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l Paper IF Citations

113 PrimergaanewLcapabilitiesLandLinterfacesbLNucleicgAcidsgResearchYL2012YLhdYLeeei 20.1 5267

112 WholeagenomeLanalysesLresolveLearlyLbranchesLinLtheLtreeLofLlifeLofLmodernLbirdsbLScienceYL2014YL
ghjYLegfdage 33.3 1182

111 msatcommandernLdetectionLofLmicrosatelliteLrepeatLarraysLandLautomatedYLlocusaspecificLprimerL
designbLMoleculargEcologygResourcesYL2008YLlYLmfah 8.4 774

110 UltraconservedLelementsLanchorLthousandsLofLgeneticLmarkersLspanningLmultipleLevolutionaryL
timescalesbLSystematicgBiologyYL2012YLjeYLkekafj 8.4 698

109 PHYLUwyLisLaLsoftwareLpackageLforLtheLanalysisLofLconservedLgenomicLlocibLBioinformaticsYL2016YLgfYLkljal7.2 352

108 TheLdriversLofLtropicalLspeciationbLNatureYL2014YLieiYLhdjam 50.4 340

107 UltraconservedLelementsLareLnovelLphylogenomicLmarkersLthatLresolveLplacentalLmammalL
phylogenyLwhenLcombinedLwithLspeciesatreeLanalysisbLGenomegResearchYL2012YLffYLkhjaih 9.7 279

106 MoreLthanLedddLultraconservedLelementsLprovideLevidenceLthatLturtlesLareLtheLsisterLgroupLofL
archosaursbLBiologygLettersYL2012YLlYLklgaj 3.6 258

105 uLphylogenyLofLbirdsLbasedLonLoverLeYiddLlociLcollectedLbyLtargetLenrichmentLandLhighathroughputL
sequencingbLPLoSgONEYL2013YLlYLeihlhl 3.7 242

104 ThreeLcrocodilianLgenomesLrevealLancestralLpatternsLofLevolutionLamongLarchosaursbLScienceYL2014YL
ghjYLefihhhm 33.3 231

103 ómplementingLandLtestingLtheLmultispeciesLcoalescentLmodelnLuLvaluableLparadigmLforL
phylogenomicsbLMoleculargPhylogeneticsgandgEvolutionYL2016YLmhYLhhkajf 4.1 230

102 TargetLcaptureLandLmassivelyLparallelLsequencingLofLultraconservedLelementsLforLcomparativeL
studiesLatLshallowLevolutionaryLtimeLscalesbLSystematicgBiologyYL2014YLjgYLlgami 8.4 226

101 PhylogenomicLónsightsLintoLtheLyvolutionLofLStingingLWaspsLandLtheLOriginsLofLuntsLandLveesbL
CurrentgBiologyYL2017YLfkYLedemaedfi 6.3 215

100 NotLallLsequenceLtagsLareLcreatedLequalnLdesigningLandLvalidatingLsequenceLidentificationLtagsL
robustLtoLindelsbLPLoSgONEYL2012YLkYLehfihg 3.7 207

99 uLPhylogenomicLPerspectiveLonLtheLRadiationLofLRayazinnedLzishesLvasedLuponLTargetedL
SequencingLofLUltraconservedLylementsLTUwysUbLPLoSgONEYL2013YLlYLejimfg 3.7 195

98 uLphylogenomicLanalysisLofLturtlesbLMoleculargPhylogeneticsgandgEvolutionYL2015YLlgYLfidak 4.1 189

97 TargetLenrichmentLofLultraconservedLelementsLfromLarthropodsLprovidesLaLgenomicLperspectiveLonL
relationshipsLamongLHymenopterabLMoleculargEcologygResourcesYL2015YLeiYLhlmaide 8.4 175
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96 SequenceLwaptureLversusLRestrictionLSiteLussociatedLxNuLSequencingLforLShallowLSystematicsbL
SystematicgBiologyYL2016YLjiYLmedafh 8.4 152

95 SequenceLcaptureLofLultraconservedLelementsLfromLbirdLmuseumLspecimensbLMoleculargEcologyg
ResourcesYL2016YLejYLeelmafdg 8.4 146

94 uvoidingLMissingLxataLviasesLinLPhylogenomicLónferencenLunLympiricalLStudyLinLtheLLandfowlLTuvesnL
 alliformesUbLMoleculargBiologygandgEvolutionYL2016YLggYLeeedafi 8.3 145

93 TectonicLcollisionLandLupliftLofLWallaceaLtriggeredLtheLglobalLsongbirdLradiationbLNatureg
CommunicationsYL2016YLkYLefkdm 17.4 141

92 yarthLhistoryLandLtheLpasserineLsuperradiationbLProceedingsgofgthegNationalgAcademygofgSciencesgofg
thegUnitedgStatesgofgAmericaYL2019YLeejYLkmejakmfi 11.5 121

91 RelatingLbelowgroundLmicrobialLcompositionLtoLtheLtaxonomicYLphylogeneticYLandLfunctionalLtraitL
distributionsLofLtreesLinLaLtropicalLforestbLEcologygLettersYL2015YLelYLegmkahdi 10 121

90 ynrichingLtheLantLtreeLofLlifenLenhancedLUwyLbaitLsetLforLgenomeascaleLphylogeneticsLofLantsLandL
otherLHymenopterabLMethodsgingEcologygandgEvolutionYL2017YLlYLkjlakkj 7.7 108

89 unalysisLofLaLRapidLyvolutionaryLRadiationLUsingLUltraconservedLylementsnLyvidenceLforLaLviasLinL
SomeLMultispeciesLwoalescentLMethodsbLSystematicgBiologyYL2016YLjiYLjefafk 8.4 100

88 udapteramaLónLuniversalLstubsLandLprimersLforLglhLuniqueLdualaindexedLorLehkYhijL
combinatoriallyaindexedLólluminaLlibrariesLTiTruLRLiNextUbLPeerJYL2019YLkYLekkii 3.1 100

87 yxplosiveLdiversificationLofLmarineLfishesLatLtheLwretaceousaPalaeogeneLboundarybLNaturegEcologyg
andgEvolutionYL2018YLfYLjllajmj 12.3 89

86 xenseLsamplingLofLbirdLdiversityLincreasesLpowerLofLcomparativeLgenomicsbLNatureYL2020YLilkYLfifafik 50.4 89

85 RuxcapnLsequenceLcaptureLofLdualadigestLRuxseqLlibrariesLwithLidentifiableLduplicatesLandLreducedL
missingLdatabLMoleculargEcologygResourcesYL2016YLejYLefjhakl 8.4 85

84 xryLhabitatsLwereLcruciblesLofLdomesticationLinLtheLevolutionLofLagricultureLinLantsbLProceedingsgofg
thegRoyalgSocietygB:gBiologicalgSciencesYL2017YLflhYL 4.4 81

83 ódentifyingLconservedLgenomicLelementsLandLdesigningLuniversalLbaitLsetsLtoLenrichLthembLMethodsg
ingEcologygandgEvolutionYL2017YLlYLeedgaeeef 7.7 80

82 UniversalLtargetaenrichmentLbaitsLforLanthozoanLTwnidariaULphylogenomicsnLNewLapproachesLtoL
longastandingLproblemsbLMoleculargEcologygResourcesYL2018YLelYLfleafmi 8.4 66

81 HighLphylogeneticLutilityLofLanLultraconservedLelementLprobeLsetLdesignedLforLurachnidabLMolecularg
EcologygResourcesYL2017YLekYLlefalfg 8.4 64

80 PhylogenomicLanalysisLofLcarangimorphLfishesLrevealsLflatfishLasymmetryLaroseLinLaLblinkLofLtheL
evolutionaryLeyebLBMCgEvolutionarygBiologyYL2016YLejYLffh 3 61

79 óncongruenceLamongLdifferentLmitochondrialLregionsnLaLcaseLstudyLusingLcompleteLmitogenomesbL
MoleculargPhylogeneticsgandgEvolutionYL2014YLklYLgehafg 4.1 60

(2014-2016)
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78 ónvestigatingLxifficultLNodesLinLtheLPlacentalLMammalLTreeLwithLyxpandedLTaxonLSamplingLandL
ThousandsLofLUltraconservedLylementsbLGenomegBiologygandgEvolutionYL2017YLmYLfgdlafgfe 3.9 60

77 wultivationLandLgenomicsLofLtheLfirstLfreshwaterLSuReeLTLxefULisolatebLISMEgJournalYL2018YLefYLelhjaeljd11.9 57

76 PhylogenomicLanalysesLdataLofLtheLavianLphylogenomicsLprojectbLGigaScienceYL2015YLhYLh 7.6 54

75 PhylogenomicLSystematicsLofLOstariophysanLzishesnLUltraconservedLylementsLSupportLtheL
SurprisingLNonaMonophylyLofLwharaciformesbLSystematicgBiologyYL2017YLjjYLllealmi 8.4 51

74  enomeawideLultraconservedLelementsLexhibitLhigherLphylogeneticLinformativenessLthanL
traditionalLgeneLmarkersLinLpercomorphLfishesbLMoleculargPhylogeneticsgandgEvolutionYL2015YLmfYLehdaj 4.1 50

73 HiddenLhistoriesLofLgeneLflowLinLhighlandLbirdsLrevealedLwithLgenomicLmarkersbLMoleculargEcologyYL
2016YLfiYLiehhaieik 5.7 49

72 uLPhylogenomicLSupertreeLofLvirdsbLDiversityYL2019YLeeYLedm 2.5 47

71 TheLevolutionLofLaLtropicalLbiodiversityLhotspotbLScienceYL2020YLgkdYLeghgaeghl 33.3 42

70 ReplicatedLdivergenceLinLcichlidLradiationsLmirrorsLaLmajorLvertebrateLinnovationbLProceedingsgofgtheg
RoyalgSocietygB:gBiologicalgSciencesYL2016YLflgYL 4.4 40

69 udapteramaLónLUniversalLstubsLandLprimersLforLglhLuniqueLdualaindexedLorLehkYhijL
combinatoriallyaindexedLólluminaLlibrariesLTiTruLRLiNextU 40

68 TheLevolutionLofLpeafowlLandLotherLtaxaLwithLocelliLTeyespotsUnLaLphylogenomicLapproachbL
ProceedingsgofgthegRoyalgSocietygB:gBiologicalgSciencesYL2014YLfleYL 4.4 37

67 TetranucleotideLmicrosatellitesLfromLtheLloggerheadLseaLturtleLTwarettaLcarettaUbLMoleculargEcologyg
NotesYL2007YLkYLklhaklk 37

66 SpeciationLinLWesternLScrubaJaysYLHaldaneSsLruleYLandLgeneticLclinesLinLsecondaryLcontactbLBMCg
EvolutionarygBiologyYL2014YLehYLegi 3 36

65 wonflictingLyvolutionaryLHistoriesLofLtheLMitochondrialLandLNuclearL enomesLinLNewLWorldLMyotisL
vatsbLSystematicgBiologyYL2018YLjkYLfgjafhm 8.4 34

64 TranslocationLtoLaLfragmentedLlandscapenLsurvivalYLmovementYLandLsiteLfidelityLofLNorthernL
vobwhitesL2010YLfdYLedhdaif 34

63 udapteramaLóóónLQuadrupleaindexedYLdoublectripleaenzymeLRuxseqLlibrariesLTfRuxcgRuxUbLPeerJYL
2019YLkYLekkfh 3.1 34

62 PalaeoclimateLoceanLconditionsLshapedLtheLevolutionLofLcoralsLandLtheirLskeletonsLthroughLdeepL
timebLNaturegEcologygandgEvolutionYL2020YLhYLeigeaeigl 12.3 34

61 ulleleLPhasingL reatlyLómprovesLtheLPhylogeneticLUtilityLofLUltraconservedLylementsbLSystematicg
BiologyYL2019YLjlYLgfahj 8.4 32
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60 PhylogenomicLanalysisLofLaLrapidLradiationLofLmisfitLfishesLTSyngnathiformesULusingLultraconservedL
elementsbLMoleculargPhylogeneticsgandgEvolutionYL2017YLeegYLggahl 4.1 29

59 UltraconservedLelementsLTUwysULresolveLtheLphylogenyLofLuustralasianLsmurfaweevilsbLPLoSgONEYL
2017YLefYLedelldhh 3.7 29

58 TetranucleotideLmarkersLfromLtheLloggerheadLseaLturtleLTwarettaLcarettaULandLtheirL
crossaamplificationLinLotherLmarineLturtleLspeciesbLConservationgGeneticsYL2009YLedYLikkaild 2.6 29

57 ónsightLfromLanLultraconservedLelementLbaitLsetLdesignedLforLhemipteranLphylogeneticsLintegratedL
withLgenomicLresourcesbLMoleculargPhylogeneticsgandgEvolutionYL2019YLegdYLfmkagdg 4.1 28

56 ResolvingLxeepLNodesLinLanLuncientLRadiationLofLNeotropicalLzishesLinLtheLPresenceLofLwonflictingL
SignalsLfromLóncompleteLLineageLSortingbLSystematicgBiologyYL2019YLjlYLikgaimg 8.4 27

55 NextagenerationLphylogeneticsLtakesLrootbLMoleculargEcologyYL2013YLffYLemafd 5.7 26

54 udapteramaLóónLuniversalLampliconLsequencingLonLólluminaLplatformsLTTaggiMatrixUbLPeerJYL2019YLkYLekklj3.1 25

53 gmconvertnLfileLconversionLforLgenemapperLoutputLfilesbLMoleculargEcologygNotesYL2006YLjYLmjlamkd 23

52 UseLofLsonicLtomographyLtoLdetectLandLquantifyLwoodLdecayLinLlivingLtreesbLApplicationsgingPlantg
SciencesYL2016YLhYLejdddjd 2.3 23

51 SignificantLvarianceLinLgeneticLdiversityLamongLpopulationsLofLSchistosomaLhaematobiumLdetectedL
usingLmicrosatelliteLxNuLlociLfromLaLgenomeawideLdatabasebLParasitesgandgVectorsYL2013YLjYLgdd 4 21

50 WhatLareLtheLrolesLofLtaxonLsamplingLandLmodelLfitLinLtestsLofLcytoanuclearLdiscordanceLusingLavianL
mitogenomicLdatasbLMoleculargPhylogeneticsgandgEvolutionYL2019YLegdYLegfaehf 4.1 21

49 xevelopingLaLcommunityabasedLgeneticLnomenclatureLforLanoleLlizardsbLBMCgGenomicsYL2011YLefYLiih 4.5 19

48 UltraconservedLelementsLTUwysULilluminateLtheLpopulationLgenomicsLofLaLrecentYLhighalatitudeLavianL
speciationLeventbLPeerJYL2018YLjYLeikgi 3.1 19

47 PostahatchingLbroodLamalgamationLinLNorthernLvobwhitesbLJournalgofgFieldgOrnithologyYL2005YLkjYLekiaelf0.9 18

46  enomeawideLsignalsLofLdriftLandLlocalLadaptationLduringLrapidLlineageLdivergenceLinLaLsongbirdbL
MoleculargEcologyYL2018YLfkYLiegkaieig 5.7 18

45 wapturingLxarwinSsLdreambLMoleculargEcologygResourcesYL2016YLejYLedieal 8.4 17

44 HabitatLstructureLandLcolonyLstructureLconstrainLextrapairLpaternityLin´ aLcolonialLbirdbLAnimalg
BehaviourYL2014YLmiYLefeaefk 2.8 16

43 ónteractiveLeffectsLofLmaleLandLfemaleLageLonLextraapairLpaternityLinLaLsociallyLmonogamousL
seabirdbLBehavioralgEcologygandgSociobiologyYL2014YLjlYLejdgaejdm 2.5 16

(2014-2017)
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42 TetranucleotideYLtrinucleotideYLandLdinucleotideLlociLfromLtheLbobcatLTLynxLrufusUbLMolecularg
EcologygNotesYL2005YLiYLglkaglm 15

41
uLphylogenomicLframeworkLforLpelagiarianLfishesLTucanthomorphanLPercomorphaULhighlightsL
mosaicLradiationLinLtheLopenLoceanbLProceedingsgofgthegRoyalgSocietygB:gBiologicalgSciencesYL2019YL
fljYLfdemeidf

4.4 13

40
TargetLenrichmentLofLthousandsLofLultraconservedLelementsLshedsLnewLlightLonLearlyLrelationshipsL
withinLNewLWorldLsparrowsLTuvesnLPasserellidaeUylLenriquecimientoLdirigidoLdeLmilesLdeLelementosL
ultraLconservadosLbrindaLunaLnuevaLmiradaLsobreLlaLrelaciˆ‡nLtempranaLadentroLdeLlosLgorrionesLdelL
NuevoLMundoLTuvesnLPasserellidaeUPhylogenomicLinsightLintoLNewLWorldLsparrowLphylogenybLAukYL
2016YLeggYLhieahil

2.1 13

39 TetranucleotideLmicrosatelliteLlociLfromLtheLblackLbearLTUrsusLamericanusUbLMoleculargEcologyg
ResourcesYL2009YLmYLfllame 8.4 13

38 PhylogenomicLspeciesLdelimitationLinLmicroendemicLfrogsLofLtheLvrazilianLutlanticLzorestbLMolecularg
PhylogeneticsgandgEvolutionYL2019YLeheYLedjjfk 4.1 12

37 uLTargetLynrichmentLvaitLSetLforLStudyingLRelationshipsLamongLOstariophysanLzishesbLCopeiaYL2020YL
edlYLhk 1.1 12

36 TenLmicrosatelliteLlociLfromLNorthernLvobwhiteLTwolinusLvirginianusUbLConservationgGeneticsYL2009YL
edYLigiaigl 2.6 11

35 ucceleratedLxiversificationLyxplainsLtheLyxceptionalLSpeciesLRichnessLofLTropicalLwharacoidLzishesbL
SystematicgBiologyYL2021YL 8.4 11

34 TheLcriticalLimportanceLofLvouchersLinLgenomicsbLELifeYL2021YLedYL 8.9 10

33 PhylogenomicLanalysisLofLLakeLMalawiLcichlidLfishesnLzurtherLevidenceLthatLtheLthreeastageLmodelL
ofLdiversificationLdoesLnotLfitbLMoleculargPhylogeneticsgandgEvolutionYL2017YLeehYLhdahl 4.1 9

32 TargetedLxNuLRegionLReasequencingL2016YLhgajl 9

31 ósolationLandLcharacterizationLofLmicrosatelliteLlociLfromLblueafootedLboobiesLTSulaLnebouxiiUbL
ConservationgGeneticsgResourcesYL2009YLeYLeimaejf 0.8 7

30 TetranucleotideLandLdinucleotideLmicrosatelliteLlociLfromLtheLnorthernLbobwhiteLTwolinusL
virginianusUbLMoleculargEcologygNotesYL2004YLhYLheiahem 7

29 PHYLUwyLisLaLsoftwareLpackageLforLtheLanalysisLofLconservedLgenomicLloci 7

28 yxtensiveLparaphylyLinLtheLtypicalLowlLfamilyLTStrigidaeUbLAukYL2020YLegkYL 2.1 7

27 TetranucleotideLmicrosatelliteLlociLfromLeasternLbluebirdsLSialiaLsialisbLMoleculargEcologygNotesYL
2006YLjYLjhjajhm 6

26 udapteramaLóóónLQuadrupleaindexedYLdoublectripleaenzymeLRuxseqLlibrariesLTfRuxcgRuxU 6

25 xivergenceYLgeneLflowYLandLspeciationLinLeightLlineagesLofLtransaveringianLbirdsbLMoleculargEcologyYL
2020YLfmYLgifjagihf 5.7 6
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24 MicrosatelliteLmarkersLforLeasternLhemlockLTTsugaLcanadensisUbLMoleculargEcologygResourcesYL2008YL
lYLegihaj 8.4 5

23 UsingLultraconservedLelementsLtoLtrackLtheLinfluenceLofLseaalevelLchangeLonLleafyLseadragonL
populationsbLMoleculargEcologyYL2021YLgdYLegjhaegld 5.7 5

22 PhylogenomicsLofLmontaneLfrogsLofLtheLvrazilianLutlanticLzorestLisLconsistentLwithLisolationLinLskyL
islandsLfollowedLbyLclimaticLstabilitybLBiologicalgJournalgofgthegLinneangSocietyYL2018YL 1.9 4

21 SpeciationLdespiteLgeneLflowLinLtwoLowlsLTuegoliusLsspbUnLyvidenceLfromLfYiekLultraconservedL
elementLlocibLAukYL2019YLegjYL 2.1 4

20 yighteenLmicrosatelliteLlociLdevelopedLfromLwesternLburrowingLowlsLTutheneLcuniculariaL
hypugaeaUbLConservationgGeneticsgResourcesYL2010YLfYLejkaeke 0.8 4

19 ódentifyingLwonservedL enomicLylementsLandLxesigningLUniversalLProbeLSetsLToLynrichLThem 4

18 PhylogenomicLspeciesLdelimitationLinLmicroendemicLfrogsLofLtheLvrazilianLutlanticLzorest 4

17 uLHighlyLwontiguousLReferenceL enomeLforLNorthernLvobwhiteLTUbLG3:gGenesugGenomesugGeneticsYL
2019YLmYLgmfmagmgf 3.2 4

16 PhylogeneticLrelationshipsLofLdiurnalYLphytotelmabreedingLMelanophryniscusLTunuranLvufonidaeUL
basedLonLmitogenomicLdatabLGeneYL2017YLjflYLemhaemm 3.8 3

15 PhylogenomicLunalysisLofLuntsYLveesLandLStingingLWaspsnLómprovedLTaxonLSamplingLynhancesL
UnderstandingLofLHymenopteranLyvolution 3

14 uLtargetLenrichmentLbaitLsetLforLstudyingLrelationshipsLamongLostariophysanLfishes 3

13 udapteramaLóónLUniversalLampliconLsequencingLonLólluminaLplatformsLTTaggiMatrixU 3

12 TheLmitochondrialLgenomeLofLvrachycephalusLbrunneusLTunuranLvrachycephalidaeUYLwithLcommentsL
onLtheLphylogeneticLpositionLofLvrachycephalidaebLBiochemicalgSystematicsgandgEcologyYL2017YLkeYLfjage 1.4 2

11 SequenceLcaptureLofLultraconservedLelementsLfromLbirdLmuseumLspecimens 2

10 udapteramaLóVnLSequenceLwaptureLofLxualadigestLRuxseqLLibrariesLwithLódentifiableLxuplicatesLTRuxcapU 2

9 wultivationLandLgenomicsLofLtheLfirstLfreshwaterLSuReeLTLxefULisolate 2

8 womparisonLofLultraconservedLelementsLTUwysULtoLmicrosatelliteLmarkersLforLtheLstudyLofLavianL
hybridLzonesnLaLtestLinLuphelocomaLjaysbLBMCgResearchgNotesYL2019YLefYLhij 2.3 1

7 xisplacedLclinesLinLanLavianLhybridLzoneLTThamnophilidaenLRhegmatorhinaULwithinLanLumazonianL
interfluvebLEvolution;gInternationalgJournalgofgOrganicgEvolutionYL2021YL 3.8 1

(2021-2008)
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6 ulleleLPhasingL reatlyLómprovesLtheLPhylogeneticLUtilityLofLUltraconservedLylements 1

5 HighLPhylogeneticLUtilityLofLanLUltraconservedLylementLProbeLSetLxesignedLforLurachnida 1

4  enomeLassembliesLforLtwoLNeotropicalLtreesnLJacarandaLcopaiaLandLHandroanthusLguayacanbLG3:g
GenesugGenomesugGeneticsYL2021YLeeYL 3.2 1

3 yffectsLofLTissueLwollectionLMethodsLonLMorphometricsLandLSurvivalLofLwaptiveLNeonatalLNorthernL
vobwhitebLJournalgofgWildlifegManagementYL2009YLkgYLefheaefhh 1.9 0

2
MultipleLspeciesLandLdeepLgenomicLdivergencesLdespiteLlittleLphenotypicLdifferentiationLinLanL
ancientLNeotropicalLsongbirdYLTunchiornisLochraceicepsLTSclaterYLeljdULTuvesnLVireonidaeUbL
MoleculargPhylogeneticsgandgEvolutionYL2021YLejfYLedkfdj

4.1 0

1 SystematicsLofLLepidothrixLmanakinsLTuvesnLPasseriformesnLPipridaeULusingLRuxcapLmarkersbbL
MoleculargPhylogeneticsgandgEvolutionYL2022YLedkifi 4.1 0
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