
Robert B Russell

ListgofgPublicationsgbygYearging
DescendinggOrder

Source:ghttps:xxexalyvcomxauthorupdfx33y8yy7xrobertuburussellupublicationsubyuyearvpdf

Version:g2y24uy4uy9g

ThisgdocumentghasgbeenggeneratedgbasedgongthegpublicationsgandgcitationsgrecordedgbygexalyvcomvgForg

theglatestgversiongofgthisgpublicationglisttgvisitgtheglinkggivengabovev

ThegthirdgcolumngisgthegimpactgfactorgoIFpgofgthegjournaltgandgthegfourthgcolumngisgthegnumbergofg

citationsgofgthegarticlev

172
papers

23,116
citations

73
h-index

151
g-index

189
ext. papers

25,783
ext. citations

11.1
avg, IF

6.68
L-index



j Paper IF Citations

172 RhovpP]hsJinhibitsJrdccaJlaterallyJtoJcontrolJepithelialJcellJshapeJandJpreventJinvasionYJJournaldofd
CelldBiologyWJ2021WJaa[WJ 7.3 3

171  echnetoriJaJwebJserverJforJexploringJproteinJmechanismJandJtheJfunctionalJcontextJofJgeneticJ
variantsYJNucleicdAcidsdResearchWJ2021WJchWJWbeeXWbfc 20.1 1

170 NextJvenerationJProteinJStructureJPredictionsJandJveneticJVariantJxnterpretationYJJournaldofd
MoleculardBiologyWJ2021WJcbbWJ]ef]g[ 6.5 6

169 TheJxnteractionJofJ unc]gX]JwelixJ]]JandJ]aJwithJtheJrentralJRegionJofJtheJVp PaJSNpRtJ otifJxsJ
tssentialJforJSNpRtJTemplatingJandJSynapticJTransmissionYJENeuroWJ2020WJfWJ 3.9 3

168 sefiningJclinicalJsubgroupsJandJgenotypeXphenotypeJcorrelationsJinJNqpSXassociatedJdiseaseJ
acrossJ]][JpatientsYJGeneticsdindMedicineWJ2020WJaaWJe][Xea] 8.1 22

167 xlluminatingJtheJOncoXvPrRomeiJNovelJvJproteinXcoupledJreceptorXdrivenJoncocrineJnetworksJandJ
targetsJforJcancerJimmunotherapyYJJournaldofdBiologicaldChemistryWJ2019WJahcWJ]][eaX]][ge 5.4 73

166 xlluminatingJvXProteinXrouplingJSelectivityJofJvPrRsYJCellWJ2019WJ]ffWJ]hbbX]hcfYead 56.2 181

165 PRtrOviJPRtdictingJrOuplingJprobabilitiesJofJvXproteinJcoupledJreceptorsYJNucleicdAcidsdResearchWJ
2019WJcfWJWbhdXWc[] 20.1 4

164
tPtNX[cYJrXorfefJ x xrSJONrOvtNxrJwxSTONtJwbJzaf J UTpTxONSJpNsJuUNrTxONSJpSJ
xNTRxNSxrJxNwxqxTORJOuJPRraJuUNrTxONJxNJpvvRtSSxVtJPOSTtRxORJuOSSpJtPtNsY O pYJ
NeurosOncologyWJ2019WJa]WJiifgXiifg

1 78

163 riliarartaiJpnJintegratedJandJvalidatedJcompendiumJofJciliaryJgenesYJPLoSdONEWJ2019WJ]cWJe[a]ef[d 3.7 47

162 sefectiveJhomologousJrecombinationJsNpJrepairJasJtherapeuticJtargetJinJadvancedJchordomaYJ
NaturedCommunicationsWJ2019WJ][WJ]ebd 17.4 33

161 tZwxPZrXorfefJmimicsJzaf JmutatedJoncohistonesJandJfunctionsJasJanJintrinsicJinhibitorJofJPRraJ
functionJinJaggressiveJposteriorJfossaJependymomaYJNeurosOncologyWJ2019WJa]WJgfgXggh 1 65

160 venomicJandJtranscriptomicJchangesJcomplementJeachJotherJinJtheJpathogenesisJofJsporadicJ
qurkittJlymphomaYJNaturedCommunicationsWJ2019WJ][WJ]cdh 17.4 49

159 RareWJfunctionalWJsomaticJvariantsJinJgeneJfamiliesJlinkedJtoJcancerJgenesiJvPrRJsignalingJasJaJ
paradigmYJOncogeneWJ2019WJbgWJech]Xed[e 9.2 8

158  olecularJswitchJfromJ YrJtoJ YrNJexpressionJinJ YrJproteinJnegativeJqurkittJlymphomaJcasesYJ
BlooddCancerdJournalWJ2019WJhWJh] 7 10

157 TheJmutationalJlandscapeJofJqurkittXlikeJlymphomaJwithJ]]qJaberrationJisJdistinctJfromJthatJofJ
qurkittJlymphomaYJBloodWJ2019WJ]bbWJheaXhee 2.2 29

156 UnderstandingJtheJroleJofJgeneticJvariabilityJinJ–RRzaJinJxndianJpopulationYJMovementdDisordersWJ
2019WJbcWJcheXd[d 7 6
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155 rancerJgeneticsJmeetsJbiomolecularJmechanismXbridgingJanJageXoldJgulfYJFEBSdLettersWJ2018WJdhaWJcebXcfc3.8 6

154 rryptogenicJcholestasisJinJyoungJandJadultsiJpTPgq]WJpqrq]]WJpqrqcWJandJTyPaJgeneJvariantsJ
analysisJbyJhighXthroughputJsequencingYJJournaldofdGastroenterologyWJ2018WJdbWJhcdXhdg 6.9 33

153 StudyingJhowJgeneticJvariantsJaffectJmechanismJinJbiologicalJsystemsYJEssaysdindBiochemistryWJ2018WJ
eaWJdfdXdga 7.6

152 veneticJvariantsJaffectingJequivalentJproteinJfamilyJpositionsJreflectJhumanJdiversityYJScientificd
ReportsWJ2017WJfWJ]aff] 4.9 7

151 rapturingJproteinJcommunitiesJbyJstructuralJproteomicsJinJaJthermophilicJeukaryoteYJMoleculard
SystemsdBiologyWJ2017WJ]bWJhbe 12.2 79

150 –andscapeJofJnuclearJtransportJreceptorJcargo´ specificityYJMoleculardSystemsdBiologyWJ2017WJ]bWJhea 12.2 51

149 SystematicJidentificationJofJphosphorylationXmediatedJproteinJinteractionJswitchesYJPLoSd
ComputationaldBiologyWJ2017WJ]bWJe][[dcea 5 31

148 pnJorganelleXspecificJproteinJlandscapeJidentifiesJnovelJdiseasesJandJmolecularJmechanismsYJ
NaturedCommunicationsWJ2016WJfWJ]]ch] 17.4 134

147 xnsightsJintoJcancerJseverityJfromJbiomolecularJinteractionJmechanismsYJScientificdReportsWJ2016WJeWJbcch[4.9 16

146  utagenesisJofJNXterminalJresiduesJofJfelineJfoamyJvirusJvagJrevealsJentirelyJdistinctJfunctionsJ
duringJcapsidJformationWJparticleJassemblyWJvagJprocessingJandJbuddingYJRetrovirologyWJ2016WJ]bWJdf 3.6 4

145 venesJencodingJmembersJofJtheJypzXSTpTJpathwayJorJepigeneticJregulatorsJareJrecurrentlyJ
mutatedJinJTXcellJprolymphocyticJleukaemiaYJBritishdJournaldofdHaematologyWJ2016WJ]fbWJaedXfb 4.5 47

144 sNpJmethylomeJanalysisJinJqurkittJandJfollicularJlymphomasJidentifiesJdifferentiallyJmethylatedJ
regionsJlinkedJtoJsomaticJmutationJandJtranscriptionalJcontrolYJNaturedGeneticsWJ2015WJcfWJ]b]eX]bad 36.3 101

143 sataJSourcesJforJSignatureJsiscoveryJinJToxicologyYJMethodsdindPharmacologydanddToxicologyWJ2015WJhdX][g1.1

142 TheJPrqP]JgeneJencodingJpolySrrTJbindingJproteinJxJisJrecurrentlyJmutatedJinJqurkittJlymphomaYJ
GenesdChromosomesdanddCancerWJ2015WJdcWJdddXec 5 21

141 pJsystemsJbiologyJapproachJtowardsJtheJpredictionJofJciliopathyJmechanismsYJCiliaWJ2015WJcWJ 5.5 78

140 uromJproteomicJdataJtoJnetworksiJstatisticsJandJmethodsJrevealJciliaryJproteinJinteractionJ
landscapeYJCiliaWJ2015WJcWJ 5.5 78

139 SystematicJexplorationJofJtheJciliaryJproteinJlandscapeJbyJlargeXscaleJaffinityJproteomicsYJCiliaWJ
2015WJcWJPgh 5.5 78

138 zxpp[ddeJisJaJnovelJciliaryJbasalJbodyJcomponentJmutatedJinJyoubertJsyndromeYJGenomedBiologyWJ
2015WJ]eWJahb 18.3 32

(2015-2018)
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137  echismoiJpredictingJtheJmechanisticJimpactJofJmutationsJandJmodificationsJonJmolecularJ
interactionsYJNucleicdAcidsdResearchWJ2015WJcbWJe][ 20.1 57

136 TheJmutationalJpatternJofJprimaryJlymphomaJofJtheJcentralJnervousJsystemJdeterminedJbyJ
wholeXexomeJsequencingYJLeukemiaWJ2015WJahWJeffXgd 10.7 104

135 RecurrentJmutationJofJypzbJinJTXcellJprolymphocyticJleukemiaYJGenesdChromosomesdanddCancerWJ
2014WJdbWJb[hX]e 5 60

134 RecurrentJRwOpJmutationsJinJpediatricJqurkittJlymphomaJtreatedJaccordingJtoJtheJNw–Xqu J
protocolsYJGenesdChromosomesdanddCancerWJ2014WJdbWJh]]Xe 5 44

133 S pRrpcXmutatedJatypicalJteratoidZrhabdoidJtumorsJareJassociatedJwithJinheritedJgermlineJ
alterationsJandJpoorJprognosisYJActadNeuropathologicaWJ2014WJ]agWJcdbXe 14.3 116

132 pJrecurrentJ]]qJaberrationJpatternJcharacterizesJaJsubsetJofJ YrXnegativeJhighXgradeJqXcellJ
lymphomasJresemblingJqurkittJlymphomaYJBloodWJ2014WJ]abWJ]]gfXhg 2.2 131

131 StructuralJSystemsJqiologyiJ odelingJxnteractionsJandJNetworksJforJSystemsJStudiesJ2014WJhX]h

130 rharacterizingJproteinJinteractionsJemployingJaJgenomeXwideJsiRNpJcellularJphenotypingJscreenYJ
PLoSdComputationaldBiologyWJ2014WJ][WJe][[bg]c 5 7

129 pnJRNpiJscreenJidentifiesJzxu]dJasJaJnovelJregulatorJofJtheJendocyticJtraffickingJofJintegrinYJJournald
ofdCelldScienceWJ2014WJ]afWJacbbXcf 5.3 22

128  olecularJdissectionJofJhumanJprgonauteJproteinsJbyJsNpJshufflingYJNaturedStructuraldandd
MoleculardBiologyWJ2013WJa[WJg]gXae 17.6 58

127 NegativeJproteinXproteinJinteractionJdatasetsJderivedJfromJlargeXscaleJtwoXhybridJexperimentsYJ
MethodsWJ2012WJdgWJbcbXg 4.6 25

126 RecurrentJmutationJofJtheJxsbJgeneJinJqurkittJlymphomaJidentifiedJbyJintegratedJgenomeWJexomeJ
andJtranscriptomeJsequencingYJNaturedGeneticsWJ2012WJccWJ]b]eXa[ 36.3 317

125 romputationalJidentificationJofJnovelJaminoXacidJinteractionsJinJwxVJvagJviaJcorrelatedJevolutionYJ
PLoSdONEWJ2012WJfWJecaceg 3.7 7

124 sissectingJtheJgenomicJcomplexityJunderlyingJmedulloblastomaYJNatureWJ2012WJcggWJ][[Xd 50.4 623

123 PepSiteiJpredictionJofJpeptideXbindingJsitesJfromJproteinJsurfacesYJNucleicdAcidsdResearchWJ2012WJc[WJWcabXf20.1 133

122 rrossXtalkJbetweenJphosphorylationJandJlysineJacetylationJinJaJgenomeXreducedJbacteriumYJ
MoleculardSystemsdBiologyWJ2012WJgWJdf] 12.2 144

121 ProtrhemSxiJaJnetworkJofJproteinXchemicalJstructuralJinteractionsYJNucleicdAcidsdResearchWJ2012WJc[WJsdchXdb20.1 11

120 TheJthreeXdimensionalJmolecularJstructureJofJtheJdesmosomalJplaqueYJProceedingsdofdthedNationald
AcademydofdSciencesdofdthedUniteddStatesdofdAmericaWJ2011WJ][gWJecg[Xd 11.5 60
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119 rombinationsJofJproteinXchemicalJcomplexJstructuresJrevealJnewJtargetsJforJestablishedJdrugsYJ
PLoSdComputationaldBiologyWJ2011WJfWJe][[a[cb 5 24

118 rontentJdisputesJinJWikipediaJreflectJgeopoliticalJinstabilityYJPLoSdONEWJ2011WJeWJea[h[a 3.7 13

117 somainJrecombinationiJaJworkhorseJforJevolutionaryJinnovationYJSciencedSignalingWJ2010WJbWJpeb[ 8.8 13

116 pJsystematicJscreenJforJproteinXlipidJinteractionsJinJSaccharomycesJcerevisiaeYJMoleculardSystemsd
BiologyWJ2010WJeWJcb[ 12.2 132

115  odularJarchitectureJofJnucleotideXbindingJpocketsYJNucleicdAcidsdResearchWJ2010WJbgWJbg[hX]e 20.1 24

114 Wsc[JproteinsJpropelJcellularJnetworksYJTrendsdindBiochemicaldSciencesWJ2010WJbdWJdedXfc 10.3 410

113
venesJfromJliverJtissueJaffectedJinJphthalateJtreatedJratsWJcoupledJwithJstructuralJanalysisJofJ
phthalatesJjointlyJpredictJtesticularJtoxicityJandJelucidatesJpossibleJmechanismsYJToxicologyWJ2010WJ
afgWJbc]Xbca

4.4 4

112 pnJautomatedJstochasticJapproachJtoJtheJidentificationJofJtheJproteinJspecificityJdeterminantsJandJ
functionalJsubfamiliesYJAlgorithmsdfordMoleculardBiologyWJ2010WJdWJah 1.8 47

111 pccurateJpredictionJofJpeptideJbindingJsitesJonJproteinJsurfacesYJPLoSdComputationaldBiologyWJ2009WJ
dWJe][[[bbd 5 116

110 rombiningJspecificityJdeterminingJandJconservedJresiduesJimprovesJfunctionalJsiteJpredictionYJBMCd
BioinformaticsWJ2009WJ][WJ]fc 3.6 32

109 xmpactJofJgenomeJreductionJonJbacterialJmetabolismJandJitsJregulationYJScienceWJ2009WJbaeWJ]aebXg 33.3 229

108
wbJ JsothanJ[betaJadZaeJSqfZqgTZSvvTZvpvXXmvpvZZvlyZvluXXmvlu]jJaJnewJmechanismJofJunstableJ
methemoglobinJvariantJandJmolecularJcharacteristicsYJBlooddCellsrdMoleculesrdanddDiseasesWJ2009WJ
cbWJabdXg

2.1 4

107 ProteomeJorganizationJinJaJgenomeXreducedJbacteriumYJScienceWJ2009WJbaeWJ]abdXc[ 33.3 383

106 TargetingJandJtinkeringJwithJinteractionJnetworksYJNaturedChemicaldBiologyWJ2008WJcWJeeeXfb 11.7 80

105 pJcarefulJdisorderlinessJinJtheJproteomeiJsitesJforJinteractionJandJtargetsJforJfutureJtherapiesYJFEBSd
LettersWJ2008WJdgaWJ]af]Xd 3.8 63

104 TargetingJandJtinkeringJwithJinteractionJnetworksYJFEBSdLettersWJ2008WJdgaWJ]a]h 3.8 3

103 UnravelingJ echanismsJofJToxicityJwithJtheJPowerJofJPathwaysiJToxWizJToolJasJanJxllustrativeJ
txampleJ2008WJ]hdXa]f

102 SubunitJarchitectureJofJintactJproteinJcomplexesJfromJmassJspectrometryJandJhomologyJmodelingYJ
AccountsdofdChemicaldResearchWJ2008WJc]WJe]fXaf 24.3 117

(2008-2011)
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101 PeptideXmediatedJinteractionsJinJbiologicalJsystemsiJnewJdiscoveriesJandJapplicationsYJCurrentd
OpiniondindBiotechnologyWJ2008WJ]hWJbccXd[ 11.4 185

100 xnteractionsJbetweenJtheJuynJSwbXdomainJandJadaptorJproteinJrbpZPpvJderivedJligandsWJeffectsJonJ
kinaseJactivityJandJaffinityYJFEBSdJournalWJ2008WJafdWJcgebXfc 5.7 18

99 SuperTargetJandJ atadoriJresourcesJforJexploringJdrugXtargetJrelationshipsYJNucleicdAcidsdResearchWJ
2008WJbeWJsh]hXaa 20.1 416

98 rlassificationJofJproteinJfoldsYJMoleculardBiotechnologyWJ2007WJbeWJabgXcf 3 3

97 sifferentialJlocalizationJofJcoatomerJcomplexJisoformsJwithinJtheJvolgiJapparatusYJProceedingsdofd
thedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaWJ2007WJ][cWJccadXb[ 11.5 67

96 ProlineXrichJregionsJinJtranscriptionalJcomplexesiJheadingJinJmanyJdirectionsYJSciencelsdSTKE:dSignald
TransductiondKnowledgedEnvironmentWJ2007WJa[[fWJpe] 7

95 SystematicJdiscoveryJofJinJvivoJphosphorylationJnetworksYJCellWJ2007WJ]ahWJ]c]dXae 56.2 611

94 TheJhardJcelliJfromJproteomicsJtoJaJwholeJcellJmodelYJFEBSdLettersWJ2007WJdg]WJagf[Xe 3.8 14

93 pJmoreJcompleteWJcomplexedJandJstructuredJinteractomeYJCurrentdOpiniondindStructuraldBiologyWJ
2007WJ]fWJbf[Xf 8.1 52

92 SystemsXwideJanalysisJofJproteinJcomplexesJinJSaccharomycesJcerevisiaeYJFASEBdJournalWJ2007WJa]WJpa]]0.9

91 sx–x OTiJdiscoveryJofJlinearJmotifsJinJproteinsYJNucleicdAcidsdResearchWJ2006WJbcWJWbd[Xd 20.1 98

90 StructuralJsystemsJbiologyiJmodellingJproteinJinteractionsYJNaturedReviewsdMoleculardCelldBiologyWJ
2006WJfWJ]ggXhf 48.7 264

89 ProteomeJsurveyJrevealsJmodularityJofJtheJyeastJcellJmachineryYJNatureWJ2006WJcc[WJeb]Xe 50.4 2096

88 PeptidesJmediatingJinteractionJnetworksiJnewJleadsJatJlastYJCurrentdOpiniondindBiotechnologyWJ2006WJ
]fWJcedXf] 11.4 145

87 xdentifyingJstructuralJdetailsJforJproteinXproteinJinteractionsYJFASEBdJournalWJ2006WJa[WJpbd 0.9

86 pnimalJ icroRNpsJconferJrobustnessJtoJgeneJexpressionJandJhaveJaJsignificantJimpactJonJbRUTRJ
evolutionYJCellWJ2005WJ]abWJ]]bbXce 56.2 890

85 StructureXbasedJsystemsJbiologyiJaJzoomJlensJforJtheJcellYJFEBSdLettersWJ2005WJdfhWJ]gdcXg 3.8 23

84 xlluminatingJdrugJdiscoveryJwithJbiologicalJpathwaysYJFEBSdLettersWJ2005WJdfhWJ]gfaXf 3.8 81
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83 SystemsJqiologyiJUnderstandingJtheJqiologicalJ osaicYJFEBSdLettersWJ2005WJdfhWJ]ff]X]ff] 3.8 3

82 –inearJmotifsiJevolutionaryJinteractionJswitchesYJFEBSdLettersWJ2005WJdfhWJbbcaXd 3.8 246

81 bdidiJinteractingJproteinJdomainsJofJknownJthreeXdimensionalJstructureYJNucleicdAcidsdResearchWJ
2005WJbbWJsc]bXf 20.1 127

80 StructuralJsimilarityJtoJbridgeJsequenceJspaceiJfindingJnewJfamiliesJonJtheJbridgesYJProteindScienceWJ
2005WJ]cWJ]b[dX]c 6.3 11

79 ProteinJcomplexesiJstructureJpredictionJchallengesJforJtheJa]stJcenturyYJCurrentdOpiniondind
StructuraldBiologyWJ2005WJ]dWJ]dXaa 8.1 73

78 PrinciplesJofJmicroRNpXtargetJrecognitionYJPLoSdBiologyWJ2005WJbWJegd 9.7 1746

77 SystematicJdiscoveryJofJnewJrecognitionJpeptidesJmediatingJproteinJinteractionJnetworksYJPLoSd
BiologyWJ2005WJbWJec[d 9.7 257

76 rlassificationJofJProteinJuoldsJ2005WJh[bXh]h

75 veminateJstructuresJofJpfricanJcassavaJmosaicJvirusYJJournaldofdVirologyWJ2004WJfgWJefdgXed 6.6 88

74 StructureXbasedJassemblyJofJproteinJcomplexesJinJyeastYJScienceWJ2004WJb[bWJa[aeXh 33.3 308

73
SystematicJsearchesJforJmolecularJsynapomorphiesJinJmodelJmetazoanJgenomesJgiveJsomeJ
supportJforJtcdysozoaJafterJaccountingJforJtheJidiosyncrasiesJofJraenorhabditisJelegansYJEvolutiond
kdDevelopmentWJ2004WJeWJ]ecXh

2.6 71

72 TenJthousandJinteractionsJforJtheJmolecularJbiologistYJNaturedBiotechnologyWJ2004WJaaWJ]b]fXa] 44.5 169

71 TakingJtheJmysteryJoutJofJbiologicalJnetworksYJEMBOdReportsWJ2004WJdWJbchXd[ 6.5 26

70 uindingJfunctionalJsitesJinJstructuralJgenomicsJproteinsYJStructureWJ2004WJ]aWJ]c[dX]a 5.2 39

69 pJstructuralJperspectiveJonJproteinXproteinJinteractionsYJCurrentdOpiniondindStructuraldBiologyWJ2004WJ
]cWJb]bXac 8.1 221

68 pJstructuralJperspectiveJonJproteinâ��proteinJinteractionsYJCurrentdOpiniondindStructuraldBiologyWJ2004
WJ]cWJb]bXb]b 8.1

67 uastJfittingJofJatomicJstructuresJtoJlowXresolutionJelectronJdensityJmapsJbyJsurfaceJoverlapJ
maximizationYJJournaldofdMoleculardBiologyWJ2004WJbbgWJfgbXhb 6.5 53

66 xnterPreTSiJproteinJinteractionJpredictionJthroughJtertiaryJstructureYJBioinformaticsWJ2003WJ]hWJ]e]Xa 7.2 192

(2003-2005)
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65 xdentificationJofJsrosophilaJ icroRNpJtargetsYJPLoSdBiologyWJ2003WJ]WJte[ 9.7 591

64 vettingJtheJmostJfromJyourJproteinJsequenceYJMethodsdindMoleculardBiologyWJ2003WJa]]WJc]]Xb[ 1.4 2

63 ProteinJdisorderJpredictioniJimplicationsJforJstructuralJproteomicsYJStructureWJ2003WJ]]WJ]cdbXh 5.2 964

62 UnderstandingJandJpredictingJproteinJassembliesJwithJbsJstructuresYJComparativedanddFunctionald
GenomicsWJ2003WJcWJc][Xd 6

61 PredictionsJwithoutJtemplatesiJnewJfoldsWJsecondaryJstructureWJandJcontactsJinJrpSPdYJProteins:d
StructurerdFunctiondanddBioinformaticsWJ2003WJdbJSupplJeWJcbeXde 4.2 94

60 TheJrelationshipJbetweenJsequenceJandJinteractionJdivergenceJinJproteinsYJJournaldofdMoleculard
BiologyWJ2003WJbbaWJhghXhg 6.5 264

59 pJmodelJforJstatisticalJsignificanceJofJlocalJsimilaritiesJinJstructureYJJournaldofdMoleculardBiologyWJ
2003WJbaeWJ]b[fX]e 6.5 139

58 bantamJencodesJaJdevelopmentallyJregulatedJmicroRNpJthatJcontrolsJcellJproliferationJandJ
regulatesJtheJproapoptoticJgeneJhidJinJsrosophilaYJCellWJ2003WJ]]bWJadXbe 56.2 1696

57 vlobPlotiJtxploringJproteinJsequencesJforJglobularityJandJdisorderYJNucleicdAcidsdResearchWJ2003WJ
b]WJbf[]Xg 20.1 752

56 rrystalJstructureJofJanJarchaealJclassJxJaldolaseJandJtheJevolutionJofJSbetaalphaTgJbarrelJproteinsYJ
JournaldofdBiologicaldChemistryWJ2003WJafgWJcfadbXe[ 5.4 39

55 pnnotationJinJthreeJdimensionsYJPxNTSiJPatternsJinJNonXhomologousJTertiaryJStructuresYJNucleicd
AcidsdResearchWJ2003WJb]WJbbc]Xc 20.1 130

54 rpSwXXaJbetaXhelixJdomainJwidespreadJamongJcarbohydrateXbindingJproteinsYJTrendsdindBiochemicald
SciencesWJ2002WJafWJdhXea 10.3 24

53 TheJthirdJdimensionJforJproteinJinteractionsJandJcomplexesYJTrendsdindBiochemicaldSciencesWJ2002WJ
afWJebbXg 10.3 82

52 uoldJrecognitionJwithoutJfoldsYJProteindScienceWJ2002WJ]]WJ]dfdXh 6.3 19

51 StructuralJsimilarityJtoJlinkJsequenceJspaceiJnewJpotentialJsuperfamiliesJandJimplicationsJforJ
structuralJgenomicsYJProteindScienceWJ2002WJ]]WJ]][]X]e 6.3 19

50 pJcomplexJpredictioniJthreeXdimensionalJmodelJofJtheJyeastJexosomeYJEMBOdReportsWJ2002WJbWJeagXbd 6.5 84

49 rlassificationJofJproteinJfoldsYJMoleculardBiotechnologyWJ2002WJa[WJ]fXag 3 5

48
StructureJofJtheJfullXlengthJwPrJkinaseZphosphataseJfromJStaphylococcusJxylosusJatJ]YhdJpJ
resolutioniJ imickingJtheJproductZsubstrateJofJtheJphosphoJtransferJreactionsYJProceedingsdofdthed
NationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaWJ2002WJhhWJbcdgXeb

11.5 41
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47 xnterrogatingJproteinJinteractionJnetworksJthroughJstructuralJbiologyYJProceedingsdofdthedNationald
AcademydofdSciencesdofdthedUniteddStatesdofdAmericaWJ2002WJhhWJdgheXh[] 11.5 275

46 TheJnaturalJhistoryJofJproteinJdomainsYJAnnualdReviewdofdBiophysicsdanddBiomoleculardStructureWJ
2002WJb]WJcdXf] 221

45 tvolutionaryJrelationshipJbetweenJtheJbacterialJwPrJkinaseJandJtheJubiquitousJPtPXcarboxykinaseiJ
expandingJtheJPXloopJnucleotidylJtransferaseJsuperfamilyYJFEBSdLettersWJ2002WJd]fWJ]Xe 3.8 15

44 PotentialJartefactsJinJproteinXinteractionJnetworksYJFEBSdLettersWJ2002WJdb[WJadbXc 3.8 59

43 pJdynamicJstructuralJmodelJforJestrogenJreceptorXalphaJactivationJbyJligandsWJemphasizingJtheJroleJ
ofJinteractionsJbetweenJdistantJpJandJtJdomainsYJMoleculardCellWJ2002WJ][WJ][]hXba 17.6 105

42 pJworldXwideJwebJserverJofJproteinJdomainJassignmentJ2002WJabdXabe

41 PredictingJfunctionJfromJstructureiJexamplesJofJtheJserineJproteaseJinhibitorJcanonicalJloopJ
conformationJfoundJinJextracellularJproteinsYJComputersdkdChemistryWJ2001WJaeWJb]Xh 9

40 uoldJrecognitionJfromJsequenceJcomparisonsYJProteins:dStructurerdFunctiondanddBioinformaticsWJ2001WJ
SupplJdWJegXfd 4.2 18

39 SialidaseXlikeJpspXboxesiJsequenceXsimilarJstructuresJwithinJdifferentJproteinJfoldsYJProteindScienceWJ
2001WJ][WJagdXha 6.3 66

38 txonJstructureJconservationJdespiteJlowJsequenceJsimilarityiJaJrelicJofJdramaticJeventsJinJ
evolutionnYJEMBOdJournalWJ2001WJa[WJdbdcXe[ 13 74

37
OnJtheJevolutionJofJproteinJfoldsiJareJsimilarJmotifsJinJdifferentJproteinJfoldsJtheJresultJofJ
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