7

papers

7

all docs

1478458

116 6
citations h-index
7 7
docs citations times ranked

1720014

g-index

200

citing authors



m

ARTICLE IF CITATIONS

Sequence analysis of genomic DNA (680 Mb) by GS-FLX-Titanium sequencer in the monogonont rotifer,

Brachionus ibericus. Hydrobiologia, 2011, 662, 65-75.

Efficiency to Discovery Transgenic Loci in GM Rice Using Next Generation Sequencing Whole Genome

Re-sequencing. Genomics and Informatics, 2015, 13, 81. 0.8 24

Understanding pathogenic Burkholderia glumae metabolic and signaling pathways within rice tissues
through in vivo transcriptome analyses. Gene, 2014, 547, 77-85.

Transcriptome profiling of the Pacific oyster Crassostrea gigas by lllumina RNA-seq. Genes and 14 °
Genomics, 2016, 38, 359-365. :

Survey of the Applications of NGS to Whole-Genome Sequencing and Expression Profiling. Genomics
and Informatics, 2012, 10, 1.

The complete chloroplast genomes of three Korean Echinochloa crus-galli accessions. Mitochondrial o7 ;
DNA Part A: DNA Mapping, Sequencing, and Analysis, 2016, 27, 4357-4358. )

The genome of the Java medaka (Oryzias javanicus): Potential for its use in marine molecular

ecotoxicology. Marine Pollution Bulletin, 2020, 154, 111118.




