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i Paper IF Citations

103 wNtMViralMwiversityYMtbundanceYMandMyunctionalMPotentialMVaryMacrossMzrasslandMSoilsMwithMaMRangeM
ofM‘istoricalMMoistureMRegimesaMMBioYM2021YMecehlhed 7.8 1

102 tM‘istoplasmaMcapsulatumMLipidMMetabolicMMapMIdentifiesMtntifungalMTargetsaMMBioYM2021YMeceljeed 7.8 1

101 TheMSpecificMvarbohydrateMwietMandMwietMModificationMasMInductionMTherapyMforMPediatricMvrohnTsM
wiseasemMtMRandomizedMwietMvontrolledMTrialaMNutrientsYM2020YMdeYM 6.7 24

100 weconstructingMtheMSoilMMicrobiomeMintoMReducedZvomplexityMyunctionalMModulesaMMBioYM2020YMddYM 7.8 13

99 wistinctMtemporalMdiversityMprofilesMforMnitrogenMcyclingMgenesMinMaMhyporheicMmicrobiomeaMPLoSlONE
YM2020YMdhYMeceekdih 3.7 7

98 uiasesMinMgenomeMreconstructionMfromMmetagenomicMdataaMPeerJYM2020YMkYMedcddl 3.1 9

97 RepresentingMOrganicMMatterMThermodynamicsMinMuiogeochemicalMReactionsMviaMSubstrateZxxplicitM
ModelingaMFrontierslinlMicrobiologyYM2020YMddYMhfdjhi 5.7 6

96 TerabaseMMetagenomeMSequencingMofMzrasslandMSoilMMicrobiomesaMMicrobiologylResourcel
AnnouncementsYM2020YMlYM 1.3 2

95 wistinctMtemporalMdiversityMprofilesMforMnitrogenMcyclingMgenesMinMaMhyporheicMmicrobiomeM2020YMdhYMeceekdih

94 wistinctMtemporalMdiversityMprofilesMforMnitrogenMcyclingMgenesMinMaMhyporheicMmicrobiomeM2020YMdhYMeceekdih

93 wistinctMtemporalMdiversityMprofilesMforMnitrogenMcyclingMgenesMinMaMhyporheicMmicrobiomeM2020YMdhYMeceekdih

92 wistinctMtemporalMdiversityMprofilesMforMnitrogenMcyclingMgenesMinMaMhyporheicMmicrobiomeM2020YMdhYMeceekdih

91 MinimalMInterspeciesMInteractionMtdjustmentMUMIItVmMInferenceMofMNeighborZwependentMInteractionsM
inMMicrobialMvommunitiesaMFrontierslinlMicrobiologyYM2019YMdcYMdeig 5.7 8

90 MetabolicMeffectsMofMvitaminMudeMonMphysiologyYMstressMresistanceYMgrowthMrateMandMbiomassM
productivityMofMvyanobacteriumMstanieriMplanktonicMandMbiofilmMculturesaMAlgallResearchYM2019YMgeYMdcdhkc5

89 PhenotypicMresponsesMtoMinterspeciesMcompetitionMandMcommensalismMinMaMnaturallyZderivedM
microbialMcoZcultureaMScientificlReportsYM2018YMkYMelj 4.9 12

88 InfluencesMofMorganicMcarbonMspeciationMonMhyporheicMcorridorMbiogeochemistryMandMmicrobialM
ecologyaMNaturelCommunicationsYM2018YMlYMhkh 17.4 56

87 MetabolicMNetworkMModelingMforMvomputerZtidedMwesignMofMMicrobialMInteractionsM2018YMjlfZkcd 5
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86
MultiMTomicsMcomparisonMrevealsMmetabolomeMbiochemistryYMnotMmicrobiomeMcompositionMorMgeneM
expressionYMcorrespondsMtoMelevatedMbiogeochemicalMfunctionMinMtheMhyporheicMzoneaMScienceloflthel
TotallEnvironmentYM2018YMigeYMjgeZjhf

10.2 29

85
SalinivirgaMfredricksoniiMgenaMnovaYMspaMnovaYMaMheterotrophicMhalophileMisolatedMfromMaMphotosyntheticM
matYMaMmemberMofMaMnovelMlineageMUSalinarimonadaceaeMfamaMnovaVMwithinMtheMorderMRhizobialesYMandM
reclassificationMofMtheMgenusMSalinarimonasMLiuMetMalaMecdcMintoMSalinarimonadaceaeaMInternationall
JournalloflSystematiclandlEvolutionarylMicrobiologyYM2018YMikYMdhldZdhlk

2.2 8

84 IdentificationMofMNovelMProteinMLysineMtcetyltransferasesMinMxscherichiaMcoliaMMBioYM2018YMlYM 7.8 39

83 wraftMzenomeMSequenceMofMspaMStrainM‘LZilYMIsolatedMfromMaMuenthicMMicrobialMMatMfromMaM
MagnesiumMSulfateZwominatedM‘ypersalineMLakeaMGenomelAnnouncementsYM2018YMiYM 5

82 UnderlyingMmechanismsMforMsyntrophicMmetabolismMofMessentialMenzymeMcofactorsMinMmicrobialM
communitiesaMISMElJournalYM2017YMddYMdgfgZdggi 11.9 47

81
xffectMofMWaterMvhemistryMandM‘ydrodynamicsMonMNitrogenMTransformationMtctivityMandMMicrobialM
vommunityMyunctionalMPotentialMinM‘yporheicMZoneMSedimentMvolumnsaMEnvironmentallSciencel
samp;lTechnologyYM2017YMhdYMgkjjZgkki

10.3 48

80 TargetedMquantificationMofMfunctionalMenzymeMdynamicsMinMenvironmentalMsamplesMforMmicrobiallyM
mediatedMbiogeochemicalMprocessesaMEnvironmentallMicrobiologylReportsYM2017YMlYMhdeZhed 3.7 12

79 MinimumMinformationMaboutMaMsingleMamplifiedMgenomeMUMIStzVMandMaMmetagenomeZassembledM
genomeMUMIMtzVMofMbacteriaMandMarchaeaaMNaturelBiotechnologyYM2017YMfhYMjehZjfd 44.5 648

78 zeochemicalMandMMicrobialMvommunityMtttributesMinMRelationMtoM‘yporheicMZoneMzeologicalMyaciesaM
ScientificlReportsYM2017YMjYMdecci 4.9 19

77 OrganismalMandMspatialMpartitioningMofMenergyMandMmacronutrientMtransformationsMwithinMaM
hypersalineMmataMFEMSlMicrobiologylEcologyYM2017YMlfYM 4.3 14

76 PredictingMSpeciesZResolvedMMacronutrientMtcquisitionMduringMSuccessionMinMaMModelMPhototrophicM
uiofilmMUsingManMIntegratedMTOmicsMtpproachaMFrontierslinlMicrobiologyYM2017YMkYMdcec 5.7 83

75 zroundwaterZsurfaceMwaterMmixingMshiftsMecologicalMassemblyMprocessesMandMstimulatesMorganicM
carbonMturnoveraMNaturelCommunicationsYM2016YMjYMddefj 17.4 171

74 IdentificationMandMResolutionMofMMicrodiversityMthroughMMetagenomicMSequencingMofMParallelM
vonsortiaaMAppliedlandlEnvironmentallMicrobiologyYM2016YMkeYMehhZij 4.8 34

73
TrichodesmiumMgenomeMmaintainsMabundantYMwidespreadMnoncodingMwNtMinMsituYMdespiteM
oligotrophicMlifestyleaMProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStateslofl
AmericaYM2015YMddeYMgehdZi

11.5 31

72 TheMreducedMgenomesMofMParcubacteriaMUOwdVMcontainMsignaturesMofMaMsymbioticMlifestyleaMFrontiersl
inlMicrobiologyYM2015YMiYMjdf 5.7 176

71 zenomeMSequenceMofMtheMThermophilicMvyanobacteriumMThermosynechococcusMspaMStrainMNKhhaaM
GenomelAnnouncementsYM2014YMeYM 12

70 vharacterizationMofMeukaryoticMmicrobialMdiversityMinMhypersalineMLakeMTyrrellYMtustraliaaMFrontierslinl
MicrobiologyYM2013YMgYMddh 5.7 40

69 MicrobialMsecondaryMsuccessionMinMsoilMmicrocosmsMofMaMdesertMoasisMinMtheMvuatroMvienegasMuasinYM
MexicoaMPeerJYM2013YMdYMegj 3.1 26

(2013-2018)
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68 MetagenomicManalysisMofMaMcomplexMmarineMplanktonicMthaumarchaealMcommunityMfromMtheMzulfMofM
MaineaMEnvironmentallMicrobiologyYM2012YMdgYMehgZij 5.2 52

67
vomparativeManalysisMofMeukaryoticMmarineMmicrobialMassemblagesMfromMdkSMrRNtMgeneMandMgeneM
transcriptMcloneMlibrariesMbyMusingMdifferentMmethodsMofMextractionaMAppliedlandlEnvironmentall
MicrobiologyYM2012YMjkYMflhkZih

4.8 30

66 NovelMminiatureMtransposableMelementsMinMthermophilicMSynechococcusMstrainsMandMtheirMimpactMonM
anMenvironmentalMpopulationaMJournalloflBacteriologyYM2012YMdlgYMfifiZge 3.5 5

65 ProspectsMforMtheMstudyMofMevolutionMinMtheMdeepMbiosphereaMFrontierslinlMicrobiologyYM2011YMeYMekh 5.7 28

64 MariprofundusMferrooxydansMPVZdMtheMfirstMgenomeMofMaMmarineMyeUIIVMoxidizingM
ZetaproteobacteriumaMPLoSlONEYM2011YMiYMeehfki 3.7 112

63
tnalysisMofMinsertionMsequencesMinMthermophilicMcyanobacteriamMexploringMtheMmechanismsMofM
establishingYMmaintainingYMandMwithstandingMhighMinsertionMsequenceMabundanceaMAppliedlandl
EnvironmentallMicrobiologyYM2011YMjjYMhghkZii

4.8 19

62 zenomicMpotentialMofMMarinobacterMaquaeoleiYMaMbiogeochemicalMOopportunitrophOaMAppliedlandl
EnvironmentallMicrobiologyYM2011YMjjYMejifZjd 4.8 85

61 TheMyibRumuaMdatabasemMaMresourceMforMbiologistsMwithMinterestsMinMgastrointestinalMmicrobialM
ecologyYMplantMbiomassMdegradationYMandManaerobicMmicrobiologyaMMicrobiallEcologyYM2010YMhlYMedeZf 4.4 12

60 vomparativeMgenomeManalysisMofMPrevotellaMruminicolaMandMPrevotellaMbryantiimMinsightsMintoMtheirM
environmentalMnicheaMMicrobiallEcologyYM2010YMicYMjedZl 4.4 192

59 zenomeMdegradationMinMurucellaMovisMcorrespondsMwithMnarrowingMofMitsMhostMrangeMandMtissueM
tropismaMPLoSlONEYM2009YMgYMehhdl 3.7 84

58 ThreeMgenomesMfromMtheMphylumMtcidobacteriaMprovideMinsightMintoMtheMlifestylesMofMtheseM
microorganismsMinMsoilsaMAppliedlandlEnvironmentallMicrobiologyYM2009YMjhYMecgiZhi 4.8 590

57 zermMwarfareMinMaMmicrobialMmatMcommunitymMvRISPRsMprovideMinsightsMintoMtheMcoZevolutionMofMhostM
andMviralMgenomesaMPLoSlONEYM2009YMgYMegdil 3.7 127

56
zenomicMdifferencesMbetweenMyibrobacterMsuccinogenesMSkhMandMyibrobacterMintestinalisMwRjYM
identifiedMbyMsuppressionMsubtractiveMhybridizationaMAppliedlandlEnvironmentallMicrobiologyYM2008YM
jgYMlkjZlf

4.8 10

55 zenomeMsequenceMandMidentificationMofMcandidateMvaccineMantigensMfromMtheManimalMpathogenM
wichelobacterMnodosusaMNaturelBiotechnologyYM2007YMehYMhilZjh 44.5 58

54 TIzRytMsMandMzenomeMPropertiesmMtoolsMforMtheMassignmentMofMmolecularMfunctionMandMbiologicalM
processMinMprokaryoticMgenomesaMNucleiclAcidslResearchYM2007YMfhYMweicZg 20.1 225

53 vandidatusMvhloracidobacteriumMthermophilummManMaerobicMphototrophicMtcidobacteriumaMScienceYM
2007YMfdjYMhefZi 33.3 305

52 zenomeMsequenceMofMSynechococcusMvvlfddmMInsightsMintoMadaptationMtoMaMcoastalMenvironmentaM
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYM2006YMdcfYMdfhhhZl 11.5 200

51 vomparativeMgenomicsMofMemergingMhumanMehrlichiosisMagentsaMPLoSlGeneticsYM2006YMeYMeed 6 363
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50 SkewedMgenomicMvariabilityMinMstrainsMofMtheMtoxigenicMbacterialMpathogenYMvlostridiumMperfringensaM
GenomelResearchYM2006YMdiYMdcfdZgc 9.7 250

49
IdentificationMofMaMconservedMbacterialMproteinMsecretionMsystemMinMVibrioMcholeraeMusingMtheM
wictyosteliumMhostMmodelMsystemaMProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedl
StatesloflAmericaYM2006YMdcfYMdhekZff

11.5 810

48
zenomeManalysisMofMmultipleMpathogenicMisolatesMofMStreptococcusMagalactiaemMimplicationsMforMtheM
microbialMOpanZgenomeOaMProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStateslofl
AmericaYM2005YMdceYMdflhcZh

11.5 1585

47 SerendipitousMdiscoveryMofMWolbachiaMgenomesMinMmultipleMwrosophilaMspeciesaMGenomelBiologyYM
2005YMiYMRef 18.3 108

46 LifeMinMhotMcarbonMmonoxidemMtheMcompleteMgenomeMsequenceMofMvarboxydothermusM
hydrogenoformansMZZelcdaMPLoSlGeneticsYM2005YMdYMeih 6 184

45 vompleteMgenomeMsequenceMofMtheMplantMcommensalMPseudomonasMfluorescensMPfZhaMNaturel
BiotechnologyYM2005YMefYMkjfZk 44.5 522

44
WholeZgenomeMsequenceManalysisMofMPseudomonasMsyringaeMpvaMphaseolicolaMdggktMrevealsM
divergenceMamongMpathovarsMinMgenesMinvolvedMinMvirulenceMandMtranspositionaMJournallofl
BacteriologyYM2005YMdkjYMigkkZlk

3.5 270

43
TheMpsychrophilicMlifestyleMasMrevealedMbyMtheMgenomeMsequenceMofMvolwelliaMpsychrerythraeaMfg‘M
throughMgenomicMandMproteomicManalysesaMProceedingsloflthelNationallAcademyloflSciencesloflthel
UnitedlStatesloflAmericaYM2005YMdceYMdcldfZk

11.5 430

42 zenomeMsequenceMofMtheMPvxZdechlorinatingMbacteriumMwehalococcoidesMethenogenesaMScienceYM
2005YMfcjYMdchZk 33.3 363

41
NovelMmolecularMfeaturesMofMtheMfibrolyticMintestinalMbacteriumMyibrobacterMintestinalisMnotMsharedM
withMyibrobacterMsuccinogenesMasMdeterminedMbyMsuppressiveMsubtractiveMhybridizationaMJournallofl
BacteriologyYM2005YMdkjYMfjflZhd

3.5 43

40 LifeMinM‘otMvarbonMMonoxidemMtheMvompleteMzenomeMSequenceMofMvarboxydothermusM
hydrogenoformansMZZelcdaMPLoSlGeneticsYM2005YMpreprintYMeih 6 1

39 PhylogenomicsMofMtheMreproductiveMparasiteMWolbachiaMpipientisMwMelmMaMstreamlinedMgenomeM
overrunMbyMmobileMgeneticMelementsaMPLoSlBiologyYM2004YMeYMxil 9.7 613

38 zenomicMinsightsMintoMmethanotrophymMtheMcompleteMgenomeMsequenceMofMMethylococcusM
capsulatusMUuathVaMPLoSlBiologyYM2004YMeYMefcf 9.7 236

37 TheMgenomeMsequenceMofMtheManaerobicYMsulfateZreducingMbacteriumMwesulfovibrioMvulgarisM
‘ildenboroughaMNaturelBiotechnologyYM2004YMeeYMhhgZl 44.5 477

36 zenomeMsequenceMofMSilicibacterMpomeroyiMrevealsMadaptationsMtoMtheMmarineMenvironmentaMNatureYM
2004YMgfeYMldcZf 50.4 345

35 TheMgenomeMsequenceMofMuacillusMcereusMtTvvMdclkjMrevealsMmetabolicMadaptationsMandMaMlargeM
plasmidMrelatedMtoMuacillusManthracisMpXOdaMNucleiclAcidslResearchYM2004YMfeYMljjZkk 20.1 253

34
WholeMgenomeMcomparisonsMofMserotypeMgbMandMdbeaMstrainsMofMtheMfoodZborneMpathogenMListeriaM
monocytogenesMrevealMnewMinsightsMintoMtheMcoreMgenomeMcomponentsMofMthisMspeciesaMNucleiclAcidsl
ResearchYM2004YMfeYMefkiZlh

20.1 404

33 xnvironmentalMgenomeMshotgunMsequencingMofMtheMSargassoMSeaaMScienceYM2004YMfcgYMiiZjg 33.3 3231

(2004-2006)
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32 StructuralMflexibilityMinMtheMuurkholderiaMmalleiMgenomeaMProceedingsloflthelNationallAcademylofl
SciencesloflthelUnitedlStatesloflAmericaYM2004YMdcdYMdgegiZhd 11.5 315

31 vompleteMgenomeMsequenceMandMcomparativeManalysisMofMtheMmetabolicallyMversatileMPseudomonasM
putidaMKTeggcaMEnvironmentallMicrobiologyYM2003YMhYMifcZifc 5.2 8

30 vompleteMgenomeMsequenceMofMtheMQZfeverMpathogenMvoxiellaMburnetiiaMProceedingsloflthelNationall
AcademyloflSciencesloflthelUnitedlStatesloflAmericaYM2003YMdccYMhghhZic 11.5 428

29 RoleMofMmobileMwNtMinMtheMevolutionMofMvancomycinZresistantMxnterococcusMfaecalisaMScienceYM2003YM
ellYMecjdZg 33.3 725

28 TheMgenomeMsequenceMofMuacillusManthracisMtmesMandMcomparisonMtoMcloselyMrelatedMbacteriaaM
NatureYM2003YMgefYMkdZi 50.4 692

27
TheMcompleteMgenomeMsequenceMofMtheMtrabidopsisMandMtomatoMpathogenMPseudomonasMsyringaeM
pvaMtomatoMwvfcccaMProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYM
2003YMdccYMdcdkdZi

11.5 695

26 vompleteMgenomeMsequenceMofMtheMbroadZhostZrangeMvibriophageMKVPgcmMcomparativeMgenomicsMofM
aMTgZrelatedMbacteriophageaMJournalloflBacteriologyYM2003YMdkhYMheecZff 3.5 194

25 zenomeMsequenceMofMvhlamydophilaMcaviaeMUvhlamydiaMpsittaciMzPIvVmMexaminingMtheMroleMofM
nicheZspecificMgenesMinMtheMevolutionMofMtheMvhlamydiaceaeaMNucleiclAcidslResearchYM2003YMfdYMedfgZgj 20.1 233

24 vompleteMgenomeMsequenceMofMtheMoralMpathogenicMuacteriumMporphyromonasMgingivalisMstrainM
WkfaMJournalloflBacteriologyYM2003YMdkhYMhhldZicd 3.5 321

23 zenomeMofMzeobacterMsulfurreducensmMmetalMreductionMinMsubsurfaceMenvironmentsaMScienceYM2003YM
fceYMdlijZl 33.3 573

22 vompleteMgenomeMsequenceMandMcomparativeManalysisMofMtheMmetabolicallyMversatileMPseudomonasM
putidaMKTeggcaMEnvironmentallMicrobiologyYM2002YMgYMjllZkck 5.2 1069

21 UnsuspectedMdiversityMamongMmarineMaerobicManoxygenicMphototrophsaMNatureYM2002YMgdhYMifcZf 50.4 333

20 zenomeMsequenceMofMtheMdissimilatoryMmetalMionZreducingMbacteriumMShewanellaMoneidensisaMNaturel
BiotechnologyYM2002YMecYMdddkZef 44.5 680

19
TheMurucellaMsuisMgenomeMrevealsMfundamentalMsimilaritiesMbetweenManimalMandMplantMpathogensM
andMsymbiontsaMProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYM
2002YMllYMdfdgkZhf

11.5 372

18 WholeZgenomeMcomparisonMofMMycobacteriumMtuberculosisMclinicalMandMlaboratoryMstrainsaMJournall
oflBacteriologyYM2002YMdkgYMhgjlZlc 3.5 569

17
TheMcompleteMgenomeMsequenceMofMvhlorobiumMtepidumMTLSYMaMphotosyntheticYManaerobicYM
greenZsulfurMbacteriumaMProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStateslofl
AmericaYM2002YMllYMlhclZdg

11.5 321

16 vompleteMgenomeMsequenceMofMvaulobacterMcrescentusaMProceedingsloflthelNationallAcademylofl
SciencesloflthelUnitedlStatesloflAmericaYM2001YMlkYMgdfiZgd 11.5 436

15 vompleteMgenomeMsequenceMofMaMvirulentMisolateMofMStreptococcusMpneumoniaeaMScienceYM2001YMelfYMglkZhci33.3 1112
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14 wNtMsequenceMofMbothMchromosomesMofMtheMcholeraMpathogenMVibrioMcholeraeaMNatureYM2000YMgciYMgjjZkf50.4 1495

13 zenomeMsequencesMofMvhlamydiaMtrachomatisMMoPnMandMvhlamydiaMpneumoniaeMtRflaMNucleicl
AcidslResearchYM2000YMekYMdfljZgci 20.1 610

12 vompleteMgenomeMsequenceMofMNeisseriaMmeningitidisMserogroupMuMstrainMMvhkaMScienceYM2000YMekjYMdkclZdh33.3 986

11 xvidenceMforMlateralMgeneMtransferMbetweenMtrchaeaMandMbacteriaMfromMgenomeMsequenceMofM
ThermotogaMmaritimaaMNatureYM1999YMfllYMfefZl 50.4 1260

10 zenomeMsequenceMofMtheMradioresistantMbacteriumMweinococcusMradioduransMRdaMScienceYM1999YMekiYMdhjdZj33.3 760

9 TheMyMplasmidMtraYMgeneMproductMbindsMwNtMasMaMmonomerMorMaMdimermMstructuralMandMfunctionalM
implicationsaMMolecularlMicrobiologyYM1996YMecYMddjlZkj 4.1 14

8 TheMtraYMzeneMProductMandMIntegrationM‘ostMyactorMStimulateMxscherichiaMcoliMwNtM‘elicaseM
IZcatalyzedMNickingMatMtheMyMPlasmidMoriTaMJournalloflBiologicallChemistryYM1995YMejcYMekfjgZekfkc 5.4 70

7 StepwiseMtssemblyMofMaMRelaxosomeMatMtheMyMPlasmidMOriginMofMTransferaMJournalloflBiologicall
ChemistryYM1995YMejcYMekfkdZekfki 5.4 58

6 TheMtraYMgeneMproductMandMintegrationMhostMfactorMstimulateMxscherichiaMcoliMwNtMhelicaseM
IZcatalyzedMnickingMatMtheMyMplasmidMoriTaMJournalloflBiologicallChemistryYM1995YMejcYMekfjgZkc 5.4 39

5 vharacterizationMofMtheMxscherichiaMcoliMyMfactorMtraYMgeneMproductMandMitsMbindingMsitesaMJournallofl
BacteriologyYM1993YMdjhYMeeedZk 3.5 39

4 vharacterizationMofMtheMreactionMproductMofMtheMoriTMnickingMreactionMcatalyzedMbyMxscherichiaMcoliM
wNtMhelicaseMIaMJournalloflBacteriologyYM1993YMdjhYMehllZici 3.5 55

3 RepresentingMOrganicMMatterMThermodynamicsMinMuiogeochemicalMReactionsMviaMSubstrateZxxplicitMModeling 3

2 MultiMâ��omicsMcomparisonMrevealsMmetabolomeMbiochemistryYMnotMmicrobiomeMcompositionMorMgeneM
expressionYMcorrespondsMtoMelevatedMbiogeochemicalMfunctionMinMtheMhyporheicMzone 2

1 IdentificationMofMnovelMproteinMlysineMacetyltransferasesMinxscherichiaMcoli 1
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