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35 PartialNproteinNdomainsqNevolutionaryNinsightsNandNbioinformaticsNchallengeseNGenomegBiologycN2015cN
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32 GeneNfunctionNhypothesesNforNtheNzampylobacterNjejuniNglycomeNgeneratedNbyNaNlogicdbasedN
approacheNJournalgofgMoleculargBiologycN2013cNkilcNhomdpn 6.5 19
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27 ProteinNfoldingNrequiresNcrowdNcontrolNinNaNsimulatedNcelleNJournalgofgMoleculargBiologycN2010cNjpncNhjipdjo6.5 70

26 ProteinNstructureNpredictionNonNtheNWebqNaNcaseNstudyNusingNtheNPhyreNservereNNaturegProtocolscN
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BioinformaticscN2007cNmpcNoijdjh
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SupportNvectorNinductiveNlogicNprogrammingNoutperformsNtheNnaiveNyayesNclassifierNandNinductiveN
logicNprogrammingNforNtheNclassificationNofNbioactiveNchemicalNcompoundseNJournalgofg
ComputerwAidedgMoleculargDesigncN2007cNihcNimpdog
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21 TheNproteomeqNstructurecNfunctionNandNevolutioneNPhilosophicalgTransactionsgofgthegRoyalgSocietygB:g
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20 MultidclassNPredictionNUsingNStochasticNLogicNProgramseNLecturegNotesgingComputergSciencecN2006cNhgpdhik0.9 1

19 PredictionNofNtheNconformationNandNgeometryNofNloopsNinNglobularNproteinsqNtestingNxrchDycNaN
structuralNclassificationNofNloopseNProteins:gStructurevgFunctiongandgBioinformaticscN2005cNmgcNnkmdln 4.2 17

18 SupportNVectorNInductiveNLogicNProgrammingeNLecturegNotesgingComputergSciencecN2005cNhmjdhnl 0.9 28

17 jDdGENOMIzSqNaNdatabaseNtoNcompareNstructuralNandNfunctionalNannotationsNofNproteinsNbetweenN
sequencedNgenomeseNNucleicgAcidsgResearchcN2004cNjicNDikldlg 20.1 13

16 xrchDyqNautomatedNproteinNloopNclassificationNasNaNtoolNforNstructuralNgenomicseNNucleicgAcidsg
ResearchcN2004cNjicNDholdo 20.1 54

15 zlusteringNofNproteinNdomainsNinNtheNhumanNgenomeeNJournalgofgMoleculargBiologycN2004cNjkgcNpphdhggk 6.5 9

14 TheNautomaticNdiscoveryNofNstructuralNprinciplesNdescribingNproteinNfoldNspaceeNJournalgofgMolecularg
BiologycN2003cNjjgcNojpdlg 6.5 20

13 StructuralNcharacterizationNofNtheNhumanNproteomeeNGenomegResearchcN2002cNhicNhmildkh 9.7 57

12 RecognitionNofNremoteNproteinNhomologiesNusingNthreeddimensionalNinformationNtoNgenerateNaN
positionNspecificNscoringNmatrixNinNtheNprogramNjDdPSSMN1999cN 21

11 xpplicationNofNinductiveNlogicNprogrammingNtoNdiscoverNrulesNgoverningNtheNthreeddimensionalN
topologyNofNproteinNstructureeNLecturegNotesgingComputergSciencecN1998cNljdmk 0.9 14

10 RecentNDevelopmentsNinNxpplyingNMachineNLearningNtoNDrugNDesignN1998cNhlhdhmi
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9 RelatingNchemicalNactivityNtoNstructureqNxnNexaminationNofNILPNsuccesseseNNewgGenerationgComputing
cN1995cNhjcNkhhdkjj 0.9 58

8 zOMPxRISONNOFNxRTIFIzIxLNINTELLIGENzENMETHODSNFORNMODELINGNPHxRMxzEUTIzxLN
QSxRSeNAppliedgArtificialgIntelligencecN1995cNpcNihjdijj 2.3 21
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QuantitativeNstructuredactivityNrelationshipsNbyNneuralNnetworksNandNinductiveNlogicNprogrammingeN
IIeNTheNinhibitionNofNdihydrofolateNreductaseNbyNtriazineseNJournalgofgComputerwAidedgMolecularg
DesigncN1994cNocNkihdji

4.2 38

6 ProteinNsurfaceNareaNdefinedeNNaturecN1993cNjmmcNmjodmjo 50.4 29

5 NewNapproachesNtoNQSxRqNNeuralNnetworksNandNmachineNlearningeNJournalgofgComputergwgAidedg
MoleculargDesigncN1993cNhcNinpdipg 22

4 LibraryNofNcommonNproteinNmotifseNNaturecN1991cNjkpcNhhh 50.4 9

3 SimilarityNinNmembraneNproteinseNNaturecN1989cNjkicNmik 50.4 78

2 StructurecNfunctionNandNvariantsNanalysisNofNtheNandrogendregulatedTMPRSSicNaNdrugNtargetN
candidateNforNzOVIDdhpNinfection 3

1 xNzommonNTMPRSSiNVariantNProtectsNxgainstNSevereNzOVIDdhpeNSSRNgElectronicgJournalc 1 1
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