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signaling in arabidopsis. Plant Cell, 2013, 25, 1641-56

Functional analysis of transcription factors in Arabidopsis. Plant and Cell Physiology, 2009, 50, 1232-48

Arabidopsis HsfB1 and HsfB2b act as repressors of the expression of heat-inducible Hsfs but
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osmotic stress-responsive genes, including DREB2A. Plant Cell, 2012, 24, 3393-405

Efficient production of male and female sterile plants by expression of a chimeric repressor in

Arabidopsis and rice. Plant Biotechnology Journal, 2006, 4, 325-32 116 120

113
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The NAC transcription factor ANACO046 is a positive regulator of chlorophyll degradation and
senescence in Arabidopsis leaves. Scientific Reports, 2016, 6, 23609

A step towards understanding plant responses to multiple environmental stresses: a genome-wide
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Novel type Arabidopsis thaliana H(+)-PPase is localized to the Golgi apparatus. FEBS Letters, 2001,
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