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l Paper IF Citations

258 uomprehensiveLanalysisLofLmRNsLmethylationLrevealsLenrichmentLinLeSLUTRsLandLnearLstopLcodonsZL
CellXL2012XLcfkXLchegYfh 56.2 2100

257 RNsYseqlLanLassessmentLofLtechnicalLreproducibilityLandLcomparisonLwithLgeneLexpressionLarraysZL
GenomeeResearchXL2008XLcjXLcgbkYci 9.7 2051

256 snLintegratedLmapLofLstructuralLvariationLinLdXgbfLhumanLgenomesZLNatureXL2015XLgdhXLigYjc 50.4 1368

255 MultipleLrecurrentLdeLnovoLuNVsXLincludingLduplicationsLofLtheLiqccZdeLWilliamsLsyndromeLregionXL
areLstronglyLassociatedLwithLautismZLNeuronXL2011XLibXLjheYjg 13.9 932

254 methylβitlLaLcomprehensiveLRLpackageLforLtheLanalysisLofLgenomeYwideLvNsLmethylationLprofilesZL
GenomeeBiologyXL2012XLceXLRji 18.3 893

253 SingleYnucleotideYresolutionLmappingLofLmhsLandLmhsmLthroughoutLtheLtranscriptomeZLNaturee
MethodsXL2015XLcdXLihiYid 21.6 774

252 TheLNYmethyladenosineLTmsUYformingLenzymeLMwTTLeLcontrolsLmyeloidLdifferentiationLofLnormalL
hematopoieticLandLleukemiaLcellsZLNatureeMedicineXL2017XLdeXLcehkYceih 50.5 584

251 RecurrentLsomaticLTwTdLmutationsLinLnormalLelderlyLindividualsLwithLclonalLhematopoiesisZLNaturee
GeneticsXL2012XLffXLccikYjc 36.3 552

250 TowardLunderstandingLandLexploitingLtumorLheterogeneityZLNatureeMedicineXL2015XLdcXLjfhYge 50.5 441

249 sssemblyLandLdiploidLarchitectureLofLanLindividualLhumanLgenomeLviaLsingleYmoleculeL
technologiesZLNatureeMethodsXL2015XLcdXLijbYh 21.6 383

248 wxtensiveLsequencingLofLsevenLhumanLgenomesLtoLcharacterizeLbenchmarkLreferenceLmaterialsZL
ScientificeDataXL2016XLeXLchbbdg 8.2 345

247 TheLNsSsLTwinsLStudylLsLmultidimensionalLanalysisLofLaLyearYlongLhumanLspaceflightZLScienceXL2019XL
ehfXL 33.3 300

246 TheLbirthLofLtheLwpitranscriptomelLdecipheringLtheLfunctionLofLRNsLmodificationsZLGenomeeBiologyXL
2012XLceXLcig 18.3 275

245 vynamicsLofLtheLhumanLandLviralLmThUsLRNsLmethylomesLduringLz’VYcLinfectionLofLTLcellsZLNaturee
MicrobiologyXL2016XLcXLchbcc 26.6 262

244 NhYMethyladenosineLinLxlaviviridaeLViralLRNsLyenomesLRegulatesL’nfectionZLCelleHosteandeMicrobeXL
2016XLdbXLhgfYhhg 23.4 244

243 sLratLRNsYSeqLtranscriptomicLtodyMapLacrossLccLorgansLandLfLdevelopmentalLstagesZLNaturee
CommunicationsXL2014XLgXLedeb 17.4 225

242 taseYpairLresolutionLvNsLmethylationLsequencingLrevealsLprofoundlyLdivergentLepigeneticL
landscapesLinLacuteLmyeloidLleukemiaZLPLoSeGeneticsXL2012XLjXLecbbdijc 6 223
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241 vistinctLevolutionLandLdynamicsLofLepigeneticLandLgeneticLheterogeneityLinLacuteLmyeloidL
leukemiaZLNatureeMedicineXL2016XLddXLikdYk 50.5 217

240 RelapseYspecificLmutationsLinLNTgudLinLchildhoodLacuteLlymphoblasticLleukemiaZLNatureeGeneticsXL
2013XLfgXLdkbYf 36.3 216

239 uellYcycleLreprogrammingLforLP’eβLinhibitionLoverridesLaLrelapseYspecificLufjcSLtTβLmutationL
revealedLbyLlongitudinalLfunctionalLgenomicsLinLmantleLcellLlymphomaZLCancereDiscoveryXL2014XLfXLcbddYeg24.4 203

238 TheLpivotalLregulatoryLlandscapeLofLRNsLmodificationsZLAnnualeRevieweofeGenomicseandeHumane
GeneticsXL2014XLcgXLcdiYgb 9.7 203

237 vNsLhydroxymethylationLprofilingLrevealsLthatLWTcLmutationsLresultLinLlossLofLTwTdLfunctionLinL
acuteLmyeloidLleukemiaZLCelleReportsXL2014XLkXLcjfcYcjgg 10.6 183

236 MultiYplatformLassessmentLofLtranscriptomeLprofilingLusingLRNsYseqLinLtheLstRxLnextYgenerationL
sequencingLstudyZLNatureeBiotechnologyXL2014XLedXLkcgYkdg 44.5 169

235 sccurateLdetectionLofLmsLRNsLmodificationsLinLnativeLRNsLsequencesZLNatureeCommunicationsXL
2019XLcbXLfbik 17.4 166

234 yeospatialLResolutionLofLzumanLandLtacterialLviversityLwithLuityYScaleLMetagenomicsZLCelleSystems
XL2015XLcXLidYji 10.6 164

233 NanoporeLvNsLSequencingLandLyenomeLsssemblyLonLtheL’nternationalLSpaceLStationZLScientifice
ReportsXL2017XLiXLcjbdd 4.9 162

232 uomprehensiveLbenchmarkingLandLensembleLapproachesLforLmetagenomicLclassifiersZLGenomee
BiologyXL2017XLcjXLcjd 18.3 152

231 MutationalLcooperativityLlinkedLtoLcombinatorialLepigeneticLgainLofLfunctionLinLacuteLmyeloidL
leukemiaZLCancereCellXL2015XLdiXLgbdYcg 24.3 145

230 ’mmuneLcomplementLandLcoagulationLdysfunctionLinLadverseLoutcomesLofLSsRSYuoVYdLinfectionZL
NatureeMedicineXL2020XLdhXLchbkYchcg 50.5 142

229 vNMTesLmutationsLpromoteLanthracyclineLresistanceLinLacuteLmyeloidLleukemiaLviaLimpairedL
nucleosomeLremodelingZLNatureeMedicineXL2016XLddXLcfjjYcfkg 50.5 140

228 yenomationlLaLtoolkitLtoLsummarizeXLannotateLandLvisualizeLgenomicLintervalsZLBioinformaticsXL2015XL
ecXLccdiYk 7.2 137

227 sLhybridLmechanismLofLactionLforLtuLhLinLtLcellsLdefinedLbyLformationLofLfunctionallyLdistinctL
complexesLatLenhancersLandLpromotersZLCelleReportsXL2013XLfXLgijYjj 10.6 127

226 testLpracticesLforLbenchmarkingLgermlineLsmallYvariantLcallsLinLhumanLgenomesZLNaturee
BiotechnologyXL2019XLeiXLgggYghb 44.5 125

225 vetectingLandLcorrectingLsystematicLvariationLinLlargeYscaleLRNsLsequencingLdataZLNaturee
BiotechnologyXL2014XLedXLjjjYkg 44.5 125

224 sLbenchmarkLforLRNsYseqLquantificationLpipelinesZLGenomeeBiologyXL2016XLciXLif 18.3 117

(2016-2016)
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223 yoodLlaboratoryLpracticeLforLclinicalLnextYgenerationLsequencingLinformaticsLpipelinesZLNaturee
BiotechnologyXL2015XLeeXLhjkYke 44.5 115

222 LargeYscaleLdifferencesLinLmicrobialLbiodiversityLdiscoveryLbetweenLchSLampliconLandLshotgunL
sequencingZLScientificeReportsXL2017XLiXLhgjk 4.9 110

221 sLrobustLbenchmarkLforLdetectionLofLgermlineLlargeLdeletionsLandLinsertionsZLNatureeBiotechnologyXL
2020XLejXLcefiYcegg 44.5 98

220 mutantLmiceLuncoverLanLessentialLmeioticLfunctionLforLtheLancientLRNsLhelicaseLYTzvudZLELifeXL
2018XLiXL 8.9 93

219 YmethyladenosineLmodificationLofLhepatitisLtLvirusLRNsLdifferentiallyLregulatesLtheLviralLlifeLcycleZL
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2018XLccgXLjjdkYjjef 11.5 91

218 sssessingLtechnicalLperformanceLinLdifferentialLgeneLexpressionLexperimentsLwithLexternalLspikeYinL
RNsLcontrolLratioLmixturesZLNatureeCommunicationsXL2014XLgXLgcdg 17.4 89

217 MultiplexLqPuRLdiscriminatesLvariantsLofLconcernLtoLenhanceLglobalLsurveillanceLofLSsRSYuoVYdZL
PLoSeBiologyXL2021XLckXLeebbcdeh 9.7 85

216 yeneticLandLepigeneticLheterogeneityLinLacuteLmyeloidLleukemiaZLCurrenteOpinioneineGeneticseande
DevelopmentXL2016XLehXLcbbYh 4.9 79

215 snLoptimizedLalgorithmLforLdetectingLandLannotatingLregionalLdifferentialLmethylationZLBMCe
BioinformaticsXL2013XLcfLSupplLgXLScb 3.6 78

214 ccgfZLuomparisonLofLxiveLTestingLModalitiesLforLtheLsssessmentLofLPatientLwnvironmentL
uleanlinessZLOpeneForumeInfectiouseDiseasesXL2018XLgXLSefiYSefi 1 78

213 SingleYmoleculeLsequencingLdetectionLofLNhYmethyladenineLinLmicrobialLreferenceLmaterialsZL
NatureeCommunicationsXL2019XLcbXLgik 17.4 77

212 ViralLdynamicsLofLSsRSYuoVYdLvariantsLinLvaccinatedLandLunvaccinatedLindividuals 76

211 TheLtherapeuticLlandscapeLforLcellsLengineeredLwithLchimericLantigenLreceptorsZLNaturee
BiotechnologyXL2020XLejXLdeeYdff 44.5 75

210 TheLspatialLlandscapeLofLlungLpathologyLduringLuOV’vYckLprogressionZLNatureXL2021XLgkeXLghfYghk 50.4 72

209 LimitsLinLtheLdetectionLofLmsLchangesLusingLMeR’PamsYseqZLScientificeReportsXL2020XLcbXLhgkb 4.9 71

208 uombinationLTargetedLTherapyLtoLvisruptLsberrantLOncogenicLSignalingLandLReverseLwpigeneticL
vysfunctionLinLYLandLYMutantLscuteLMyeloidLLeukemiaZLCancereDiscoveryXL2017XLiXLfkfYgbg 24.4 68

207 TheLimpactLofLreadLlengthLonLquantificationLofLdifferentiallyLexpressedLgenesLandLspliceLjunctionL
detectionZLGenomeeBiologyXL2015XLchXLcec 18.3 67

206 slteredLmsLModificationLofLSpecificLuellularLTranscriptsLsffectsLxlaviviridaeL’nfectionZLMoleculare
CellXL2020XLiiXLgfdYgggZej 17.6 66
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205 wnhancedLreducedLrepresentationLbisulfiteLsequencingLforLassessmentLofLvNsLmethylationLatLbaseL
pairLresolutionZLJournaleofeVisualizedeExperimentsXL2015XLegddfh 1.6 65

204 ViralLvynamicsLofLSsRSYuoVYdLVariantsLinLVaccinatedLandLUnvaccinatedLPersonsZZLNeweEnglande
JournaleofeMedicineXL2021XLejgXLdfjkYdfkc 59.2 63

203
ShotgunLtranscriptomeXLspatialLomicsXLandLisothermalLprofilingLofLSsRSYuoVYdLinfectionLrevealsL
uniqueLhostLresponsesXLviralLdiversificationXLandLdrugLinteractionsZLNatureeCommunicationsXL2021XL
cdXLchhb

17.4 60

202 uomprehensiveLMultiYomicsLsnalysisLRevealsLMitochondrialLStressLasLaLuentralLtiologicalLzubLforL
SpaceflightL’mpactZLCellXL2020XLcjeXLccjgYcdbcZedb 56.2 58

201 UrbanLmetagenomicsLuncoverLantibioticLresistanceLreservoirsLinLcoastalLbeachLandLsewageLwatersZL
MicrobiomeXL2019XLiXLeg 16.6 57

200 SootyLmangabeyLgenomeLsequenceLprovidesLinsightLintoLs’vSLresistanceLinLaLnaturalLS’VLhostZL
NatureXL2018XLggeXLiiYjc 50.4 57

199 miRYdkaLmaintainsLmouseLhematopoieticLstemLcellLselfYrenewalLbyLregulatingLvnmteaZLBloodXL2015XL
cdgXLddbhYch 2.2 57

198 zistoneLzcLlossLdrivesLlymphomaLbyLdisruptingLevLchromatinLarchitectureZLNatureXL2021XLgjkXLdkkYebg 50.4 56

197 warlyLintroductionsLandLtransmissionLofLSsRSYuoVYdLvariantLtZcZcZiLinLtheLUnitedLStatesZLCellXL2021XL
cjfXLdgkgYdhbfZece 56.2 55

196 ’nternationalLcommunityLconsensusLstandardLforLreportingLderivationLofLhumanLembryonicLstemL
cellLlinesZLRegenerativeeMedicineXL2007XLdXLefkYhd 2.5 54

195 RolesLforLsmallLnoncodingLRNssLinLsilencingLofLretrotransposonsLinLtheLmammalianLbrainZL
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2016XLcceXLcdhkiYcdibd11.5 52

194 ShotgunLTranscriptomeLandL’sothermalLProfilingLofLSsRSYuoVYdL’nfectionLRevealsLUniqueLzostL
ResponsesXLViralLviversificationXLandLvrugL’nteractionsL2020XL 51

193 virectLRNsLsequencingLrevealsLmsLmodificationsLonLadenovirusLRNsLareLnecessaryLforLefficientL
splicingZLNatureeCommunicationsXL2020XLccXLhbch 17.4 51

192 uartographyLofLopportunisticLpathogensLandLantibioticLresistanceLgenesLinLaLtertiaryLhospitalL
environmentZLNatureeMedicineXL2020XLdhXLkfcYkgc 50.5 50

191 NanoporeLsequencingLinLmicrogravityZLNpjeMicrogravityXL2016XLdXLchbeg 5.3 50

190 xundamentalLtiologicalLxeaturesLofLSpaceflightlLsdvancingLtheLxieldLtoLwnableLveepYSpaceL
wxplorationZLCellXL2020XLcjeXLcchdYccjf 56.2 50

189 LongLnonYcodingLRNssLdiscriminateLtheLstagesLandLgeneLregulatoryLstatesLofLhumanLhumoralL
immuneLresponseZLNatureeCommunicationsXL2019XLcbXLjdc 17.4 49

188
MultiYdrugLresistantLwnterobacterLbugandensisLspeciesLisolatedLfromLtheL’nternationalLSpaceL
StationLandLcomparativeLgenomicLanalysesLwithLhumanLpathogenicLstrainsZLBMCeMicrobiologyXL2018XL
cjXLcig

4.5 49

(2018-2015)
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187 vynamicLevolutionLofLclonalLepiallelesLrevealedLbyLmethcloneZLGenomeeBiologyXL2014XLcgXLfid 18.3 48

186 MutantLwZzdL’nducesLaLPreYmalignantLLymphomaLNicheLbyLReprogrammingLtheL’mmuneLResponseZL
CancereCellXL2020XLeiXLhggYhieZecc 24.3 47

185 yenomicLvNsLtranspositionLinducedLbyLhumanLPytvgZLELifeXL2015XLfXL 8.9 47

184 yenomeLassemblyLandLgeospatialLphylogenomicsLofLtheLbedLbugLuimexLlectulariusZLNaturee
CommunicationsXL2016XLiXLcbchf 17.4 46

183 TissueYspecificLtranscriptomeLsequencingLanalysisLexpandsLtheLnonYhumanLprimateLreferenceL
transcriptomeLresourceLTNzPRTRUZLNucleiceAcidseResearchXL2015XLfeXLvieiYfd 20.1 46

182 TheLuOV’vYckLXPR’ZwLandLtheLneedLforLscalableXLfastXLandLwidespreadLtestingZLNatureeBiotechnology
XL2020XLejXLcbdcYcbdf 44.5 45

181 TheL’mpactLofLzeterogeneityLonLSingleYuellLSequencingZLFrontierseineGeneticsXL2019XLcbXLj 4.5 43

180 LossLofLuzvcLPromotesLzeterogeneousLMechanismsLofLResistanceLtoLsRYTargetedLTherapyLviaL
uhromatinLvysregulationZLCancereCellXL2020XLeiXLgjfYgkjZecc 24.3 42

179 sLglobalLmetagenomicLmapLofLurbanLmicrobiomesLandLantimicrobialLresistanceZLCellXL2021XLcjfXLeeihYeekeZeci56.2 42

178 PytvgLpromotesLsiteYspecificLoncogenicLmutationsLinLhumanLtumorsZLNatureeGeneticsXL2017XLfkXLcbbgYcbcf36.3 40

177 rahuLisLaLmutantLalleleLofLvnmtecXLencodingLaLvNsLmethyltransferaseLhomologLrequiredLforLmeiosisL
andLtransposonLrepressionLinLtheLmouseLmaleLgermlineZLPLoSeGeneticsXL2017XLceXLecbbhkhf 6 40

176 wpigeneticLModificationsLinLscuteLMyeloidLLeukemialLPrognosisXLTreatmentXLandLzeterogeneityZL
FrontierseineGeneticsXL2019XLcbXLcee 4.5 38

175  akcL’ntegratesLuytokineLSensingLtoLRegulateLzematopoieticLStemLuellLxunctionLandLStressL
zematopoiesisZLCelleStemeCellXL2017XLdcXLfjkYgbcZei 18 35

174 sLrobustLbenchmarkLforLgermlineLstructuralLvariantLdetection 34

173 yenomicLMethodsLandLMicrobiologicalLTechnologiesLforLProfilingLNovelLandLwxtremeLwnvironmentsL
forLtheLwxtremeLMicrobiomeLProjectLTXMPUZLJournaleofeBiomoleculareTechniquesXL2017XLdjXLecYek 1.1 31

172 NovelLRNsLregulatoryLmechanismsLrevealedLinLtheLepitranscriptomeZLRNAeBiologyXL2013XLcbXLefdYh 4.8 31

171 wvaluatingLtheLanalyticalLvalidityLofLcirculatingLtumorLvNsLsequencingLassaysLforLprecisionL
oncologyZLNatureeBiotechnologyXL2021XLekXLcccgYccdj 44.5 31

170 uhartingLtheLunknownLepitranscriptomeZLNatureeReviewseMoleculareCelleBiologyXL2017XLcjXLeekYefb 48.7 30
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169 uhemotherapyL’nducesLSenescenceYLikeLResilientLuellsLuapableLofL’nitiatingLsMLLRecurrenceZL
CancereDiscoveryXL2021XLccXLcgfdYcghc 24.4 30

168 LamininLregulatesLPvyxR˛†TWULcellLstemnessLandLmuscleLdevelopmentZLNatureeCommunicationsXL
2016XLiXLccfcg 17.4 29

167 xasterLsequencersXLlargerLdatasetsXLnewLchallengesZLGenomeeBiologyXL2012XLceXLecf 18.3 29

166 PrecisionLMetagenomicslLRapidLMetagenomicLsnalysesLforL’nfectiousLviseaseLviagnosticsLandL
PublicLzealthLSurveillanceZLJournaleofeBiomoleculareTechniquesXL2017XLdjXLfbYfg 1.1 28

165 yenomeLSequenceLandLsnalysisLofLwscherichiaLcoliLMRwhbbXLaLuolicinogenicXLNonmotileLStrainLthatL
LacksLRNaseL’LandLtheLTypeL’LMethyltransferaseXLwcoβ’ZLGenomeeBiologyeandeEvolutionXL2016XLjXLifdYgd 3.9 27

164 ’nvestigationLofLproductYderivedLlymphomaLfollowingLinfusionLofLpiggytacYmodifiedLuvckLchimericL
antigenLreceptorLTLcellsZLBloodXL2021XLcejXLcekcYcfbg 2.2 26

163 TheLPowerLofLwngagingLuitizenLScientistsLforLScientificLProgressZLJournaleofeMicrobiologyeandeBiologye
EducationXL2016XLciXLiYcd 1.3 25

162 sssessmentLofLpharmacogenomicLagreementZLFvuuuResearchXL2016XLgXLjdg 3.6 25

161 MiningLtheLsrchiveslLsLurossYPlatformLsnalysisLofLyeneLwxpressionLProfilesLinLsrchivalL
xormalinYxixedLParaffinYwmbeddedLTissuesZLToxicologicaleSciencesXL2015XLcfjXLfhbYid 4.4 24

160 RapidLantigenLdiversificationLthroughLmitoticLrecombinationLinLtheLhumanLmalariaLparasiteL
PlasmodiumLfalciparumZLPLoSeBiologyXL2019XLciXLeebbbdic 9.7 23

159 TheLinternationalLMsQuLSocietyLlaunchesLtoLenhanceLreproducibilityLofLhighYthroughputL
technologiesZLNatureeBiotechnologyXL2017XLegXLccdiYccdj 44.5 23

158 yeneticLandLepigeneticLheterogeneityLandLtheLimpactLonLcancerLrelapseZLExperimentaleHematologyXL
2017XLgfXLdhYeb 3.1 22

157 sLdiagnosticLhostLresponseLbiosignatureLforLuOV’vYckLfromLRNsLprofilingLofLnasalLswabsLandL
bloodZLScienceeAdvancesXL2021XLiXL 14.3 22

156 TheLcaseLforLbiotechLonLMarsZLNatureeBiotechnologyXL2020XLejXLfbcYfbi 44.5 21

155 ’nternationalLStandardsLforLyenomesXLTranscriptomesXLandLMetagenomesZLJournaleofeBiomoleculare
TechniquesXL2017XLdjXLjYcj 1.1 21

154 uharacterizingLmultiYomicLdataLinLsystemsLbiologyZLAdvanceseineExperimentaleMedicineeandeBiologyXL
2014XLikkXLcgYej 3.6 21

153 sLsynthesisLofLbacterialLandLarchaealLphenotypicLtraitLdataZLScientificeDataXL2020XLiXLcib 8.2 20

152 PervasiveLsequenceLpatentsLcoverLtheLentireLhumanLgenomeZLGenomeeMedicineXL2013XLgXLdi 14.4 20

(2013-2021)
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151 SsRSYuoVYdLgenomicLdiversityLandLtheLimplicationsLforLqRTYPuRLdiagnosticsLandLtransmissionZL
GenomeeResearchXL2021XLecXLhegYhff 9.7 20

150 PreYLandLperiYimplantationLZikaLvirusLinfectionLimpairsLfetalLdevelopmentLbyLtargetingL
trophectodermLcellsZLNatureeCommunicationsXL2019XLcbXLfcgg 17.4 19

149 ReportingLguidelinesLforLhumanLmicrobiomeLresearchlLtheLSTORMSLchecklistZLNatureeMedicineXL2021
XLdiXLcjjgYcjkd 50.5 19

148 uomplexLtranslocationLdisruptingLTuxfLandLalteringLTuxfLisoformLexpressionLsegregatesLasLmildL
autosomalLdominantLintellectualLdisabilityZLOrphaneteJournaleofeRareeDiseasesXL2016XLccXLhd 4.2 19

147 uommunicatingLtheLpromiseXLrisksXLandLethicsLofLlargeYscaleXLopenLspaceLmicrobiomeLandL
metagenomeLresearchZLMicrobiomeXL2017XLgXLced 16.6 18

146 uhromosomeLwndLRepairLandLyenomeLStabilityLinZLMBioXL2017XLjXL 7.8 18

145 ViralLdynamicsLandLdurationLofLPuRLpositivityLofLtheLSsRSYuoVYdLOmicronLvariant 18

144 TemporalLTelomereLandLvNsLvamageLResponsesLinLtheLSpaceLRadiationLwnvironmentZLCelleReportsXL
2020XLeeXLcbjfeg 10.6 17

143 TheLMicrobiomesLofLSevenLLichenLyeneraLRevealLzostLSpecificityXLaLReducedLuoreLuommunityLandL
PotentialLasLSourceLofLsntimicrobialsZLFrontierseineMicrobiologyXL2020XLccXLekj 5.7 17

142 MetagenomicLcharacterizationLofLambulancesLacrossLtheLUSsZLMicrobiomeXL2017XLgXLcdg 16.6 17

141 uOV’vYckLdrugLpracticesLriskLantimicrobialLresistanceLevolutionZLLanceteMicrobeqeTheXL2021XLdXLecegYeceh22.2 17

140 sLNewLwraLforLSpaceLLifeLSciencelL’nternationalLStandardsLforLSpaceLOmicsLProcessingZLPatternsXL
2020XLcXLcbbcfj 5.1 16

139 LongYtermLspaceflightLandLtheLcardiovascularLsystemZLPrecisioneClinicaleMedicineXL2020XLeXLdjfYdkc 6.7 16

138 urossYplatformLultradeepLtranscriptomicLprofilingLofLhumanLreferenceLRNsLsamplesLbyLRNsYSeqZL
ScientificeDataXL2014XLcXLcfbbdb 8.2 16

137 ylobalLyeneticLuartographyLofLUrbanLMetagenomesLandLsntiYMicrobialLResistance 16

136 TheLcompleteLmitochondrialLgenomeLofLtheLneotropicalLhelicopterLdamselflyLTOdonatalLZygopteraUL
assembledLfromLnextLgenerationLsequencingLdataZLMitochondrialeDNAeParteB:eResourcesXL2016XLcXLfkiYfkk0.5 15

135 ylobalizingLandLcrowdsourcingLbiomedicalLresearchZLBritisheMedicaleBulletinXL2016XLcdbXLdiYee 5.4 15

134 yenomicLapproachesLtoLtheLassessmentLofLhumanLspinaLbifidaLriskZLBirtheDefectseResearchXL2017XL
cbkXLcdbYcdj 2.9 14
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133 MultiYomicXLSingleYuellXLandLtiochemicalLProfilesLofLsstronautsLyuideLPharmacologicalLStrategiesL
forLReturningLtoLyravityZLCelleReportsXL2020XLeeXLcbjfdk 10.6 14

132 TelomereLLengthLvynamicsLandLvNsLvamageLResponsesLsssociatedLwithLLongYvurationL
SpaceflightZLCelleReportsXL2020XLeeXLcbjfgi 10.6 14

131 TranscriptionalLresponseLmodulesLcharacterizeL’LYc˛†LandL’LYhLactivityLinLuOV’vYckZLIScienceXL2021XL
dfXLcbcjkh 6.1 14

130 ModernLMethodsLforLvelineatingLMetagenomicLuomplexityZLCelleSystemsXL2015XLcXLhYi 10.6 13

129 ziddenLgenomicLdiversityLofLSsRSYuoVYdlLimplicationsLforLqRTYPuRLdiagnosticsLandLtransmissionL
2020XL 13

128 uirculatingLmiRNsLSpaceflightLSignatureLRevealsLTargetsLforLuountermeasureLvevelopmentZLCelle
ReportsXL2020XLeeXLcbjffj 10.6 13

127 uellYfreeLvNsLTcfvNsULandLwxosomeLProfilingLfromLaLYearYLongLzumanLSpaceflightLRevealsL
uirculatingLtiomarkersZLIScienceXL2020XLdeXLcbcjff 6.1 13

126 spZLnovZXL’solatedLxromLtheL’nternationalLSpaceLStationZLFrontierseineMicrobiologyXL2021XLcdXLhekekh 5.7 13

125 uuratedLvariationLbenchmarksLforLchallengingLmedicallyLrelevantLautosomalLgenesZZLNaturee
BiotechnologyXL2022XL 44.5 12

124 PostYtranscriptionalLregulationLofLantiviralLgeneLexpressionLbyLNhYmethyladenosineZLCelleReportsXL
2021XLefXLcbjikj 10.6 12

123 TranslatingLcurrentLbiomedicalLtherapiesLforLlongLdurationXLdeepLspaceLmissionsZLPrecisioneClinicale
MedicineXL2019XLdXLdgkYdhk 6.7 12

122 SmceLdosageLregulatesLtLcellLtransitLthroughLgerminalLcentersLandLrestrictsLtheirLmalignantL
transformationZLNatureeImmunologyXL2021XLddXLdfbYdge 19.1 12

121 sssessmentLofLRwPL’YgLMultipleLvisplacementLWholeLyenomeLsmplificationLTWysULTechniquesLforL
MetagenomicLspplicationsZLJournaleofeBiomoleculareTechniquesXL2017XLdjXLfhYgg 1.1 11

120 wndYtoYwndLProtocolLforLtheLvetectionLofLSsRSYuoVYdLfromLtuiltLwnvironmentsZLMSystemsXL2020XLgXL 7.6 11

119 MinervalLanLalignmentYLandLreferenceYfreeLapproachLtoLdeconvolveLLinkedYReadsLforL
metagenomicsZLGenomeeResearchXL2019XLdkXLcchYcdf 9.7 11

118 xorensicLspplicationsLofLMicrobiomicslLsLReviewZLFrontierseineMicrobiologyXL2020XLccXLhbjcbc 5.7 11

117 TowardLbestLpracticeLinLcancerLmutationLdetectionLwithLwholeYgenomeLandLwholeYexomeL
sequencingZLNatureeBiotechnologyXL2021XLekXLccfcYccgb 44.5 11

116 RatioYtasedLMethodLToL’dentifyLTrueLtiomarkersLbyLNormalizingLuirculatingLncRNsLSequencingLandL
QuantitativeLPuRLvataZLAnalyticaleChemistryXL2019XLkcXLhifhYhige 7.8 10

(2019-2020)
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115 NanoporeLdetectionLofLbacterialLvNsLbaseLmodifications 10

114 sccurateLdetectionLofLmhsLRNsLmodificationsLinLnativeLRNsLsequences 10

113 SingleYcellLRNsYseqLrevealsLnovelLmitochondriaYrelatedLmusculoskeletalLcellLpopulationsLduringL
adultLaxolotlLlimbLregenerationLprocessZLCelleDeatheandeDifferentiationXL2021XLdjXLcccbYccdg 12.7 10

112 PerformanceLassessmentLofLvNsLsequencingLplatformsLinLtheLstRxLNextYyenerationLSequencingL
StudyZLNatureeBiotechnologyXL2021XLekXLccdkYccfb 44.5 10

111 TheLMicrobeLvirectorylLsnLannotatedXLsearchableLinventoryLofLmicrobesSLcharacteristicsZLGateseOpene
ResearchXL2018XLdXLe 2.4 9

110 warlyLintroductionsLandLcommunityLtransmissionLofLSsRSYuoVYdLvariantLtZcZcZiLinLtheLUnitedLStatesL
2021XL 9

109 uoYoccurrenceLpatternsLofLbacteriaLwithinLmicrobiomeLofLMoscowLsubwayZLComputationaleande
StructuraleBiotechnologyeJournalXL2020XLcjXLecfYedd 6.8 8

108 SomaticLMutationsLvriveLSpecificXLbutLReversibleXLwpigeneticLzeterogeneityLStatesLinLsMLZLCancere
DiscoveryXL2020XLcbXLckefYckfk 24.4 8

107 sLverifiedLgenomicLreferenceLsampleLforLassessingLperformanceLofLcancerLpanelsLdetectingLsmallL
variantsLofLlowLalleleLfrequencyZLGenomeeBiologyXL2021XLddXLccc 18.3 8

106 TowardsLaLuomprehensiveLVariationLtenchmarkLforLuhallengingLMedicallyYRelevantLsutosomalLyenes 8

105 uharacterizationLofLcompleteLlncRNssLtranscriptomeLrevealsLtheLfunctionalLandLclinicalLimpactLofL
lncRNssLinLmultipleLmyelomaZLLeukemiaXL2021XLegXLcfejYcfgb 10.7 8

104 ResourcelLsLmultiYspeciesLmultiYtimepointLtranscriptomeLdatabaseLandLwebpageLforLtheLpinealL
glandLandLretinaZLJournaleofePinealeResearchXL2020XLhkXLecdhie 10.4 7

103 ulinicalLyenomicslLuhallengesLandLOpportunitiesZLCriticaleReviewseineEukaryoticeGeneeExpressionXL
2016XLdhXLkiYcce 1.3 7

102 RoleLofLmiRYdekdLinLdrivingLSsRSYuoVYdLinfectionZLCelleReportsXL2021XLeiXLcbkjek 10.6 7

101 QuaPralLwfficientLtranscriptLassemblyLandLquantificationLusingLquadraticLprogrammingLwithLsprioriL
algorithmZLScienceeChinaeLifeeSciencesXL2019XLhdXLkeiYkfh 8.5 6

100 SingleYcellLspermLtranscriptomesLandLvariantsLfromLfathersLofLchildrenLwithLandLwithoutLautismL
spectrumLdisorderZLNpjeGenomiceMedicineXL2020XLgXLcf 6.2 6

99 snLintegrativeLcomputationalLapproachLforLprioritizationLofLgenomicLvariantsZLPLoSeONEXL2014XLkXLeccfkbe3.7 6

98 vNsLmethylationYcallingLtoolsLforLOxfordLNanoporeLsequencinglLaLsurveyLandLhumanL
epigenomeYwideLevaluationZLGenomeeBiologyXL2021XLddXLdkg 18.3 6
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97 virectLRNsLsequencingLrevealsLmhsLmodificationsLonLadenovirusLRNsLareLnecessaryLforLefficientLsplicing 6

96 TheLNsSsLTwinsLStudylLTheLwffectLofLOneLYearLinLSpaceLonLLongYuhainLxattyLscidLvesaturasesLandL
wlongasesZLLifestyleeGenomicsXL2020XLceXLcbiYcdc 2 6

95 ulonalLzematopoiesisLteforeXLvuringXLandLsfterLzumanLSpaceflightZLCelleReportsXL2020XLeeXLcbjfgj 10.6 6

94 ’mprovedLgastrointestinalLhealthLforLirritableLbowelLsyndromeLwithLmetagenomeYguidedL
interventionsZLPrecisioneClinicaleMedicineXL2020XLeXLcehYcfh 6.7 6

93 urossYoncopanelLstudyLrevealsLhighLsensitivityLandLaccuracyLwithLoverallLanalyticalLperformanceL
dependingLonLgenomicLregionsZLGenomeeBiologyXL2021XLddXLcbk 18.3 6

92 vNsLmethylationLlandscapesLofLcgejLbreastLcancersLrevealLaLreplicationYlinkedLclockXLepigenomicL
instabilityLandLcisYregulationZLNatureeCommunicationsXL2021XLcdXLgfbh 17.4 6

91 ’lluminatingLyeneticLMysteriesLofLtheLveadLSeaLScrollsZLCellXL2020XLcjcXLcdcjYcdecZedi 56.2 5

90 TheLmitogenomeLofLtheLbedLbugLTzemipteralLuimicidaeUZLMitochondrialeDNAeParteB:eResourcesXL2016XL
cXLfdgYfdi 0.5 5

89 wpigeneticLtherapyLinLaLnewLeraLofLmedicinelLcreatingLandLintegratingLmolecularLprofilesLofL
patientsZLAnnalseofeTranslationaleMedicineXL2016XLfXLfeh 3.2 5

88 SequencingLofLuirculatingLMicrobialLuellYxreeLvNsLuanL’dentifyLPathogensLinLPeriprostheticL ointL
’nfectionsZLJournaleofeBoneeandeJointeSurgeryereSerieseAXL2021XLcbeXLcibgYcicd 5.6 5

87 wstablishingLcommunityLreferenceLsamplesXLdataLandLcallLsetsLforLbenchmarkingLcancerLmutationL
detectionLusingLwholeYgenomeLsequencingZLNatureeBiotechnologyXL2021XLekXLccgcYcchb 44.5 5

86 LessonsLlearnedLfromLSsRSYuoVYdLmeasurementsLinLwastewaterZLScienceeofetheeTotaleEnvironmentXL
2021XLikjXLcfkcii 10.2 5

85 uonsentLinsufficientLforLdataLreleaseYResponseZLScienceXL2019XLehfXLffh 33.3 4

84 WhyLPersonalizedLMedicineL’sLtheLxrontierLofLMedicineLandLPerformanceLforLzumansLinLSpaceZLNewe
SpaceXL2020XLjXLheYih 0.6 4

83 ’dentificationLofLRadioresponsiveLyenesLinLwsophagealLuancerLfromLLongitudinalLandLSingleLuellL
wxomeLSequencingZLInternationaleJournaleofeRadiationeOncologyeBiologyePhysicsXL2020XLcbjXLccbeYcccf 4 4

82 sLReviewLofLtheLScientificLRigorXLReproducibilityXLandLTransparencyLStudiesLuonductedLbyLtheLstRxL
ResearchLyroupsZLJournaleofeBiomoleculareTechniquesXL2020XLecXLccYdh 1.1 4

81 LimitsLinLtheLdetectionLofLmhsLchangesLusingLMeR’PamhsYseq 4

80 MissingLdiversityLinLbrainLtumorLtrialsZLNeurorOncologyeAdvancesXL2020XLdXLvdaabgk 0.9 4

(2020-)
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79 wvolutionLofLtheLwpigeneticLLandscapeLinLuhildhoodLtLscuteLLymphoblasticLLeukemiaLandL’tsLRoleL
inLvrugLResistanceZLCancereResearchXL2020XLjbXLgcjkYgdbd 10.1 4

78 sdvancingLtheL’ntegrationLofLtiosciencesLvataLSharingLtoLxurtherLwnableLSpaceLwxplorationZLCelle
ReportsXL2020XLeeXLcbjffc 10.6 4

77 TheLyreatLveceiverlLmiRYdekdSsLziddenLRoleLinLvrivingLSsRSYuoVYdL’nfectionL2021XL 4

76 zaplotypeLdiversityLandLsequenceLheterogeneityLofLhumanLtelomeresZLGenomeeResearchXL2021XL 9.7 4

75 vraftLyenomeLSequencesLofLSpeciesLsssociatedLwithLtheL’nternationalLSpaceLStationZLMicrobiologye
ResourceeAnnouncementsXL2020XLkXL 1.3 3

74 xocusLonLMetagenomicsZLJournaleofeBiomoleculareTechniquesXL2017XLdjXLc 1.1 3

73 wnablingLlargeYscaleLnextYgenerationLsequenceLassemblyLwithLtlacklightZLConcurrencyeComputatione
PracticeeandeExperienceXL2014XLdhXLdcgiYdchh 1.4 3

72 uomparativeLyenomicsLofLNovelLyeLStrainsL’solatedLxromLtheL’nternationalLSpaceLStationLandL
vescriptionLofLspZLnovZZLFrontierseineMicrobiologyXL2021XLcdXLihgkfe 5.7 3

71 MutationLturdenLinLuvβNduXLuvβcLandLwdxdL’sLsssociatedLwithLvifferentialLResponseLtoLTargetingL
uvβfauvβhLinLuombinationLwithLtortezomibLinLMantleLuellLLymphomaXZLBloodXL2011XLccjXLeiejYeiej 2.2 3

70 TheLMicrobeLvirectoryLvdZblLsnLwxpandedLvatabaseLofLwcologicalLandLPhenotypicalLxeaturesLofLMicrobes 3

69 ’dentificationLofL’mmuneLcomplementLfunctionLasLaLdeterminantLofLadverseLSsRSYuoVYdLinfectionL
outcomeL2020XL 3

68 vraftLyenomeLSequencesLofLRhodotorulaLmucilaginosaLStrainsL’solatedLfromLtheL’nternationalL
SpaceLStationZLMicrobiologyeResourceeAnnouncementsXL2020XLkXL 1.3 3

67 SystemicLTissueLandLuellularLvisruptionLfromLSsRSYuoVYdL’nfectionLrevealedLinLuOV’vYckLsutopsiesL
andLSpatialLOmicsLTissueLMapsL2021XL 3

66 vraftLyenomeLSequencesLofLandLSpeciesL’solatedLfromLtheL’nternationalLSpaceLStationLandLurewL
ResupplyLVehicleLuapsuleZLMicrobiologyeResourceeAnnouncementsXL2021XLcbXL 1.3 3

65 PleckstrinYdLisLessentialLforLerythropoiesisLinL˛†YthalassemicLmiceXLreducingLapoptosisLandLenhancingL
enucleationZLCommunicationseBiologyXL2021XLfXLgci 6.7 3

64 tuLhLmaintainsLsurvivalLandLselfYrenewalLofLprimaryLhumanLacuteLmyeloidLleukemiaLcellsZLBloodXL
2021XLceiXLjcdYjdg 2.2 3

63 SystemsLbiologyLanalysisLofLhumanLgenomesLpointsLtoLkeyLpathwaysLconferringLspinaLbifidaLriskZZL
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2021XLccjXL 11.5 3

62 SystemYwideLtranscriptomeLdamageLandLtissueLidentityLlossLinLuOV’vYckLpatientsZZLCelleReportse
MedicineXL2022XLeXLcbbgdd 18 2
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61 vivergentLvynamicsLofLwpigeneticLandLyeneticLzeterogeneityLinLRelapsedLscuteLMyeloidLLeukemiaZL
BloodXL2015XLcdhXLebhYebh 2.2 2

60 vraftLyenomeLSequencesLofLStrainsL’solatedLfromLtheL’nternationalLSpaceLStationZLMicrobiologye
ResourceeAnnouncementsXL2020XLkXL 1.3 2

59 vNsLmethylationYcallingLtoolsLforLOxfordLNanoporeLsequencinglLaLsurveyLandLhumanL
epigenomeYwideLevaluationZLGenomeeBiologyXL2021XLddXLdkg 18.3 2

58 WholeLgenomeLandLexomeLsequencingLreferenceLdatasetsLfromLaLmultiYcenterLandLcrossYplatformL
benchmarkLstudyZLScientificeDataXL2021XLjXLdkh 8.2 2

57 uartographyLofLopportunisticLpathogensLandLantibioticLresistanceLgenesLinLaLtertiaryLhospitalLenvironment 2

56 vraftLyenomeLSequencesLofLSpeciesL’solatedLfromLtheL’nternationalLSpaceLStationZLMicrobiologye
ResourceeAnnouncementsXL2020XLkXL 1.3 2

55 vraftLyenomeLSequencesLofLStrainsL’solatedLfromLtheL’nternationalLSpaceLStationZLMicrobiologye
ResourceeAnnouncementsXL2020XLkXL 1.3 2

54 OriginLSampleLPredictionLandLSpatialLModelingLofLsntimicrobialLResistanceLinLMetagenomicL
SequencingLvataZLFrontierseineGeneticsXL2021XLcdXLhfdkkc 4.5 2

53 wffectivenessLofLSsRSYuoVYdLvecontaminationLandLuontainmentLinLaLuOV’vYckL’uUZLInternationale
JournaleofeEnvironmentaleResearcheandePubliceHealthXL2021XLcjXL 4.6 2

52 veepLoncopanelLsequencingLrevealsLfixationLtimeYLandLwithinLblockLpositionYdependentLqualityL
degradationLinLxxPwLprocessedLsamples 2

51 vraftLyenomeLSequencesLofLVariousLtacterialLPhylaL’solatedLfromLtheL’nternationalLSpaceLStationZL
MicrobiologyeResourceeAnnouncementsXL2021XLcbXL 1.3 2

50 sLcomprehensiveLmetagenomicsLframeworkLtoLcharacterizeLorganismsLrelevantLforLplanetaryL
protectionZLMicrobiomeXL2021XLkXLjd 16.6 2

49 RPgjLRepressesLTranscriptionalLProgramsLLinkedLtoLNonneuronalLuellL’dentityLandLylioblastomaL
SubtypesLinLvevelopingLNeuronsZLMoleculareandeCellulareBiologyXL2021XLfcXLebbgdhdb 4.8 2

48 viurnalLvariationLinLtheLhumanLskinLmicrobiomeLaffectsLaccuracyLofLforensicLmicrobiomeLmatchingZL
MicrobiomeXL2021XLkXLcdk 16.6 2

47 zighYthroughputLRNsLsequencingLrevealsLstructuralLdifferencesLofLorthologousLbrainYexpressedL
genesLbetweenLwesternLlowlandLgorillasLandLhumansZLJournaleofeComparativeeNeurologyXL2016XLgdfXLdjjYebj3.4 2

46 wfficacyLofLvailyL’ntakeLofLvriedLuranberryLgbbLmgLinLWomenLwithLOveractiveLtladderlLsL
RandomizedXLvoubleYtlindXLPlaceboLuontrolledLStudyZLJournaleofeUrologyXL2021XLdbgXLgbiYgce 2.5 2

45 WholeLyenomeLandLwxomeLSequencingLReferenceLvatasetsLfromLsLMultiYcenterLandLurossYplatformL
tenchmarkLStudy 2

44 uohesinLuoreLuomplexLyeneLvosageLuontributesLtoLyerminalLuenterLverivedLLymphomaL
PhenotypesLandLOutcomesZLFrontierseineImmunologyXL2021XLcdXLhjjfke 8.4 2

(2021-2015)
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43 TargetedLzybridizationLuaptureLofLSsRSYuoVYdLandLMetagenomicsLwnablesLyeneticLVariantL
viscoveryLandLNasalLMicrobiomeL’nsightsZLMicrobiologyeSpectrumXL2021XLkXLebbckidc 8.9 2

42 yenomicLuhangesLvrivenLbyLRadiationY’nducedLvNsLvamageLandLMicrogravityLinLzumanLuellsZL
InternationaleJournaleofeMoleculareSciencesXL2021XLddXL 6.3 2

41 LoopYMediatedL’sothermalLsmplificationLvetectionLofLSsRSYuoVYdLandLMyriadLOtherLspplicationsZZL
JournaleofeBiomoleculareTechniquesXL2021XLedXLddjYdig 1.1 2

40 TheLSwQudLepigenomicsLqualityLcontrolLTwpiQuULstudyZLGenomeeBiologyXL2021XLddXLeed 18.3 2

39 vraftLyenomeLSequencesLofL’solatedLfromLtheL’nternationalLSpaceLStationZLMicrobiologyeResourcee
AnnouncementsXL2020XLkXL 1.3 1

38 vraftLyenomeLSequencesLofLStrainsL’solatedLfromLtheL’nternationalLSpaceLStationZLMicrobiologye
ResourceeAnnouncementsXL2020XLkXL 1.3 1

37 ResponseLtoLSpervasiveLsequenceLpatentsLcoverLtheLentireLhumanLgenomeSLYLauthorsSLreplyZLGenomee
MedicineXL2014XLhXLcg 14.4 1

36 wnablingLlargeYscaleLnextYgenerationLsequenceLassemblyLwithLtlacklightL2013XL 1

35 RoleLofLPleckstrinLdLinL’mprovedLwrythropoiesisLofLTransferrinYTreatedLtetaYThalassemicLMiceZL
BloodXL2015XLcdhXLiggYigg 2.2 1

34 TranscriptionalLresponseLmodulesLcharacteriseL’LYc˛†LandL’LYhLactivityLinLuOV’vYckL2020XL 1

33 sLmetagenomicLvNsLsequencingLassayLthatLisLrobustLagainstLenvironmentalLvNsLcontaminationL
2021XL 1

32 LandscapeLandLclinicalLsignificanceLofLlongLnoncodingLRNssLinvolvedLinLmultipleLmyelomaL
expressedLfusionLtranscriptsZZLAmericaneJournaleofeHematologyXL2021XL 7.1 1

31 zaplotypeLviversityLandLSequenceLzeterogeneityLofLzumanLTelomeres 1

30 MultiYPlatformLsssessmentLofLvNsLSequencingLPerformanceLusingLzumanLandLtacterialLReferenceL
yenomesLinLtheLstRxLNextYyenerationLSequencingLStudy 1

29 wlevationLofLyutYverivedLpYuresolLvuringLSpaceflightLandLitsLwffectLonLvrugLMetabolismLandL
PerformanceLinLsstronauts 1

28 TheLSwQudLwpigenomicsLQualityLuontrolLTwpiQuULStudylLuomprehensiveLuharacterizationLofL
wpigeneticLMethodsXLReproducibilityXLandLQuantification 1

27 ObesityLandLethnicity´ alterLgeneLexpressionLinLskinZLScientificeReportsXL2020XLcbXLcfbik 4.9 1

26 vNsLmethylationLcallingLtoolsLforLOxfordLNanoporeLsequencinglLaLsurveyLandLhumanL
epigenomeYwideLevaluation 1
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25 uharacterizationLofLSpacesuitLsssociatedLMicrobialLuommunitiesLandLTheirL’mplicationsLforLNsSsL
MissionsZLFrontierseineMicrobiologyXL2021XLcdXLhbjfij 5.7 1

24 TelomereLlengthLdynamicsLinLresponseLtoLvNsLdamageLinLmalariaLparasitesZLIScienceXL2021XLdfXLcbdbjd 6.1 1

23 vraftLyenomeLSequencesLofLxungiL’solatedLfromLtheL’nternationalLSpaceLStationLduringLtheL
MicrobialLTrackingYdLwxperimentZLMicrobiologyeResourceeAnnouncementsXL2021XLcbXLebbigcdc 1.3 1

22 tetacoronavirusYspecificLalternateLsplicingZZLGenomicsXL2022XLccfXLccbdib 4.3 0

21 snnotatingLunknownLspeciesLofLurbanLmicroorganismsLonLaLglobalLscaleLunveilsLnovelLfunctionalL
diversityLandLlocalLenvironmentLassociationZLEnvironmentaleResearchXL2021XLdbiXLccdcje 7.9 0

20 OrchestratingLandLsharingLlargeLmultimodalLdataLforLtransparentLandLreproducibleLresearchZLNaturee
CommunicationsXL2021XLcdXLgiki 17.4 0

19 MLetagenomicLinsightsLintoLtheLmicrobialLcommunitiesLofLinertLandLoligotrophicLoutdoorLpierL
surfacesLofLaLcoastalLcityZLMicrobiomeXL2021XLkXLdce 16.6 0

18 TheLimpactLofLcrossYkingdomLmolecularLforensicsLonLgeneticLprivacyZLMicrobiomeXL2021XLkXLccf 16.6 0

17 wpigeneticLxorensicsLforLSuspectL’dentificationLandLsgeLPredictionZLForensiceGenomicsXL2021XLcXLjeYjh 0

16 sLcollectiveLstatementLinLsupportLofLsavingLpangolinsZZLScienceeofetheeTotaleEnvironmentXL2022XLcgehhh 10.2 0

15 sLRapidXL’sothermalXLandLPointYofYuareLSystemLforLuOV’vYckLviagnosticsZZLJournaleofeBiomoleculare
TechniquesXL2021XLedXLddcYddi 1.1 0

14 TheL’solationLandLuharacterizationLofLRareLMycobiomeLsssociatedLWithLSpacecraftLsssemblyL
uleanroomsZZLFrontierseineMicrobiologyXL2022XLceXLiiicee 5.7 0

13 fghgLSexYSpecificLvifferencesLinLtheLyenomicLLandscapeLofLPediatricLandLsdultLylioblastomaZL
JournaleofeClinicaleandeTranslationaleScienceXL2020XLfXLccdYcce 0.4

12 ResponseLtoLZhouLandLRobinsonZLGenomeeBiologyXL2015XLchXLdde 18.3

11 PRMTgL’nhibitionLModulatesLwdxcLandLPgeLtoLRestoreLuellLuycleLRegulationLandLvriveLvNsLvamageL
ResponseLinL’brutinibYResistantLMantleLuellLLymphomaZLBloodXL2021XLcejXLijiYiji 2.2

10 mhaLRegulatesLvifferentiationLStateLandLmRNsLTranslationLinLMyeloidLLeukemiaZLBloodXL2017XLcebXLikcYikc2.2

9 uonditionalLLossLofLvnmteaLResultsLinLMyeloproliferationLandLLiverYSpecificLMyeloidLwxpansionZL
BloodXL2014XLcdfXLehfYehf 2.2

8 vNsLzydroxymethylationLProfilingLRevealsLThatLWTcLMutationsLResultLinLLossLofLTwTdLxunctionLinL
scuteLMyeloidLLeukemiaZLBloodXL2014XLcdfXLehgYehg 2.2

(2014-2021)
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7 TheLSignificanceLofLysvvfgsLPromoterLvNsLzypermethylationLinLsMLlLsssociationLwithL’vzcadL
andLTwTdLMutationZLBloodXL2014XLcdfXLhkYhk 2.2

6 snalysisLofLMyelodysplasticLSyndromeLStemLuellsLatLSingleLuellLResolutionLduringLvNsL
MethyltransferaseL’nhibitorLTherapyZLBloodXL2015XLcdhXLfcbcYfcbc 2.2

5 RoleLofLsctivatedLPleckstrinYdLandLvownYStreamLwffectsLonL’neffectiveLwrythropoiesisLinL
˛†YThalassemicLMiceZLBloodXL2016XLcdjXLcbccYcbcc 2.2

4 RelapseYspecificLmutationsLinLcytosolicLgâ��YnucleotidaseL’’LinLchildhoodLacuteLlymphoblasticL
leukemiaZZLJournaleofeClinicaleOncologyXL2012XLebXLkgbiYkgbi 2.2

3 ifedgLVastLsexYspecificLdifferencesLinLtranscriptionalLlandscapesLofLpancreaticLneuroendocrineL
tumorsZLJournaleofeClinicaleandeTranslationaleScienceXL2021XLgXLcbeYcbe 0.4

2 sLcomprehensiveXLmultidisciplinaryXLprecisionLmedicineLapproachLtoLdiscoverLeffectiveLtherapyLforL
anLundiagnosedXLprogressiveXLfibroinflammatoryLdiseaseZLTranslationaleResearchXL2020XLdcgXLecYfb 11

1 vraftLyenomeLSequencesLofLzeatLShockYTolerantLMicrobesL’solatedLfromLaLSpacecraftLsssemblyL
xacilityZLMicrobiologyeResourceeAnnouncementsXL2021XLcbXLebbhgedc 1.3
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