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j Paper IF Citations

188 sncientKandKmodernKgenomicsKofKtheKOhloneKIndigenousKpopulationKofKualiforniaZZKProceedingsgofg
thegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXK2022XKcckXKedcccgeecck 11.5 0

187 uelebratingKgbKyearsKsinceKLewontinSsKapportionmentKofKhumanKdiversityZZKPhilosophicalg
TransactionsgofgthegRoyalgSocietygB:gBiologicalgSciencesXK2022XKeiiXKdbdbbfbg 5.8 0

186 MathematicalKconstraintsKonKlKmultiallelicKmarkersKinKarbitrarilyKmanyKpopulationsZZKPhilosophicalg
TransactionsgofgthegRoyalgSocietygB:gBiologicalgSciencesXK2022XKeiiXKdbdbbfcf 5.8 2

185 wnumerationKofKbinaryKtreesKcompatibleKwithKaKperfectKphylogenyZZKJournalgofgMathematicalgBiologyXK
2022XKjfXKgf 2

184 sKPopulationYyeneticKPerspectiveKonKtheKSimilaritiesKandKvifferencesKamongKWorldwideKzumanK
PopulationsZKHumangBiologyXK2021XKkdXKcegYcgd 1.2 2

183 sKcompendiumKofKcovariancesKandKcorrelationKcoefficientsKofKcoalescentKtreeKpropertiesZK
TheoreticalgPopulationgBiologyXK2021XKcfeXKcYce 1.2 0

182 OnKtheKuolijnYPlazzottaKnumberingKschemeKforKunlabeledKbinaryKrootedKtreesZKDiscretegAppliedg
MathematicsXK2021XKdkcXKjjYkj 1

181 VarianceKandKlimitingKdistributionKofKcoalescenceKtimesKinKaKdiploidKmodelKofKaKconsanguineousK
populationZKTheoreticalgPopulationgBiologyXK2021XKcekXKgbYhg 1.2 2

180 yeneticKsdaptationKinKNewKYorkKuityKRatsZKGenomegBiologygandgEvolutionXK2021XKceXK 3.9 6

179 vesigningKgeneKdrivesKtoKlimitKspilloverKtoKnonYtargetKpopulationsZKPLoSgGeneticsXK2021XKciXKecbbkdij 6 4

178 SkinKdeeplKTheKdecouplingKofKgeneticKadmixtureKlevelsKfromKphenotypesKthatKdifferedKbetweenK
sourceKpopulationsZKAmericangJournalgofgPhysicalgAnthropologyXK2021XKcigXKfbhYfdc 2.5 1

177 TheKeffectKofKconsanguinityKonKcoalescenceKtimesKonKtheKXKchromosomeZKTheoreticalgPopulationg
BiologyXK2021XKcfbXKedYfe 1.2 0

176 sKsimpleKderivationKofKtheKmeanKofKtheKSackinKindexKofKtreeKbalanceKunderKtheKuniformKmodelKonK
rootedKbinaryKlabeledKtreesZKMathematicalgBiosciencesXK2021XKefdXKcbjhjj 3.9 0

175 ModellingKantiYvaccineKsentimentKasKaKculturalKpathogenZKEvolutionarygHumangSciencesXK2020XKdXK 2.2 5

174 MeasuresKofKcareKfragmentationlKMathematicalKinsightsKfromKpopulationKgeneticsZKHealthgServicesg
ResearchXK2020XKggXKecjYedi 3.4 3

173 zumanYyeneticKsncestryKInferenceKandKxalseKPositivesKinKxorensicKxamilialKSearchingZKG3:gGenesvg
GenomesvgGeneticsXK2020XKcbXKdjkeYdkbd 3.2 4

172 RoadblockedKmonotonicKpathsKandKtheKenumerationKofKcoalescentKhistoriesKforKnonYmatchingK
caterpillarKgeneKtreesKandKspeciesKtreesZKAdvancesgingAppliedgMathematicsXK2020XKcceXKcbckekYcbckek 0.8 1
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171 ProbabilitiesKofKUnrankedKandKRankedKsnomalyKZonesKunderKtirthYveathKModelsZKMoleculargBiologyg
andgEvolutionXK2020XKeiXKcfjbYcfkf 8.3 3

170 zighYresolutionKinferenceKofKgeneticKrelationshipsKamongKJewishKpopulationsZKEuropeangJournalgofg
HumangGeneticsXK2020XKdjXKjbfYjcf 5.3 1

169 OnKtheKheterozygosityKofKanKadmixedKpopulationZKJournalgofgMathematicalgBiologyXK2020XKjcXKcdciYcdgb 2 5

168 sssortativeKmatingKbyKpopulationKofKoriginKinKaKmechanisticKmodelKofKadmixtureZKTheoreticalg
PopulationgBiologyXK2020XKcefXKcdkYcfh 1.2 4

167 vistanceKmetricsKforKrankedKevolutionaryKtreesZKProceedingsgofgthegNationalgAcademygofgSciencesgofg
thegUnitedgStatesgofgAmericaXK2020XKcciXKdjjihYdjjjh 11.5 2

166 xKandKtheKtriangleKinequalityKforKbiallelicKmarkersZKTheoreticalgPopulationgBiologyXK2020XKceeXKcciYcdk 1.2 0

165 uoalescentKTheoryKofKMigrationKNetworkKMotifsZKMoleculargBiologygandgEvolutionXK2019XKehXKdegjYdeif 8.3 3

164 TheKwffectKofKuonsanguinityKonKtetweenYIndividualKIdentityYbyYvescentKSharingZKGeneticsXK2019XK
dcdXKebgYech 4 10

163 MathematicalKandKSimulationYtasedKsnalysisKofKtheKtehaviorKofKsdmixedKTaxaKinKtheK
NeighborYJoiningKslgorithmZKBulletingofgMathematicalgBiologyXK2019XKjcXKfgdYfke 2.1 2

162 OnKtheKNumberKofKNonYequivalentKsncestralKuonfigurationsKforKMatchingKyeneKTreesKandKSpeciesK
TreesZKBulletingofgMathematicalgBiologyXK2019XKjcXKejfYfbi 2.1 5

161 TheKprobabilityKofKreciprocalKmonophylyKofKgeneKlineagesKinKthreeKandKfourKspeciesZKTheoreticalg
PopulationgBiologyXK2019XKcdkXKceeYcfi 1.2 3

160 wnumerationKofKcompactKcoalescentKhistoriesKforKmatchingKgeneKtreesKandKspeciesKtreesZKJournalgofg
MathematicalgBiologyXK2019XKijXKcggYcjj 2 6

159 UseKofKstochasticKpatchKoccupancyKmodelsKinKtheKualiforniaKredYleggedKfrogKforKtayesianKinferenceK
regardingKpastKeventsKandKfutureKpersistenceZKConservationgBiologyXK2019XKeeXKhjgYhkh 6 1

158 TheKRelationshipKtetweenKzaplotypeYtasedKandKzaplotypeKLengthZKGeneticsXK2019XKdceXKdjcYdkg 4 2

157 viseaseKtransmissionKandKintrogressionKcanKexplainKtheKlongYlastingKcontactKzoneKofKmodernK
humansKandKNeanderthalsZKNaturegCommunicationsXK2019XKcbXKgbbe 17.4 14

156 NetworkYbasedKhierarchicalKpopulationKstructureKanalysisKforKlargeKgenomicKdataKsetsZKGenomeg
ResearchXK2019XKdkXKdbdbYdbee 9.7 2

155 MathematicalKPropertiesKofKLinkageKvisequilibriumKStatisticsKvefinedKbyKNormalizationKofKtheK
uoefficientKvKoKpstKYKpsptZKHumangHeredityXK2019XKjfXKcdiYcfe 1.1 2

154 XKJostSsKvXKandKxKareKsimilarlyKconstrainedKbyKalleleKfrequencieslKsKmathematicalXKsimulationXKandK
empiricalKstudyZKMoleculargEcologyXK2019XKdjXKchdfYcheh 5.7 10

(2019-2020)
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153 InterpretingKpolygenicKscoresXKpolygenicKadaptationXKandKhumanKphenotypicKdifferencesZKEvolutionvg
MedicinegandgPublicgHealthXK2019XKdbckXKdhYef 3 51

152 SomeKtopicsKinKtheoreticalKpopulationKgeneticslKwditorialKcommentariesKonKaKselectionKofKMarcK
xeldmanSsKTPtKpapersZKTheoreticalgPopulationgBiologyXK2019XKcdkXKfYj 1.2 0

151 wNUMwRsTIONKOxKLONwLYKPsIRSKOxKywNwKTRwwSKsNvKSPwuIwSKTRwwSKtYKMwsNSKOxKsNTIPOvsLK
uzwRRIwSZKAdvancesgingAppliedgMathematicsXK2019XKcbdXKcYci 0.8 3

150 toundingKmeasuresKofKgeneticKsimilarityKandKdiversityKusingKmajorizationZKJournalgofgMathematicalg
BiologyXK2018XKiiXKiccYiei 2 1

149 sKgenomeKscanKforKgenesKunderlyingKadultKbodyKsizeKdifferencesKbetweenKuentralKsfricanK
hunterYgatherersKandKfarmersZKHumangGeneticsXK2018XKceiXKfjiYgbk 6.3 14

148 OnKtheKjointKdistributionKofKtreeKheightKandKtreeKlengthKunderKtheKcoalescentZKTheoreticalgPopulationg
BiologyXK2018XKcddXKfhYgh 1.2 4

147 StatisticalKvetectionKofKRelativesKTypedKwithKvisjointKxorensicKandKtiomedicalKLociZKCellXK2018XKcigXKjfjYjgjZeh56.2 19

146
sncientKXKchromosomesKrevealKcontrastingKsexKbiasKinKNeolithicKandKtronzeKsgeKwurasianK
migrationsZKProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXK2017XK
ccfXKdhgiYdhhd

11.5 69

145 MathematicalKuonstraintsKonKlKtiallelicKMarkersKinKsrbitrarilyKManyKPopulationsZKGeneticsXK2017XKdbhXKcgjcYchbb4 14

144 LinkageKdisequilibriumKmatchesKforensicKgeneticKrecordsKtoKdisjointKgenomicKmarkerKsetsZK
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXK2017XKccfXKghicYghih 11.5 27

143 wvaluatingKallopolyploidKoriginsKinKstrawberriesKTxragariaUKusingKhaplotypesKgeneratedKfromKtargetK
captureKsequencingZKBMCgEvolutionarygBiologyXK2017XKciXKcjb 3 47

142 wnumerationKofKsncestralKuonfigurationsKforKMatchingKyeneKTreesKandKSpeciesKTreesZKJournalgofg
ComputationalgBiologyXK2017XKdfXKjecYjgb 1.7 8

141 ParallelKTrajectoriesKofKyeneticKandKLinguisticKsdmixtureKinKaKyeneticallyKsdmixedKureoleK
PopulationZKCurrentgBiologyXK2017XKdiXKdgdkYdgegZee 6.3 8

140 SimulationYtasedKwvaluationKofKzybridizationKNetworkKReconstructionKMethodsKinKtheKPresenceKofK
IncompleteKLineageKSortingZKEvolutionarygBioinformaticsXK2017XKceXKccihkefecihkckeg 1.9 9

139
ReplyKtoKLazaridisKandKReichlKRobustKmodelYbasedKinferenceKofKmaleYbiasedKadmixtureKduringK
tronzeKsgeKmigrationKfromKtheKPonticYuaspianKSteppeZKProceedingsgofgthegNationalgAcademygofg
SciencesgofgthegUnitedgStatesgofgAmericaXK2017XKccfXKwejigYwejii

11.5 10

138 uonsanguinityKRatesKPredictKLongKRunsKofKzomozygosityKinKJewishKPopulationsZKHumangHeredityXK
2016XKjdXKjiYcbd 1.1 13

137 snKanalyticalKupperKboundKonKtheKnumberKofKlociKrequiredKforKallKsplitsKofKaKspeciesKtreeKtoKappearKinK
aKsetKofKgeneKtreesZKBMCgBioinformaticsXK2016XKciXKfci 3.6 1

136 voesKyeneKTreeKviscordanceKwxplainKtheKMismatchKbetweenKMacroevolutionaryKModelsKandK
wmpiricalKPatternsKofKTreeKShapeKandKtranchingKTimesqZKSystematicgBiologyXK2016XKhgXKhdjYek 8.4 12
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135 ssymptoticKPropertiesKofKtheKNumberKofKMatchingKuoalescentKzistoriesKforKuaterpillarYLikeKxamiliesK
ofKSpeciesKTreesZKIEEE/ACMgTransactionsgongComputationalgBiologygandgBioinformaticsXK2016XKceXKkceYkdg 3 10

134 sdmixtureKModelsKandKtheKtreedingKSystemsKofKzZKSZKJenningslKsKywNwTIuSKuonnectionZKGeneticsXK
2016XKdbdXKkYce 4 5

133 TheKprobabilityKofKmonophylyKofKaKsampleKofKgeneKlineagesKonKaKspeciesKtreeZKProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXK2016XKcceXKjbbdYk 11.5 12

132 IndividualKIdentifiabilityKPredictsKPopulationKIdentifiabilityKinKxorensicKMicrosatelliteKMarkersZK
CurrentgBiologyXK2016XKdhXKkegYfd 6.3 38

131 uonsistencyKandKinconsistencyKofKconsensusKmethodsKforKinferringKspeciesKtreesKfromKgeneKtreesKinK
theKpresenceKofKancestralKpopulationKstructureZKTheoreticalgPopulationgBiologyXK2016XKccbXKcdYdf 1.2 11

130 ulumpaklKaKprogramKforKidentifyingKclusteringKmodesKandKpackagingKpopulationKstructureK
inferencesKacrossKKZKMoleculargEcologygResourcesXK2015XKcgXKccikYkc 8.4 1526

129 wnhancingKtheKmathematicalKpropertiesKofKnewKhaplotypeKhomozygosityKstatisticsKforKtheKdetectionK
ofKselectiveKsweepsZKTheoreticalgPopulationgBiologyXK2015XKcbdXKkfYcbc 1.2 20

128 zaplotypeKslleleKxrequencyKTzsxUKScorelKPredictingKuarriersKofKOngoingKSelectiveKSweepsKWithoutK
KnowledgeKofKtheKsdaptiveKslleleZKLecturegNotesgingComputergScienceXK2015XKdihYdjb 0.9 1

127
ImplicationsKofKtheKapportionmentKofKhumanKgeneticKdiversityKforKtheKapportionmentKofKhumanK
phenotypicKdiversityZKStudiesgingHistorygandgPhilosophygofgSciencegPartgC:StudiesgingHistorygandg
PhilosophygofgBiologicalgandgBiomedicalgSciencesXK2015XKgdXKedYfg

0.6 16

126 yeneticKviversityKandKSocietallyKImportantKvisparitiesZKGeneticsXK2015XKdbcXKcYcd 4 17

125 sstulKapproximateKapproximateKtayesianKcomputationKforKinferenceKinKpopulationYgeneticK
modelsZKTheoreticalgPopulationgBiologyXK2015XKkkXKecYfd 1.2 18

124 sKyeneralKModelKofKtheKRelationshipKbetweenKtheKspportionmentKofKzumanKyeneticKviversityKandK
theKspportionmentKofKzumanKPhenotypicKviversityZKHumangBiologyXK2015XKjiXKeceYeei 1.2 12

123 PredictingKuarriersKofKOngoingKSelectiveKSweepsKwithoutKKnowledgeKofKtheKxavoredKslleleZKPLoSg
GeneticsXK2015XKccXKecbbggdi 6 13

122 uhoosingKSubsamplesKforKSequencingKStudiesKbyKMinimizingKtheKsverageKvistanceKtoKtheKulosestK
LeafZKGeneticsXK2015XKdbcXKfkkYgcc 4 1

121 teyondKdaeKandKcaelKTheKuomplexKSignaturesKofKSexYtiasedKsdmixtureKonKtheKXKuhromosomeZK
GeneticsXK2015XKdbcXKdheYik 4 42

120 uoalescentKzistoriesKforKLodgepoleKSpeciesKTreesZKJournalgofgComputationalgBiologyXK2015XKddXKkcjYdk 1.7 12

119 sKcomparisonKofKworldwideKphonemicKandKgeneticKvariationKinKhumanKpopulationsZKProceedingsgofg
thegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXK2015XKccdXKcdhgYid 11.5 77

118 UpperKboundsKonKxSTKinKtermsKofKtheKfrequencyKofKtheKmostKfrequentKalleleKandKtotalK
homozygositylKtheKcaseKofKaKspecifiedKnumberKofKallelesZKTheoreticalgPopulationgBiologyXK2014XKkiXKdbYef 1.2 18

(2014-2016)

5



117 PopulationYgeneticKinfluencesKonKgenomicKestimatesKofKtheKinbreedingKcoefficientlKaKglobalK
perspectiveZKHumangHeredityXK2014XKiiXKeiYfj 1.1 27

116 snKempiricalKevaluationKofKtwoYstageKspeciesKtreeKinferenceKstrategiesKusingKaKmultilocusKdatasetK
fromKNorthKsmericanKpinesZKBMCgEvolutionarygBiologyXK2014XKcfXKhi 3 18

115 PatternsKofKadmixtureKandKpopulationKstructureKinKnativeKpopulationsKofKNorthwestKNorthKsmericaZK
PLoSgGeneticsXK2014XKcbXKecbbfgeb 6 49

114 sutosomalKadmixtureKlevelsKareKinformativeKaboutKsexKbiasKinKadmixedKpopulationsZKGeneticsXK2014XK
ckjXKcdbkYdk 4 19

113 OnKtheKNumberKofKRankedKSpeciesKTreesKProducingKsnomalousKRankedKyeneKTreesZKIEEE/ACMg
TransactionsgongComputationalgBiologygandgBioinformaticsXK2014XKccXKcddkYej 3 5

112 TheoryKandKapplicationsKofKaKdeterministicKapproximationKtoKtheKcoalescentKmodelZKTheoreticalg
PopulationgBiologyXK2014XKkeXKcfYdk 1.2 11

111 yenotypeKimputationKinKaKcoalescentKmodelKwithKinfinitelyYmanyYsitesKmutationZKTheoreticalg
PopulationgBiologyXK2013XKjiXKhdYif 1.2 4

110 RunsKofKhomozygosityKandKparentalKrelatednessZKGeneticsgingMedicineXK2013XKcgXKigeYf 8.1 6

109 LongKrunsKofKhomozygosityKareKenrichedKforKdeleteriousKvariationZKAmericangJournalgofgHumang
GeneticsXK2013XKkeXKkbYcbd 11 153

108 yeneticsKandKtheKhistoryKofKtheKSamaritanslKYYchromosomalKmicrosatellitesKandKgeneticKaffinityK
betweenKSamaritansKandKuohanimZKHumangBiologyXK2013XKjgXKjdgYgj 1.2 2

107 xromKgenerationKtoKgenerationlKtheKgeneticsKofKJewishKpopulationsZKIntroductionZKHumangBiologyXK
2013XKjgXKjciYdf 1.2 1

106 MathematicalKpropertiesKofKtheKdeepKcoalescenceKcostZKIEEE/ACMgTransactionsgongComputationalg
BiologygandgBioinformaticsXK2013XKcbXKhcYid 3 16

105 uoalescentKhistoriesKforKcaterpillarYlikeKfamiliesZKIEEE/ACMgTransactionsgongComputationalgBiologyg
andgBioinformaticsXK2013XKcbXKcdgeYhd 3 10

104 NoKevidenceKfromKgenomeYwideKdataKofKaKKhazarKoriginKforKtheKsshkenaziKJewsZKHumangBiologyXK
2013XKjgXKjgkYkbb 1.2 49

103 PopulationKstructureKinKaKcomprehensiveKgenomicKdataKsetKonKhumanKmicrosatelliteKvariationZKG3:g
GenesvgGenomesvgGeneticsXK2013XKeXKjkcYkbi 3.2 73

102 yenotypeKimputationKreferenceKpanelKselectionKusingKmaximalKphylogeneticKdiversityZKGeneticsXK
2013XKckgXKeckYeb 4 19

101 viscordanceKofKspeciesKtreesKwithKtheirKmostKlikelyKgeneKtreeslKaKunifyingKprincipleZKMolecularg
BiologygandgEvolutionXK2013XKebXKdibkYce 8.3 64

100 WindfallsKandKpitfallslKspplicationsKofKpopulationKgeneticsKtoKtheKsearchKforKdiseaseKgenesZK
EvolutionvgMedicinegandgPublicgHealthXK2013XKdbceXKdgfYid 3 4
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99 TheKrelationshipKbetweenKxTSTUKandKtheKfrequencyKofKtheKmostKfrequentKalleleZKGeneticsXK2013XKckeXKgcgYdj4 145

98 yeographicKsamplingKschemeKasKaKdeterminantKofKtheKmajorKaxisKofKgeneticKvariationKinKprincipalK
componentsKanalysisZKMoleculargBiologygandgEvolutionXK2013XKebXKfjbYj 8.3 9

97 TheKbehaviorKofKadmixedKpopulationsKinKneighborYjoiningKinferenceKofKpopulationKtreesZKPacificg
SymposiumgongBiocomputinggPacificgSymposiumgongBiocomputingXK2013XKdieYjf 1.3 7

96 zaploscopelKaKtoolKforKtheKgraphicalKdisplayKofKhaplotypeKstructureKinKpopulationsZKGeneticg
EpidemiologyXK2012XKehXKciYdc 2.6 7

95 RefiningKtheKrelationshipKbetweenKhomozygosityKandKtheKfrequencyKofKtheKmostKfrequentKalleleZK
JournalgofgMathematicalgBiologyXK2012XKhfXKjiYcbj 2 10

94 sKmaximumYlikelihoodKmethodKtoKcorrectKforKallelicKdropoutKinKmicrosatelliteKdataKwithKnoKreplicateK
genotypesZKGeneticsXK2012XKckdXKhgcYhk 4 40

93 ImprovementsKtoKaKclassKofKdistanceKmatrixKmethodsKforKinferringKspeciesKtreesKfromKgeneKtreesZK
JournalgofgComputationalgBiologyXK2012XKckXKhedYfk 1.7 15

92 iyLsSSlKanKimprovementKtoKtheKyLsSSKmethodKforKestimatingKspeciesKtreesKfromKgeneKtreesZK
JournalgofgComputationalgBiologyXK2012XKckXKdkeYecg 1.7 23

91 sKcharacterizationKofKtheKsetKofKspeciesKtreesKthatKproduceKanomalousKrankedKgeneKtreesZKIEEE/ACMg
TransactionsgongComputationalgBiologygandgBioinformaticsXK2012XKkXKcggjYhj 3 13

90 TheKprobabilityKdistributionKofKrankedKgeneKtreesKonKaKspeciesKtreeZKMathematicalgBiosciencesXK2012XK
degXKfgYgg 3.9 23

89 InferringKspeciesKtreesKdirectlyKfromKbiallelicKgeneticKmarkerslKbypassingKgeneKtreesKinKaKfullK
coalescentKanalysisZKMoleculargBiologygandgEvolutionXK2012XKdkXKckciYed 8.3 553

88 yenomicKpatternsKofKhomozygosityKinKworldwideKhumanKpopulationsZKAmericangJournalgofgHumang
GeneticsXK2012XKkcXKdigYkd 11 281

87 ImpactKofKrestrictedKmaritalKpracticesKonKgeneticKvariationKinKanKendogamousKyujaratiKgroupZK
AmericangJournalgofgPhysicalgAnthropologyXK2012XKcfkXKkdYcbe 2.5 14

86 sKquantitativeKcomparisonKofKtheKsimilarityKbetweenKgenesKandKgeographyKinKworldwideKhumanK
populationsZKPLoSgGeneticsXK2012XKjXKecbbdjjh 6 83

85 sKcoalescentKmodelKforKgenotypeKimputationZKGeneticsXK2012XKckcXKcdekYgg 4 18

84 InferenceKonKtheKstrengthKofKbalancingKselectionKforKepistaticallyKinteractingKlociZKTheoreticalg
PopulationgBiologyXK2011XKikXKcbdYce 1.2 7

83 OnKtheKsizeKdistributionKofKprivateKmicrosatelliteKallelesZKTheoreticalgPopulationgBiologyXK2011XKjbXKcbbYce1.2 38

82 MathematicalKpropertiesKofKxstKbetweenKadmixedKpopulationsKandKtheirKparentalKsourceK
populationsZKTheoreticalgPopulationgBiologyXK2011XKjbXKdbjYch 1.2 14

(2011-2013)
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81 sKtestKofKtheKinfluenceKofKcontinentalKaxesKofKorientationKonKpatternsKofKhumanKgeneKflowZKAmericang
JournalgofgPhysicalgAnthropologyXK2011XKcfhXKgcgYdk 2.5 17

80 zaplotypeKvariationKandKgenotypeKimputationKinKsfricanKpopulationsZKGeneticgEpidemiologyXK2011XK
egXKihhYjb 2.6 31

79 sKpopulationYgeneticKperspectiveKonKtheKsimilaritiesKandKdifferencesKamongKworldwideKhumanK
populationsZKHumangBiologyXK2011XKjeXKhgkYjf 1.2 57

78 uonsistencyKpropertiesKofKspeciesKtreeKinferenceKbyKminimizingKdeepKcoalescencesZKJournalgofg
ComputationalgBiologyXK2011XKcjXKcYcg 1.7 66

77 zowKdormantKisKMycobacteriumKtuberculosisKduringKlatencyqKsKstudyKintegratingKgenomicsKandK
molecularKepidemiologyZKInfectionvgGeneticsgandgEvolutionXK2011XKccXKcchfYi 4.5 10

76 uoalescenceYtimeKdistributionsKinKaKserialKfounderKmodelKofKhumanKevolutionaryKhistoryZKGeneticsXK
2011XKcjkXKgikYke 4 29

75 sKgeneralKmechanisticKmodelKforKadmixtureKhistoriesKofKhybridKpopulationsZKGeneticsXK2011XKcjkXKcfceYdh4 54

74 zeterozygosityKofKtheKYellowstoneKwolvesZKMoleculargEcologyXK2010XKckXKedfhYk 5.7 6

73 yenomeYwideKassociationKstudiesKinKdiverseKpopulationsZKNaturegReviewsgGeneticsXK2010XKccXKeghYhh 30.1 422

72 uomparingKspatialKmapsKofKhumanKpopulationYgeneticKvariationKusingKProcrustesKanalysisZKStatisticalg
ApplicationsgingGeneticsgandgMoleculargBiologyXK2010XKkXKsrticleKce 1.2 84

71 UnbiasedKestimationKofKgeneKdiversityKinKsamplesKcontainingKrelatedKindividualslKexactKvarianceKandK
arbitraryKploidyZKGeneticsXK2010XKcjhXKcehiYji 4 5

70 MLzcKfounderKmutationsKwithKmoderateKpenetranceKinKSpanishKLynchKsyndromeKfamiliesZKCancerg
ResearchXK2010XKibXKieikYkc 10.1 28

69 LackKofKpopulationKdiversityKinKcommonlyKusedKhumanKembryonicKstemYcellKlinesZKNewgEnglandg
JournalgofgMedicineXK2010XKehdXKcjeYg 59.2 44

68 InferenceKofKunexpectedKgeneticKrelatednessKamongKindividualsKinKzapMapKPhaseKIIIZKAmericang
JournalgofgHumangGeneticsXK2010XKjiXKfgiYhf 11 89

67 uoalescentKhistoriesKforKdiscordantKgeneKtreesKandKspeciesKtreesZKTheoreticalgPopulationgBiologyXK
2010XKiiXKcfgYgc 1.2 17

66 PropertiesKofKconsensusKmethodsKforKinferringKspeciesKtreesKfromKgeneKtreesZKSystematicgBiologyXK
2009XKgjXKegYgf 8.4 116

65
OutKofKsfricalKmodernKhumanKoriginsKspecialKfeaturelKexplainingKworldwideKpatternsKofKhumanK
geneticKvariationKusingKaKcoalescentYbasedKserialKfounderKmodelKofKmigrationKoutwardKfromKsfricaZK
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXK2009XKcbhXKchbgiYhd

11.5 124

64 SequenceKdeterminantsKofKhumanKmicrosatelliteKvariabilityZKBMCgGenomicsXK2009XKcbXKhcd 4.5 36
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63 ReplicationKofKgeneticKassociationsKasKpseudoreplicationKdueKtoKsharedKgenealogyZKGeneticg
EpidemiologyXK2009XKeeXKfikYji 2.6 6

62 yenomicKmicrosatellitesKidentifyKsharedKJewishKancestryKintermediateKbetweenKMiddleKwasternKandK
wuropeanKpopulationsZKBMCgGeneticsXK2009XKcbXKjb 2.6 41

61 yenotypeYimputationKaccuracyKacrossKworldwideKhumanKpopulationsZKAmericangJournalgofgHumang
GeneticsXK2009XKjfXKdegYgb 11 191

60 TheKrelationshipKbetweenKimputationKerrorKandKstatisticalKpowerKinKgeneticKassociationKstudiesKinK
diverseKpopulationsZKAmericangJournalgofgHumangGeneticsXK2009XKjgXKhkdYj 11 58

59 yeneKtreeKdiscordanceXKphylogeneticKinferenceKandKtheKmultispeciesKcoalescentZKTrendsgingEcologyg
andgEvolutionXK2009XKdfXKeedYfb 10.9 1166

58 zaplotypicKbackgroundKofKaKprivateKalleleKatKhighKfrequencyKinKtheKsmericasZKMoleculargBiologygandg
EvolutionXK2009XKdhXKkkgYcbch 8.3 48

57 snKunbiasedKestimatorKofKgeneKdiversityKinKsamplesKcontainingKrelatedKindividualsZKMolecularg
BiologygandgEvolutionXK2009XKdhXKgbcYcd 8.3 18

56 yenotypeXKhaplotypeKandKcopyYnumberKvariationKinKworldwideKhumanKpopulationsZKNatureXK2008XK
fgcXKkkjYcbbe 50.4 662

55 MathematicalKpropertiesKofKtheKrdKmeasureKofKlinkageKdisequilibriumZKTheoreticalgPopulationgBiology
XK2008XKifXKcebYi 1.2 119

54 PopulationKdifferentiationKandKmigrationlKcoalescenceKtimesKinKaKtwoYsexKislandKmodelKforK
autosomalKandKXYlinkedKlociZKTheoreticalgPopulationgBiologyXK2008XKifXKdkcYebc 1.2 24

53 viscordanceKofKspeciesKtreesKwithKtheirKmostKlikelyKgeneKtreeslKtheKcaseKofKfiveKtaxaZKSystematicg
BiologyXK2008XKgiXKcecYfb 8.4 87

52 vemographicKhistoryKofKeuropeanKpopulationsKofKsrabidopsisKthalianaZKPLoSgGeneticsXK2008XKfXKecbbbbig6 150

51 NonadaptiveKexplanationsKforKsignaturesKofKpartialKselectiveKsweepsKinKvrosophilaZKMolecularg
BiologygandgEvolutionXK2008XKdgXKcbdgYfd 8.3 21

50 svZwlKaKrarefactionKapproachKforKcountingKallelesKprivateKtoKcombinationsKofKpopulationsZK
BioinformaticsXK2008XKdfXKdfkjYgbf 7.2 505

49 TheKrelationshipKbetweenKhomozygosityKandKtheKfrequencyKofKtheKmostKfrequentKalleleZKGeneticsXK
2008XKcikXKdbdiYeh 4 16

48 uLUMPPlKaKclusterKmatchingKandKpermutationKprogramKforKdealingKwithKlabelKswitchingKandK
multimodalityKinKanalysisKofKpopulationKstructureZKBioinformaticsXK2007XKdeXKcjbcYh 7.2 4312

47 TheKprobabilityKdistributionKunderKaKpopulationKdivergenceKmodelKofKtheKnumberKofKgeneticK
foundingKlineagesKofKaKpopulationKorKspeciesZKTheoreticalgPopulationgBiologyXK2007XKicXKgbdYde 1.2 5

46 StatisticalKtestsKforKtaxonomicKdistinctivenessKfromKobservationsKofKmonophylyZKEvolution;g
InternationalgJournalgofgOrganicgEvolutionXK2007XKhcXKeciYde 3.8 130

(2007-2009)
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45 yeneticKdiversityKandKpopulationKstructureKinferredKfromKtheKpartiallyKduplicatedKgenomeKofK
domesticatedKcarpXKuyprinusKcarpioKLZKGeneticsgSelectiongEvolutionXK2007XKekXKeckYfb 4.9 18

44 wstimatingKtheKnumberKofKancestralKlineagesKusingKaKmaximumYlikelihoodKmethodKbasedKonK
rejectionKsamplingZKGeneticsXK2007XKcihXKcifcYgi 4 7

43 yeneticKvariationKandKpopulationKstructureKinKnativeKsmericansZKPLoSgGeneticsXK2007XKeXKecjg 6 392

42 OnKtheKgenealogyKofKaKduplicatedKmicrosatelliteZKGeneticsXK2007XKciiXKdcbkYdd 4 8

41 uountingKcoalescentKhistoriesZKJournalgofgComputationalgBiologyXK2007XKcfXKehbYii 1.7 36

40 SamplingKpropertiesKofKhomozygosityYbasedKstatisticsKforKlinkageKdisequilibriumZKMathematicalg
BiosciencesXK2007XKdbjXKeeYfi 3.9 5

39 yeneticKdiversityKandKpopulationKstructureKinferredKfromKtheKpartiallyKduplicatedKgenomeKofK
domesticatedKcarpXuyprinusKcarpioLZZKGeneticsgSelectiongEvolutionXK2007XKekXKeckYefb 4.9 1

38 TheKMeanKandKVarianceKofKtheKNumbersKofKrYProngedKNodesKandKrYuaterpillarsKinKYuleYyeneratedK
yenealogicalKTreesZKAnnalsgofgCombinatoricsXK2006XKcbXKcdkYcfh 0.7 42

37 LowKlevelsKofKgeneticKdivergenceKacrossKgeographicallyKandKlinguisticallyKdiverseKpopulationsKfromK
IndiaZKPLoSgGeneticsXK2006XKdXKedcg 6 70

36 viscordanceKofKspeciesKtreesKwithKtheirKmostKlikelyKgeneKtreesZKPLoSgGeneticsXK2006XKdXKehj 6 590

35
sKgeneralKpopulationYgeneticKmodelKforKtheKproductionKbyKpopulationKstructureKofKspuriousK
genotypeYphenotypeKassociationsKinKdiscreteXKadmixedKorKspatiallyKdistributedKpopulationsZKGenetics
XK2006XKcieXKchhgYij

4 45

34 StandardizedKsubsetsKofKtheKzyvPYuwPzKzumanKyenomeKviversityKuellKLineKPanelXKaccountingKforK
atypicalKandKduplicatedKsamplesKandKpairsKofKcloseKrelativesZKAnnalsgofgHumangGeneticsXK2006XKibXKjfcYi 2.2 211

33 sKworldwideKsurveyKofKhaplotypeKvariationKandKlinkageKdisequilibriumKinKtheKhumanKgenomeZKNatureg
GeneticsXK2006XKejXKcdgcYhb 36.3 406

32 sKsharpKminimumKonKtheKmeanKnumberKofKstepsKtakenKinKadaptiveKwalksZKJournalgofgTheoreticalg
BiologyXK2005XKdeiXKciYdd 2.3 9

31 TheKpatternKofKpolymorphismKinKsrabidopsisKthalianaZKPLoSgBiologyXK2005XKeXKeckh 9.7 764

30 StatisticalKtestsKofKtheKcoalescentKmodelKbasedKonKtheKhaplotypeKfrequencyKdistributionKandKtheK
numberKofKsegregatingKsitesZKGeneticsXK2005XKchkXKciheYii 4 39

29
SupportKfromKtheKrelationshipKofKgeneticKandKgeographicKdistanceKinKhumanKpopulationsKforKaKserialK
founderKeffectKoriginatingKinKsfricaZKProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaXK2005XKcbdXKcgkfdYi

11.5 773

28 slgorithmsKforKselectingKinformativeKmarkerKpanelsKforKpopulationKassignmentZKJournalgofg
ComputationalgBiologyXK2005XKcdXKccjeYdbc 1.7 49

Noah A Rosenberg

10



27 ulinesXKclustersXKandKtheKeffectKofKstudyKdesignKonKtheKinferenceKofKhumanKpopulationKstructureZK
PLoSgGeneticsXK2005XKcXKeib 6 407

26 TheKcontrolKofKcopyKnumberKofKIShccbKinKMycobacteriumKtuberculosisZKMoleculargBiologygandg
EvolutionXK2004XKdcXKdckgYdbc 8.3 17

25 PolyploidKandKmultilocusKextensionsKofKtheKWahlundKinequalityZKTheoreticalgPopulationgBiologyXK2004
XKhhXKejcYkc 1.2 14

24 RobustnessKofKtheKinferenceKofKhumanKpopulationKstructurelKaKcomparisonKofKXYchromosomalKandK
autosomalKmicrosatellitesZKHumangGenomicsXK2004XKcXKjiYki 6.8 47

23 distructlKaKprogramKforKtheKgraphicalKdisplayKofKpopulationKstructureZKMoleculargEcologygNotesXK2003XK
fXKceiYcej 3436

22 TheKshapesKofKneutralKgeneKgenealogiesKinKtwoKspecieslKprobabilitiesKofKmonophylyXKparaphylyXKandK
polyphylyKinKaKcoalescentKmodelZKEvolution;gInternationalgJournalgofgOrganicgEvolutionXK2003XKgiXKcfhgYii 3.8 183

21 wstimatingKchangeKratesKofKgeneticKmarkersKusingKserialKsampleslKapplicationsKtoKtheKtransposonK
IShccbKinKMycobacteriumKtuberculosisZKTheoreticalgPopulationgBiologyXK2003XKheXKefiYhe 1.2 23

20 ReadKallKaboutKitlKTheKLancetSsKPaperKofKtheKYearXKdbbeZKLancetvgTheXK2003XKehdXKdcbcYe 40 9

19 xeaturesKofKevolutionKandKexpansionKofKmodernKhumansXKinferredKfromKgenomewideKmicrosatelliteK
markersZKAmericangJournalgofgHumangGeneticsXK2003XKidXKccicYjh 11 198

18 InformativenessKofKgeneticKmarkersKforKinferenceKofKancestryZKAmericangJournalgofgHumangGeneticsXK
2003XKieXKcfbdYdd 11 495

17
TzwKSzsPwSKOxKNwUTRsLKywNwKywNwsLOyIwSKINKTWOKSPwuIwSlKPROtstILITIwSKOxKMONOPzYLYXK
PsRsPzYLYXKsNvKPOLYPzYLYKINKsKuOsLwSuwNTKMOvwLZKEvolution;gInternationalgJournalgofg
OrganicgEvolutionXK2003XKgiXKcfhg

3.8 15

16 OnKtheKuseKofKstarYshapedKgenealogiesKinKinferenceKofKcoalescenceKtimesZKGeneticsXK2003XKchfXKchiiYjd 4 17

15 yenealogicalKtreesXKcoalescentKtheoryKandKtheKanalysisKofKgeneticKpolymorphismsZKNaturegReviewsg
GeneticsXK2002XKeXKejbYkb 30.1 473

14 TheKprobabilityKofKtopologicalKconcordanceKofKgeneKtreesKandKspeciesKtreesZKTheoreticalgPopulationg
BiologyXK2002XKhcXKddgYfi 1.2 236

13 yeneticKstructureKofKhumanKpopulationsZKScienceXK2002XKdkjXKdejcYg 33.3 1995

12 JoiningKforcesKtoKuncoverKhumanKevolutionaryKhistoryZKTrendsgingEcologygandgEvolutionXK2002XKciXKebcYebd10.9

11 OptimalKestimationKofKtranspositionKratesKofKinsertionKsequencesKforKmolecularKepidemiologyZK
StatisticsgingMedicineXK2001XKdbXKdfbkYdb 2.3 16

10 wmpiricalKevaluationKofKgeneticKclusteringKmethodsKusingKmultilocusKgenotypesKfromKdbKchickenK
breedsZKGeneticsXK2001XKcgkXKhkkYice 4 268

(2001-2005)
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9 sssociationKmappingKinKstructuredKpopulationsZKAmericangJournalgofgHumangGeneticsXK2000XKhiXKcibYjc 11 1472

8 UseKofKunlinkedKgeneticKmarkersKtoKdetectKpopulationKstratificationKinKassociationKstudiesZKAmericang
JournalgofgHumangGeneticsXK1999XKhgXKddbYj 11 993

7 VarianceKandKlimitingKdistributionKofKcoalescenceKtimesKinKaKdiploidKmodelKofKaKconsanguineousKpopulation 1

6 xamilialKmigrationKofKtheKNeolithicKcontrastsKmassiveKmaleKmigrationKduringKtronzeKsgeKinKwuropeK
inferredKfromKancientKXKchromosomes 3

5 yeneticKsdaptationKinKNewKYorkKuityKRats 3

4 LinkageKdisequilibriumKconnectsKgeneticKrecordsKofKrelativesKtypedKwithKdisjointKgenomicKmarkerKsets 1

3 MathematicalKconstraintsKonKxSTlKmultiallelicKmarkersKinKarbitrarilyKmanyKpopulations 1

2 VarianceYPartitioningKandKulassificationKinKzumanKPopulationKyeneticsekkYfbf 6

1 wxtractingKhierarchicalKfeaturesKofKculturalKvariationKusingKnetworkYbasedKclusteringZKEvolutionaryg
HumangSciencesXcYeg 2.2 0
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