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n Paper IF Citations

119 tiodiversityKatKmultipleKtrophicKlevelsKisKneededKforKecosystemKmultifunctionalityZKNatureWK2016WK
gehWKfghYk 50.4 345

118
—dentifyingKtheKfundamentalKunitsKofKbacterialKdiversitylKaKparadigmKshiftKtoKincorporateKecologyK
intoKbacterialKsystematicsZKProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
AmericaWK2008WKcbgWKdgbfYk

11.5 248

117 LandYuseKintensificationKcausesKmultitrophicKhomogenizationKofKgrasslandKcommunitiesZKNatureWK
2016WKgfbWKdhhYdhk 50.4 236

116 sKrobustKprocedureKforKcomparingKmultipleKmeansKunderKheteroscedasticityKinKunbalancedKdesignsZK
PLoSgONEWK2010WKgWKekijj 3.7 184

115 opmlKanKRKpackageKforKanalysingKOmniLogSRTKphenotypeKmicroarrayKdataZKBioinformaticsWK2013WKdkWKcjdeYf7.2 153

114 yenomicKencyclopediaKofKbacteriaKandKarchaealKsequencingKaKmyriadKofKtypeKstrainsZKPLoSgBiologyWK
2014WKcdWKecbbckdb 9.7 146

113 VisualizationKandKcurveYparameterKestimationKstrategiesKforKefficientKexplorationKofKphenotypeK
microarrayKkineticsZKPLoSgONEWK2012WKiWKeefjfh 3.7 139

112 TheKimpactKofKevenYagedKandKunevenYagedKforestKmanagementKonKregionalKbiodiversityKofKmultipleK
taxaKinKwuropeanKbeechKforestsZKJournalgofgAppliedgEcologyWK2018WKggWKdhiYdij 5.8 125

111 PresentKandKxutureKofKuulturingKtacteriaZKAnnualgReviewgofgMicrobiologyWK2017WKicWKiccYieb 17.5 113

110
sdaptationKandKincipientKsympatricKspeciationKofKtacillusKsimplexKunderKmicroclimaticKcontrastKatK
MwvolutionKuanyonsMK—KandK——WK—sraelZKProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaWK2005WKcbdWKcgkdfYk

11.5 89

109 LocallyKrareKspeciesKinfluenceKgrasslandKecosystemKmultifunctionalityZKPhilosophicalgTransactionsgofg
thegRoyalgSocietygB:gBiologicalgSciencesWK2016WKeicWK 5.8 88

108 wcologyKofKspeciationKinKtheKgenusKtacillusZKAppliedgandgEnvironmentalgMicrobiologyWK2010WKihWKcefkYgj 4.8 80

107 NaturalKgeneticKtransformationKofKPseudomonasKstutzeriKinKaKnonYsterileKsoilZKMicrobiologygpUnitedg
KingdomrWK1998WKcffKSKPtKdTWKghkYgih 2.9 79

106 xromKgenomeKminingKtoKphenotypicKmicroarrayslKPlanctomycetesKasKsourceKforKnovelKbioactiveK
moleculesZKAntoniegVangLeeuwenhoekWK2013WKcbfWKggcYhi 2.1 78

105 PseudomonasKaeruginosaKpopulationKstructureKrevisitedKunderKenvironmentalKfocuslKimpactKofK
waterKqualityKandKphageKpressureZKEnvironmentalgMicrobiologyWK2012WKcfWKckgdYhi 5.2 75

104 tlindKspotsKinKglobalKsoilKbiodiversityKandKecosystemKfunctionKresearchZKNaturegCommunicationsWK
2020WKccWKejib 17.4 72

103 vriversKofKtheKcompositionKofKactiveKrhizosphereKbacterialKcommunitiesKinKtemperateKgrasslandsZK
ISMEgJournalWK2020WKcfWKfheYfig 11.9 65
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102
zighlyKdifferentKlevelsKofKnaturalKtransformationKareKassociatedKwithKgenomicKsubgroupsKwithinKaK
localKpopulationKofKPseudomonasKstutzeriKfromKsoilZKAppliedgandgEnvironmentalgMicrobiologyWK2002WK
hjWKjhgYie

4.8 59

101 uharacterizationKofKJybdfWKaKpseudomonasKaeruginosaKPtcYlikeKbroadKhostKrangeKphageKunderK
simulatedKinfectionKconditionsZKBMCgMicrobiologyWK2010WKcbWKebc 4.5 51

100 uompleteKgenomeKsequenceKofKyeodermatophilusKobscurusKtypeKstrainKSyYdbTZKStandardsging
GenomicgSciencesWK2010WKdWKcgjYhi 49

99
—dentificationKofKcomplexKcompositionWKstrongKstrainKdiversityKandKdirectionalKselectionKinKlocalK
PseudomonasKstutzeriKpopulationsKfromKmarineKsedimentKandKsoilsZKEnvironmentalgMicrobiologyWK
2002WKfWKfhgYih

5.2 45

98 uompleteKgenomeKsequenceKofKvesulfobulbusKpropionicusKtypeKstrainKScpreTZKStandardsgingGenomicg
SciencesWK2011WKfWKcbbYcb 39

97
snalysisKofKgenotypicKdiversityKandKrelationshipsKamongKPseudomonasKstutzeriKstrainsKbyK
PuRYbasedKgenomicKfingerprintingKandKmultilocusKenzymeKelectrophoresisZKSystematicgandgAppliedg
MicrobiologyWK1999WKddWKekeYfbd

4.2 37

96 uompleteKgenomeKsequenceKofKSpirosomaKlingualeKtypeKstrainKScTZKStandardsgingGenomicgSciencesWK
2010WKdWKcihYjg 35

95 PatternsKofKthermalKadaptationKofKtacillusKsimplexKtoKtheKmicroclimaticallyKcontrastingKslopesKofK
RwvolutionKuanyonsRK—KandK——WK—sraelZKEnvironmentalgMicrobiologyWK2007WKkWKichYdh 5.2 35

94 uompleteKgenomeKsequenceKofKSulfurimonasKautotrophicaKtypeKstrainKSOücbTZKStandardsgingGenomicg
SciencesWK2010WKeWKckfYdbd 32

93 SpatialK—nteractionKofKsrchaealKsmmoniaYOxidizersKandKNitriteYOxidizingKtacteriaKinKanKUnfertilizedK
yrasslandKSoilZKFrontiersgingMicrobiologyWK2015WKhWKcghi 5.7 32

92 uompleteKgenomeKsequenceKofKtheKsulfurKcompoundsKoxidizingKchemolithoautotrophK
SulfuricurvumKkujienseKtypeKstrainKSYüYcSTTTZKStandardsgingGenomicgSciencesWK2012WKhWKkfYcbe 31

91 uomparativeKsnalysisKofKTypeK———KSecretedKwffectorKyenesKReflectsKvivergenceKofKscidovoraxKcitrulliK
StrainsKintoKThreeKvistinctKLineagesZKPhytopathologyWK2014WKcbfWKccgdYhd 3.8 29

90 uompleteKgenomeKsequenceKofKPlanctomycesKlimnophilusKtypeKstrainKSMˆ…KdkbTZKStandardsging
GenomicgSciencesWK2010WKeWKfiYgh 28

89 uompleteKgenomeKsequenceKofKMeiothermusKruberKtypeKstrainKSdcTZKStandardsgingGenomicgSciencesWK
2010WKeWKdhYeh 28

88 uompleteKgenomeKsequenceKofKNocardiopsisKdassonvilleiKtypeKstrainKS—MRUKgbkTZKStandardsging
GenomicgSciencesWK2010WKeWKedgYeh 27

87 uompleteKgenomeKsequenceKofKOlsenellaKuliKtypeKstrainKSVP—KvihvYdiuTZKStandardsgingGenomicg
SciencesWK2010WKeWKihYjf 27

86 uompleteKgenomeKsequenceKofKsminobacteriumKcolombienseKtypeKstrainKSsLsYcTZKStandardsging
GenomicgSciencesWK2010WKdWKdjbYk 27

85 uompleteKgenomeKsequenceKofKPirellulaKstaleyiKtypeKstrainKSsTuuKdieiiTZKStandardsgingGenomicg
SciencesWK2009WKcWKebjYch 26

(2009-2002)

3



84 uompleteKgenomeKsequenceKofKStreptosporangiumKroseumKtypeKstrainKSN—KkcbbTZKStandardsging
GenomicgSciencesWK2010WKdWKdkYei 25

83
TheKstructureKofKaKlocalKpopulationKofKphytopathogenicKPseudomonasKbrassicacearumKfromK
agriculturalKsoilKindicatesKdevelopmentKunderKpurifyingKselectionKpressureZKEnvironmentalg
MicrobiologyWK2001WKeWKcihYjh

5.2 25

82
TheKpotentialKforKintraspecificKhorizontalKgeneKexchangeKbyKnaturalKgeneticKtransformationlKsexualK
isolationKamongKgenomovarsKofKPseudomonasKstutzeriZKMicrobiologygpUnitedgKingdomrWK2000WKcfhKPtK
cdWKebjcYebkb

2.9 25

81 uompleteKgenomeKsequenceKofKtheKextremelyKhalophilicKzalanaerobiumKpraevalensKtypeKstrainK
SySLTZKStandardsgingGenomicgSciencesWK2011WKfWKecdYdc 24

80 uompleteKgenomeKsequenceKofKThermomonosporaKcurvataKtypeKstrainKStkTZKStandardsgingGenomicg
SciencesWK2011WKfWKceYdd 24

79 uompleteKgenomeKsequenceKofKSulfurospirillumKdeleyianumKtypeKstrainKSgcigTZKStandardsging
GenomicgSciencesWK2010WKdWKcfkYgi 24

78 uomparisonKofKRockKVarnishKtacterialKuommunitiesKwithKSurroundingKNonYVarnishedKRockK
SurfaceslKTaxonYSpecificKsnalysisKandKMorphologicalKvescriptionZKMicrobialgEcologyWK2015WKibWKifcYgb 4.4 23

77 —solationKandKcharacterizationKofKnumerousKnovelKphagesKtargetingKdiverseKstrainsKofKtheKubiquitousK
andKopportunisticKpathogenKschromobacterKxylosoxidansZKPLoSgONEWK2014WKkWKejhkeg 3.7 23

76 yenomovarsKccKtoKcjKofKPseudomonasKstutzeriWKidentifiedKamongKisolatesKfromKsoilKandKmarineK
sedimentZKInternationalgJournalgofgSystematicgandgEvolutionarygMicrobiologyWK2005WKggWKcihiYciib 2.2 23

75 wstimatesKofKSoilKtacterialKRibosomeKuontentKandKviversityKsreKSignificantlyKsffectedKbyKtheK
NucleicKscidKwxtractionKMethodKwmployedZKAppliedgandgEnvironmentalgMicrobiologyWK2016WKjdWKdgkgYdhbi4.8 21

74 uonvergentKLossKofKstuKTransporterKyenesKxromKyenomesK—sKsssociatedKWithK—mpairedKTyrosineK
UptakeKandKYuresolKProductionZKFrontiersgingMicrobiologyWK2018WKkWKkbc 5.7 21

73 uompleteKgenomeKsequenceKofKSaccharomonosporaKviridisKtypeKstrainKSPcbcTZKStandardsgingGenomicg
SciencesWK2009WKcWKcfcYk 21

72 uompleteKgenomeKsequenceKofKstopobiumKparvulumKtypeKstrainKS—PPKcdfhTZKStandardsgingGenomicg
SciencesWK2009WKcWKchhYie 21

71 TheKtemperatureYadaptiveKfattyKacidKcontentKinKtacillusKsimplexKstrainsKfromKRwvolutionKuanyonRWK
—sraelZKMicrobiologygpUnitedgKingdomrWK2008WKcgfWKdfchYdfdh 2.9 21

70 uompleteKgenomeKsequenceKofKslicyclobacillusKacidocaldariusKtypeKstrainKScbfY—sTZKStandardsging
GenomicgSciencesWK2010WKdWKkYcj 20

69 uompleteKgenomeKsequenceKofKSphaerobacterKthermophilusKtypeKstrainKSSKhbddTZKStandardsging
GenomicgSciencesWK2010WKdWKfkYgh 20

68 uompleteKgenomeKsequenceKofKtheKglidingKfreshwaterKbacteriumKxluviicolaKtaffensisKtypeKstrainK
SRWdhdTZKStandardsgingGenomicgSciencesWK2011WKgWKdcYk 19

67 uompleteKgenomeKsequenceKofKThermanaerovibrioKacidaminovoransKtypeKstrainKSSujjeTZKStandardsg
ingGenomicgSciencesWK2009WKcWKdgfYhc 19
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66 uompleteKgenomeKsequenceKofKyordoniaKbronchialisKtypeKstrainKSefcbTZKStandardsgingGenomicg
SciencesWK2010WKdWKckYdj 19

65 uanKmultiYtaxaKdiversityKinKwuropeanKbeechKforestKlandscapesKbeKincreasedKbyKcombiningKdifferentK
managementKsystemsqZKJournalgofgAppliedgEcologyWK2020WKgiWKceheYceig 5.8 18

64 MiningKtheKphytomicrobiomeKtoKunderstandKhowKbacterialKcoinoculationsKenhanceKplantKgrowthZK
FrontiersgingPlantgScienceWK2015WKhWKijf 6.2 18

63 uompleteKgenomeKsequenceKofKtrachyspiraKmurdochiiKtypeKstrainKSghYcgbTZKStandardsgingGenomicg
SciencesWK2010WKdWKdhbYk 18

62 uompleteKgenomeKsequenceKofKThermobisporaKbisporaKtypeKstrainKSRgcTZKStandardsgingGenomicg
SciencesWK2010WKdWKecjYdh 18

61 —dentificationKandKtargetedKcultivationKofKabundantKnovelKfreshwaterKsphingomonadsKandKanalysisK
ofKtheirKpopulationKsubstructureZKAppliedgandgEnvironmentalgMicrobiologyWK2011WKiiWKieggYhf 4.8 17

60 xunctionKofKbacterialKcommunityKdynamicsKinKtheKformationKofKcadavericKsemiochemicalsKduringKinK
situKcarcassKdecompositionZKEnvironmentalgMicrobiologyWK2017WKckWKeecbYeedd 5.2 16

59 uompleteKgenomeKsequenceKofKtheKaquaticKbacteriumKRunellaKslithyformisKtypeKstrainKSLSUKfSTTTZK
StandardsgingGenomicgSciencesWK2012WKhWKcfgYgf 16

58 uompleteKgenomeKsequenceKofKMeiothermusKsilvanusKtypeKstrainKSV—YRdTZKStandardsgingGenomicg
SciencesWK2010WKeWKeiYfh 16

57 uompleteKgenomeKsequenceKofKscetohalobiumKarabaticumKtypeKstrainKSZYidjjTZKStandardsging
GenomicgSciencesWK2010WKeWKgiYhg 16

56 PopulationsKunderKmicroevolutionaryKscrutinylKwhatKwillKweKgainqZKArchivesgofgMicrobiologyWK2008WK
cjkWKcYg 3 16

55 uompleteKgenomeKsequenceKofKMarivirgaKtractuosaKtypeKstrainKSzYfeTZKStandardsgingGenomicg
SciencesWK2011WKfWKcgfYhd 15

54 uompleteKgenomeKsequenceKofKSpirochaetaKsmaragdinaeKtypeKstrainKSSwtRKfddjTZKStandardsging
GenomicgSciencesWK2010WKeWKcehYff 15

53 uompleteKgenomeKsequenceKofKThermocrinisKalbusKtypeKstrainKSz—KccacdTZKStandardsgingGenomicg
SciencesWK2010WKdWKckfYdbd 14

52 uompleteKgenomeKsequenceKofKMethanothermusKfervidusKtypeKstrainKSVdfSTZKStandardsgingGenomicg
SciencesWK2010WKeWKecgYdf 14

51 sKsingleKThaumarchaeonKdrivesKnitrificationKinKdeepKoligotrophicKLakeKuonstanceZKEnvironmentalg
MicrobiologyWK2020WKddWKdcdYddj 5.2 14

50 uompleteKgenomeKsequenceKofK—gnisphaeraKaggregansKtypeKstrainKSsQcZScTZKStandardsgingGenomicg
SciencesWK2010WKeWKhhYig 13

49 StochasticKvispersalKRatherKThanKveterministicKSelectionKwxplainsKtheKSpatioYTemporalKvistributionK
ofKSoilKtacteriaKinKaKTemperateKyrasslandZKFrontiersgingMicrobiologyWK2020WKccWKcekc 5.7 13

(2020-2010)
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48 uontrastingKresponsesKofKaboveYKandKbelowgroundKdiversityKtoKmultipleKcomponentsKofKlandYuseK
intensityZKNaturegCommunicationsWK2021WKcdWKekcj 17.4 13

47 uompleteKgenomeKsequenceKofKMethanoplanusKpetroleariusKtypeKstrainKSSwtRKfjfiTZKStandardsging
GenomicgSciencesWK2010WKeWKdbeYcc 12

46 tacterialKcolonizationKofKmineralsKinKgrasslandKsoilsKisKselectiveKandKhighlyKdynamicZKEnvironmentalg
MicrobiologyWK2020WKddWKkciYkee 5.2 12

45 uompleteKgenomeKsequenceKofKtheKglidingWKheparinolyticKPedobacterKsaltansKtypeKstrainKScceTZK
StandardsgingGenomicgSciencesWK2011WKgWKebYfb 11

44 PhenotypicKvariationKinKtheKplantKpathogenicKbacteriumKscidovoraxKcitrulliZKPLoSgONEWK2013WKjWKeiecjk 3.7 11

43 —nferringKinteractionsKinKcomplexKmicrobialKcommunitiesKfromKnucleotideKsequenceKdataKandK
environmentalKparametersZKPLoSgONEWK2017WKcdWKebcieihg 3.7 11

42 uompleteKgenomeKsequenceKofKNitratifractorKsalsuginisKtypeKstrainKSwk—eiYcTZKStandardsgingGenomicg
SciencesWK2011WKfWKeddYeb 10

41 uompleteKgenomeKsequenceKofKtheKhyperthermophilicKchemolithoautotrophKPyrolobusKfumariiK
typeKstrainKScsTZKStandardsgingGenomicgSciencesWK2011WKfWKejcYkd 10

40
uompleteKgenomeKsequenceKofKtheKthermophilicKsulfurYreducerKvesulfurobacteriumK
thermolithotrophumKtypeKstrainKStSsSTTTKfromKaKdeepYseaKhydrothermalKventZKStandardsgingGenomicg
SciencesWK2011WKgWKfbiYcg

10

39 uompleteKgenomeKsequenceKofKSanguibacterKkeddieiiKtypeKstrainKSSTYifTZKStandardsgingGenomicg
SciencesWK2009WKcWKccbYj 10

38 uompleteKgenomeKsequenceKofKüangiellaKkoreensisKtypeKstrainKSSWYcdgTZKStandardsgingGenomicg
SciencesWK2009WKcWKddhYee 10

37 uompleteKgenomeKsequenceKofKThermosediminibacterKoceaniKtypeKstrainKSJWa—WYcddjPTZKStandardsg
ingGenomicgSciencesWK2010WKeWKcbjYch 10

36 uompleteKgenomeKsequenceKofKSyntrophothermusKlipocalidusKtypeKstrainKSTytYucTZKStandardsging
GenomicgSciencesWK2010WKeWKdhjYig 10

35 uompleteKgenomeKsequenceKofKvesulfurococcusKmucosusKtypeKstrainKSOiacTZKStandardsgingGenomicg
SciencesWK2011WKfWKcieYjd 9

34 uompleteKgenomeKsequenceKofKSyntrophobotulusKglycolicusKtypeKstrainKSxlylyRTTZKStandardsging
GenomicgSciencesWK2011WKfWKeicYejb 9

33 uompleteKgenomeKsequenceKofKualditerrivibrioKnitroreducensKtypeKstrainKSYueiYcTZKStandardsging
GenomicgSciencesWK2011WKfWKgfYhd 9

32 uompleteKgenomeKsequenceKofKxerrimonasKbalearicaKtypeKstrainKSPsTTZKStandardsgingGenomicg
SciencesWK2010WKeWKcifYjd 9

31 uompleteKgenomeKsequenceKofKSegniliparusKrotundusKtypeKstrainKSuvuKcbihTZKStandardsgingGenomicg
SciencesWK2010WKdWKdbeYcc 9
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30 TrajectoriesKandKvriversKofKyenomeKwvolutionKinKSurfaceYsssociatedKMarineKPhaeobacterZKGenomeg
BiologygandgEvolutionWK2017WKkWKedkiYeecc 3.9 8

29 uompleteKgenomeKsequenceKofKzydrogenobacterKthermophilusKtypeKstrainKSTüYhTZKStandardsging
GenomicgSciencesWK2011WKfWKcecYfe 8

28 uompleteKgenomeKsequenceKofKTsukamurellaKpaurometabolaKtypeKstrainKSnoZKeeTZKStandardsging
GenomicgSciencesWK2011WKfWKefdYgc 8

27 NonYcontiguousKfinishedKgenomeKsequenceKofKsminomonasKpaucivoransKtypeKstrainKSyLUYeTZK
StandardsgingGenomicgSciencesWK2010WKeWKdjgYke 8

26 uompleteKgenomeKsequenceKofKVulcanisaetaKdistributaKtypeKstrainKS—uYbciTZKStandardsgingGenomicg
SciencesWK2010WKeWKcciYdg 8

25 sdaptiveKMutationsK—nKRNsYtasedKRegulatoryKMechanismslKuomputationalKandKwxperimentalK
—nvestigationsZKIsraelgJournalgofgEcologygandgEvolutionWK2006WKgdWKdheYdik 0.8 8

24
PhylogenomicsKrevealsKtheKbasisKofKadaptationKofKPseudorhizobiumKspeciesKtoKextremeK
environmentsKandKsupportsKaKtaxonomicKrevisionKofKtheKgenusZKSystematicgandgAppliedgMicrobiologyWK
2021WKffWKcdhchg

4.2 8

23 —mpactsKofKprYcbaKoverexpressionKatKtheKmolecularKandKtheKphenotypicKlevelZKInternationalgJournalg
ofgMoleculargSciencesWK2013WKcfWKcgcfcYhh 6.3 7

22 uompleteKgenomeKsequenceKofKtheKorangeYredKpigmentedWKradioresistantKveinococcusK
proteolyticusKtypeKstrainKSMRPSTTTZKStandardsgingGenomicgSciencesWK2012WKhWKdfbYgb 7

21 uompleteKgenomeKsequenceKofK—lyobacterKpolytropusKtypeKstrainKSuuzbucTZKStandardsgingGenomicg
SciencesWK2010WKeWKebfYcf 7

20 uompleteKgenomeKsequenceKofKsrcanobacteriumKhaemolyticumKtypeKstrainKSccbcjTZKStandardsging
GenomicgSciencesWK2010WKeWKcdhYeg 7

19 OnKTheKNecessityKtoKStudyKNaturalKtacterialKPopulationsYTheKModelKofKtacillusKSimplexKxromK
MwvolutionKuanyonsMK—KandK——WK—sraelZKIsraelgJournalgofgEcologygandgEvolutionWK2006WKgdWKgdiYgfd 0.8 7

18 uompleteKgenomeKsequenceKofKMahellaKaustraliensisKtypeKstrainKSgbYcKtONTZKStandardsgingGenomicg
SciencesWK2011WKfWKeecYfc 6

17 uompleteKgenomeKsequenceKofKtheKaerobicWKheterotrophKMarinithermusKhydrothermalisKtypeKstrainK
STcSTTTKfromKaKdeepYseaKhydrothermalKventKchimneyZKStandardsgingGenomicgSciencesWK2012WKhWKdcYeb 6

16 uompleteKgenomeKsequenceKofK—ntrasporangiumKcalvumKtypeKstrainKSiKü—PTZKStandardsgingGenomicg
SciencesWK2010WKeWKdkfYebe 4

15 uarbonKsourceKutilizationKpatternsKofKtacillusKsimplexKecotypesKdoKnotKreflectKtheirKadaptationKtoK
ecologicallyKdivergentKslopesKinKRwvolutionKuanyonRWK—sraelZKFEMSgMicrobiologygEcologyWK2008WKhhWKejYff 4.3 4

14 —dentifyingKtheKxundamentalKUnitsKofKviversityKsmongKtacillusK—solatesKxromKMwvolutionKuanyonMK———ZK
IsraelgJournalgofgEcologygandgEvolutionWK2006WKgdWKgfeYggd 0.8 4

13 TheKwvolutionKofKwcologicalKviversityKinKZZKFrontiersgingMicrobiologyWK2022WKceWKicghei 5.7 4

(2022-2017)
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12 MicrobialKdiversityYecosystemKfunctionKrelationshipsKacrossKenvironmentalKgradientsZKResearchg
IdeasgandgOutcomesWhWK 2.5 4

11 uompleteKgenomeKsequenceKofKOceanithermusKprofundusKtypeKstrainKSgbhTZKStandardsgingGenomicg
SciencesWK2011WKfWKdcbYdb 3

10 uompleteKgenomeKsequenceKofKSyntrophobotulusKglycolicusKtypeKstrainKSxlylyRTZKStandardsging
GenomicgSciencesWK2011WKfWKeicYjb 3

9 TheKmineralosphereâ��interactiveKzoneKofKmicrobialKcolonizationKandKcarbonKuseKinKgrasslandKsoilsZK
BiologygandgFertilitygofgSoilsWK2021WKgiWKgjiYhbc 6.1 3

8 tlindKspotsKinKglobalKsoilKbiodiversityKandKecosystemKfunctionKresearch 2

7 PhylogenomicKanalysisKrevealsKtheKbasisKofKadaptationKofKPseudorhizobiumKspeciesKtoKextremeKenvironments 1

6 TheKmultidimensionalityKofKsoilKmacroecologyZKGlobalgEcologygandgBiogeographyWK2021WKebWKfYcb 6.1 1

5
smongKstandKheterogeneityKisKkeyKforKbiodiversityKinKmanagedKbeechKforestsKbutKdoesKnotKquestionK
theKvalueKofKunmanagedKforestslKResponseKtoKtruunKandKzeilmannYulausenKSdbdcTZKJournalgofg
AppliedgEcologyWK2021WKgjWKcjciYcjdh

5.8 1

4 vifferentialKResponseKofKscidobacteriaKtoKWaterKuontentWKSoilKTypeWKandKLandKUseKvuringKanK
wxtendedKvroughtKinKsfricanKSavannahKSoilsZZKFrontiersgingMicrobiologyWK2022WKceWKigbfgh 5.7 0

3 tiologicalKSoilKurustKxromKMesicKxorestsKPromoteKaKSpecificKtacteriaKuommunityZZKFrontiersging
MicrobiologyWK2022WKceWKihkihi 5.7 0

2 TheKxamilyKSegniliparaceaeK2014WKjiiYjjc

1 SchmelztiegelKtodenbakterienZKBiologiegingUnserergZeitWK2016WKfhWKegjYehg 0.1
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