsLareLassociatedLwithLgeneLvariantsLinLzelicobacterLpyloriYsusceptibleL
ethnicLMalaysZLWorldZJournalZofZGastroenterologyXL2013XLckXLehcgYdd 5.6 18

35
veletedLinLuolorectalLuancerLTvuuULgeneLpolymorphismLisLassociatedLwithLzZLpyloriLinfectionLamongL
susceptibleLMalaysLfromLtheLnorthYeasternLregionLofLPeninsularLMalaysiaZLHepatooGastroenterologyXL
2013XLhbXLcdfYj

8

34 veletionLofLtheLsPOtwuetLgeneLstronglyLimpactsLsusceptibilityLtoLfalciparumLmalariaZLInfectionnZ
GeneticsZandZEvolutionXL2012XLcdXLcfdYj 4.5 25

33
yeneticLdatingLindicatesLthatLtheLssianYPapuanLadmixtureLthroughLwasternL ndonesiaLcorrespondsL
toLtheLsustronesianLexpansionZLProceedingsZofZtheZNationalZAcademyZofZSciencesZofZtheZUnitedZStatesZ
ofZAmericaXL2012XLcbkXLfgifYk

11.5 60

32 wxploringLpopulationLadmixtureLdynamicsLviaLempiricalLandLsimulatedLgenomeYwideLdistributionLofL
ancestralLchromosomalLsegmentsZLAmericanZJournalZofZHumanZGeneticsXL2012XLkcXLjfkYhd 11 25

31 yenomeYwideLdetectionLofLnaturalLselectionLinLsfricanLsmericansLpreYLandLpostYadmixtureZLGenomeZ
ResearchXL2012XLddXLgckYdi 9.7 60

30 sncestryLinformativeLmarkerLsetLforLhanLchineseLpopulationZLGv:ZGenesnZGenomesnZGeneticsXL2012XLdXLeekYfc3.2 8

29
ReplyLtoLvenhamLandLvonohuelLssianYPapuanLgeneticLadmixtureLisLinLexcellentLagreementLwithL
sustronesianLdispersalLinLeasternL ndonesiaZLProceedingsZofZtheZNationalZAcademyZofZSciencesZofZtheZ
UnitedZStatesZofZAmericaXL2012XLcbkXLwdgijYwdgij

11.5 0

28 sLsystematicLcharacterizationLofLgenesLunderlyingLbothLcomplexLandLMendelianLdiseasesZLHumanZ
MolecularZGeneticsXL2012XLdcXLchccYdf 5.6 27

27 PaleolithicLuontingentLinLModernLJapaneselLwstimationLandL nferenceLusingLyenomeYwideLvataZL
ScientificZReportsXL2012XLdXLegg 4.9 11
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26 zumanLpopulationLadmixtureLinLssiaZLGenomicsZandZInformaticsXL2012XLcbXLceeYff 1.9 8

25 PopulationLgeneticLstructureLofLpeninsularLMalaysiaLMalayLsubYethnicLgroupsZLPLoSZONEXL2011XLhXLecjecd3.7 62

24 zumanLmigrationLthroughLbottlenecksLfromLSoutheastLssiaLintoLwastLssiaLduringLLastLylacialL
MaximumLrevealedLbyLYLchromosomesZLPLoSZONEXL2011XLhXLedfdjd 3.7 58

23 sLmapLofLcopyLnumberLvariationsLinLuhineseLpopulationsZLPLoSZONEXL2011XLhXLediefc 3.7 40

22  dentificationLofLcloseLrelativesLinLtheLzUyOLPanYssianLSNPLdatabaseZLPLoSZONEXL2011XLhXLedkgbd 3.7 10

21 uhromosomeYwideLhaplotypeLsharinglLaLmeasureLintegratingLrecombinationLinformationLtoL
reconstructLtheLphylogenyLofLhumanLpopulationsZLAnnalsZofZHumanZGeneticsXL2011XLigXLhkfYibh 2.2 2

20 TheLYYchromosomeLlandscapeLofLtheLPhilippineslLextensiveLheterogeneityLandLvaryingLgeneticL
affinitiesLofLNegritoLandLnonYNegritoLgroupsZLEuropeanZJournalZofZHumanZGeneticsXL2011XLckXLddfYeb 5.3 66

19 sLgenomeYwideLsearchLforLsignalsLofLhighYaltitudeLadaptationLinLTibetansZLMolecularZBiologyZandZ
EvolutionXL2011XLdjXLcbbeYcc 8.3 231

18 PanSNPdblLtheLPanYssianLSNPLgenotypingLdatabaseZLPLoSZONEXL2011XLhXLedcfgc 3.7 40

17 PwsSLVcZblLaLpackageLforLelementaryLanalysisLofLSNPLdataZLMolecularZEcologyZResourcesXL2010XLcbXLcbjgYj8.4 28

16 yeneticLevidenceLsupportsLlinguisticLaffinityLofLMlabriYYaLhunterYgathererLgroupLinLThailandZLBMCZ
GeneticsXL2010XLccXLcj 2.6 20

15 zaplotypeYsharingLanalysisLshowingLUyghursLareLunlikelyLgeneticLdonorsZLMolecularZBiologyZandZ
EvolutionXL2009XLdhXLdckiYdbh 8.3 27

14 sLdesignLofLmultiYsourceLsamplesLasLaLsharedLcontrolLforLassociationLstudiesLinLgeneticallyLstratifiedL
populationsZLCellZResearchXL2009XLckXLkceYg 24.7 2

13 yenomicLdissectionLofLpopulationLsubstructureLofLzanLuhineseLandLitsLimplicationLinLassociationL
studiesZLAmericanZJournalZofZHumanZGeneticsXL2009XLjgXLihdYif 11 264

12 ResponseLtoLLiLet´ alZZLAmericanZJournalZofZHumanZGeneticsXL2009XLjgXLkeiYkek 11 10

11 MappingLhumanLgeneticLdiversityLinLssiaZLScienceXL2009XLedhXLcgfcYg 33.3 444

10 sLspatialLanalysisLofLgeneticLstructureLofLhumanLpopulationsLinLuhinaLrevealsLdistinctLdifferenceL
betweenLmaternalLandLpaternalLlineagesZLEuropeanZJournalZofZHumanZGeneticsXL2008XLchXLibgYci 5.3 38

9 snalysisLofLgenomicLadmixtureLinLUyghurLandLitsLimplicationLinLmappingLstrategyZLAmericanZJournalZ
ofZHumanZGeneticsXL2008XLjdXLjjeYkf 11 142

(2008-2012)
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8 yeneticLcontrolLofLfloralLzygomorphyLinLpeaLTPisumLsativumLLZUZLProceedingsZofZtheZNationalZAcademyZ
ofZSciencesZofZtheZUnitedZStatesZofZAmericaXL2008XLcbgXLcbfcfYk 11.5 148

7 sLgenomeYwideLanalysisLofLadmixtureLinLUyghursLandLaLhighYdensityLadmixtureLmapLforL
diseaseYgeneLdiscoveryZLAmericanZJournalZofZHumanZGeneticsXL2008XLjeXLeddYeh 11 100

6 vissectingLlinkageLdisequilibriumLinLsfricanYsmericanLgenomeslLrolesLofLmarkersLandLindividualsZL
MolecularZBiologyZandZEvolutionXL2007XLdfXLdbfkYgj 8.3 17

5 uompleteLsequenceLdataLsupportLlackLofLbalancingLselectionLonLPRNPLinLaLnaturalLuhineseL
populationZLJournalZofZHumanZGeneticsXL2006XLgcXLfgcYfgf 4.3 3

4 sdmixSimlLsLxorwardYTimeLSimulatorLforLVariousLandLuomplexLScenariosLofLPopulationLsdmixture 2

3 TheLhistoryLandLevolutionLofLtheLvenisovanYwPsSchaplotypeLinLTibetans 4

2 TrioLdeepYsequencingLdoesLnotLrevealLunexpectedLmutationsLinLuaskYeditedLmonkeys 1

1 veLnovoLassemblyLofLaLTibetanLgenomeLandLidentificationLofLnovelLstructuralLvariantsLassociatedL
withLhighLaltitudeLadaptation 1
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