15

papers

22

all docs

1305906

158 8
citations h-index
22 22
docs citations times ranked

1336881
12

g-index

73

citing authors



10

12

14

ARTICLE IF CITATIONS

The role of exosomal miRNA in nonalcoholic fatty liver disease. Journal of Cellular Physiology, 2022,
237,2078-2094.

Recent advances in nanogold as a promising nanocarrier for curcumin delivery. Colloids and

Surfaces B: Biointerfaces, 2022, 215, 112481. 2:5 29

MicroRNAs and Efferocytosis: Implications for Diagnosis and Therapy. Mini-Reviews in Medicinal
Chemistry, 2022, 22, .

Investigation of the Effect of Curcumin on Protein Targets in NAFLD Using Bioinformatic Analysis. 17 1
Nutrients, 2022, 14, 1331. :

Regenerative therapy by using mesenchymal stem cells-derived exosomes in COVID-19 treatment. The
potential role and underlying mechanisms. Regenerative Therapy, 2022, 20, 61-71.

Impact of fenofibrate on NAFLD/NASH: A genetic perspective. Drug Discovery Today, 2022, 27, 2363-2372. 3.2 13

Liver Protective Effect of Fenofibrate in NASH/NAFLD Animal Models. PPAR Research, 2022, 2022, 1-12.

Role of statins in regulating molecular pathways following traumatic brain injury: A system

pharmacology study. Biomedicine and Pharmacotherapy, 2022, 153, 113304. 2.5 4

How Similar are Human Mesenchymal Stem Cells Derived from Different Origins? A Review of
Comparative Studies. Current Stem Cell Research and Therapy, 2021, 16, 980-993.

Investigation of the Effects of Difluorinated Curcumin on Glycemic Indices in Streptozotocin-Induced

Diabetic Rats. Advances in Experimental Medicine and Biology, 2021, 1328, 131-141. 0.8 3

Investigation of the Effects of Trehalose on Glycemic Indices in Streptozotocin-Induced Diabetic Rats.
Advances in Experimental Medicine and Biology, 2021, 1328, 481-488.

Target Deconvolution of Fenofibrate in Nonalcoholic Fatty Liver Disease Using Bioinformatics

Analysis. BioMed Research International, 2021, 2021, 1-14. 0.9 12

Construction of a sensitive and specific lead biosensor using a genetically engineered bacterial
system with a luciferase gene reporter controlled by pbr and cadA promoters. BioMedical Engineering
OnlLine, 2020, 19, 79.

Efficient genetic transformation of sour orange, Citrus aurantium L. using Agrobacterium

tumefaciens containing the coat protein gene of Citrus tristeza virus. Plant Gene, 2018, 14, 7-11. L4 4

Paraoxonase 1 (PON1)-L55M among common variants in the coding region of the paraoxonase gene

family may contribute to the glycemic control in type 2 diabetes. Clinica Chimica Acta, 2018, 484, 40-46.




