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161 yenomeMsequenceMofMtheMtrownMNorwayMratMyieldsMinsightsMintoMmammalianMevolution_MNatureYM2004
YMfdjYMfkeZgdc 50.4 1689

160 tLsSTMRingMßmageMyeneratorMUtRßyVlMsimpleMprokaryoteMgenomeMcomparisons_MBMCbGenomicsYM2011YM
cdYMfbd 4.5 1617

159 wasyfiglMaMgenomeMcomparisonMvisualizer_MBioinformaticsYM2011YMdiYMcbbkZcb 7.2 1590

158
snMextensiveMrepertoireMofMtypeMßßßMsecretionMeffectorsMinMwscherichiaMcoliMOcgiMandMtheMroleMofM
lambdoidMphagesMinMtheirMdissemination_MProceedingsbofbthebNationalbAcademybofbSciencesbofbtheb
UnitedbStatesbofbAmericaYM2006YMcbeYMcfkfcZh

11.5 370

157 ylobalMdisseminationMofMaMmultidrugMresistantMwscherichiaMcoliMclone_MProceedingsbofbthebNationalb
AcademybofbSciencesbofbthebUnitedbStatesbofbAmericaYM2014YMcccYMghkfZk 11.5 354

156
wffectMofMPiperacillinZTazobactamMvsMMeropenemMonMebZvayMMortalityMforMPatientsMWithMwMcoliMorM
γlebsiellaMpneumoniaeMtloodstreamMßnfectionMandMueftriaxoneMResistancelMsMRandomizedMulinicalM
Trial_MJAMAbrbJournalbofbthebAmericanbMedicalbAssociationYM2018YMedbYMkjfZkkf

27.4 339

155 sntimicrobialMResistanceMinMwSγsPwMPathogens_MClinicalbMicrobiologybReviewsYM2020YMeeYM 34 290

154 scceleratedMevolutionMofMtheMPrdmkMspeciationMgeneMacrossMdiverseMmetazoanMtaxa_MPLoSbGeneticsYM
2009YMgYMecbbbige 6 203

153 uharacterizationMofMaMcomplexMchemosensoryMsignalMtransductionMsystemMwhichMcontrolsMtwitchingM
motilityMinMPseudomonasMaeruginosa_MMolecularbMicrobiologyYM2004YMgdYMjieZke 4.1 167

152 ßnsightsMintoMaMmultidrugMresistantMwscherichiaMcoliMpathogenMofMtheMgloballyMdisseminatedMSTcecM
lineagelMgenomeManalysisMandMvirulenceMmechanisms_MPLoSbONEYM2011YMhYMedhgij 3.7 149

151 vifferentialMregulationMofMtwitchingMmotilityMandMelastaseMproductionMbyMVfrMinMPseudomonasM
aeruginosa_MJournalbofbBacteriologyYM2002YMcjfYMehbgZce 3.5 148

150 sMcommensalMgoneMbadlMcompleteMgenomeMsequenceMofMtheMprototypicalMenterotoxigenicM
wscherichiaMcoliMstrainMzcbfbi_MJournalbofbBacteriologyYM2010YMckdYMgjddZec 3.5 141

149 xpvtYManMalternativeMtypeMßMferripyoverdineMreceptorMofMPseudomonasMaeruginosa_MMicrobiologyb
lUnitedbKingdommYM2004YMcgbYMchicZchjb 2.9 129

148 tioinformaticsYMgenomicsMandMevolutionMofMnonZflagellarMtypeZßßßMsecretionMsystemslMaMvarwinianM
perspective_MFEMSbMicrobiologybReviewsYM2005YMdkYMdbcZdk 15.1 124

147 SequentialMscquisitionMofMVirulenceMandMxluoroquinoloneMResistanceMzasMShapedMtheMwvolutionMofM
wscherichiaMcoliMSTcec_MMBioYM2016YMiYMebbefiZch 7.8 121

146 QuorumMsensingMisMnotMrequiredMforMtwitchingMmotilityMinMPseudomonasMaeruginosa_MJournalbofb
BacteriologyYM2002YMcjfYMegkjZhbf 3.5 115

145 uhaperoneZusherMfimbriaeMofMwscherichiaMcoli_MPLoSbONEYM2013YMjYMegdjeg 3.7 111
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144 ProteomeManalysisMofMextracellularMproteinsMregulatedMbyMtheMlasMandMrhlMquorumMsensingMsystemsMinM
PseudomonasMaeruginosaMPsOc_MMicrobiologyblUnitedbKingdommYM2003YMcfkYMceccZcedd 2.9 111

143 TheMserumMresistomeMofMaMgloballyMdisseminatedMmultidrugMresistantMuropathogenicMwscherichiaMcoliM
clone_MPLoSbGeneticsYM2013YMkYMecbbejef 6 106

142 VariationMinMbacterialMflagellinslMfromMsequenceMtoMstructure_MTrendsbinbMicrobiologyYM2006YMcfYMcgcZg 12.4 106

141 whasMisMaMnovelMautotransporterMproteinMofMenterohemorrhagicMwscherichiaMcoliMOcgilziMthatM
contributesMtoMadhesionMandMbiofilmMformation_MEnvironmentalbMicrobiologyYM2008YMcbYMgjkZhbf 5.2 101

140 sMximzMinhibitorMpreventsMacuteMbladderMinfectionMandMtreatsMchronicMcystitisMcausedMbyM
multidrugZresistantMuropathogenicMwscherichiaMcoliMSTcec_MJournalbofbInfectiousbDiseasesYM2013YMdbjYMkdcZj7 96

139 LegionellaMpneumophilaMstrainMcebbMpossessesMaMuniqueMcombinationMofMtypeMßVMsecretionMsystemsM
andMnovelMvotaßcmMsecretionMsystemMeffectorMproteins_MJournalbofbBacteriologyYM2010YMckdYMhbbcZch 3.5 95

138 tioinformaticsManalysisMofMtheMlocusMforMenterocyteMeffacementMprovidesMnovelMinsightsMintoMtypeZßßßM
secretion_MBMCbMicrobiologyYM2005YMgYMk 4.5 95

137 StepwiseMevolutionMofMpandrugZresistanceMinMγlebsiellaMpneumoniae_MScientificbReportsYM2015YMgYMcgbjd 4.9 87

136 PseudomonasMaeruginosaMfimLMregulatesMmultipleMvirulenceMfunctionsMbyMintersectingMwithM
VfrZmodulatedMpathways_MMolecularbMicrobiologyYM2005YMggYMcegiZij 4.1 79

135 ßdentificationMofMtypeMeMfimbriaeMinMuropathogenicMwscherichiaMcoliMrevealsMaMroleMinMbiofilmM
formation_MJournalbofbBacteriologyYM2008YMckbYMcbgfZhe 3.5 78

134 yenomicMevolutionMofMtheMpathogenicMWolbachiaMstrainYMwMelPop_MGenomebBiologybandbEvolutionYM
2013YMgYMdcjkZdbf 3.9 77

133 wvolutionaryMlinksMbetweenMxlizaYscLZlikeMproteinsMfromMbacterialMtypeMßßßMsecretionMsystemsMandM
secondZstalkMcomponentsMofMtheMxoxcMandMvacuolarMsTPases_MProteinbScienceYM2006YMcgYMkegZfc 6.3 76

132 TheMcompleteMgenomeMsequenceMofMwscherichiaMcoliMwukgjlMaMhighMqualityMreferenceMsequenceMforM
theMgloballyMdisseminatedMmultidrugMresistantMw_McoliMOdgblzfZSTcecMclone_MPLoSbONEYM2014YMkYMecbffbb 3.7 75

131 ßdentificationMofMtypeMßßMandMtypeMßßßMpyoverdineMreceptorsMfromMPseudomonasMaeruginosa_M
MicrobiologyblUnitedbKingdommYM2003YMcfkYMjdcZjec 2.9 75

130 ßdentificationMofMßncsauMPlasmidMReplicationMandMMaintenanceMyenesMandMvevelopmentMofMaMPlasmidM
MultilocusMSequenceMTypingMScheme_MAntimicrobialbAgentsbandbChemotherapyYM2017YMhcYM 5.9 73

129 wvolutionMandMcomparativeMgenomicsMofModorantZMandMpheromoneZassociatedMgenesMinMrodents_M
GenomebResearchYM2004YMcfYMgkcZhbd 9.7 72

128 UpazMisMaMnewlyMidentifiedMautotransporterMproteinMthatMcontributesMtoMbiofilmMformationMandM
bladderMcolonizationMbyMuropathogenicMwscherichiaMcoliMuxTbie_MInfectionbandbImmunityYM2010YMijYMchgkZhk3.7 70

127 TheMxlagZdMlocusYManMancestralMgeneMclusterYMisMpotentiallyMassociatedMwithMaMnovelMflagellarMsystemM
fromMwscherichiaMcoli_MJournalbofbBacteriologyYM2005YMcjiYMcfebZfb 3.5 69
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126
zeatMresistanceMandMsaltMhypersensitivityMinMLactococcusMlactisMdueMtoMspontaneousMmutationMofM
llmg_cjchMUgdpPVMinducedMbyMhighZtemperatureMgrowth_MAppliedbandbEnvironmentalbMicrobiologyYM
2012YMijYMiigeZk

4.8 61

125 MultipleMantibioticMresistanceMgeneMrecruitmentMontoMtheMenterohemorrhagicMwscherichiaMcoliM
virulenceMplasmid_MFASEBbJournalYM2010YMdfYMcchbZh 0.9 60

124
wxploitingMtheMexplosionMofMinformationMassociatedMwithMwholeMgenomeMsequencingMtoMtackleMShigaM
toxinZproducingMwscherichiaMcoliMUSTwuVMinMglobalMfoodMproductionMsystems_MInternationalbJournalbofb
FoodbMicrobiologyYM2014YMcjiYMgiZid

5.8 58

123 ßdentificationMofMnovelMvaccineMcandidatesMagainstMmultidrugZresistantMscinetobacterMbaumannii_M
PLoSbONEYM2013YMjYMeiihec 3.7 56

122 snMinteractiveMwebZbasedMPseudomonasMaeruginosaMgenomeMdatabaselMdiscoveryMofMnewMgenesYM
pathwaysMandMstructures_MMicrobiologyblUnitedbKingdommYM2000YMcfhMUMPtMcbVYMdegcZdehf 2.9 56

121 TheMcoZtranscriptomeMofMuropathogenicMwscherichiaMcoliZinfectedMmouseMmacrophagesMrevealsMnewM
insightsMintoMhostZpathogenMinteractions_MCellularbMicrobiologyYM2015YMciYMiebZfh 3.9 55

120 uadherinZlikeMdomainsMinMalphaZdystroglycanYMalphaaepsilonZsarcoglycanMandMyeastMandMbacterialM
proteins_MCurrentbBiologyYM2002YMcdYMRckiZk 6.3 50

119 vraftMgenomeMsequenceMofMtheMmaleZkillingMWolbachiaMstrainMwtolcMrevealsMrecentMhorizontalMgeneM
transfersMfromMdiverseMsources_MBMCbGenomicsYM2013YMcfYMdb 4.5 49

118 MolecularManalysisMofMtheMscinetobacterMbaumanniiMbiofilmZassociatedMprotein_MAppliedbandb
EnvironmentalbMicrobiologyYM2013YMikYMhgegZfe 4.8 49

117
ProteinMsecretionMsystemsMinMxusobacteriumMnucleatumlMgenomicMidentificationMofMTypeMfMpiliationM
andMcompleteMTypeMVMpathwaysMbringsMnewMinsightMintoMmechanismsMofMpathogenesis_MBiochimicabEtb
BiophysicabActabrbBiomembranesYM2005YMciceYMkdZccd

3.8 49

116 uonjugativeMplasmidMtransferMandMadhesionMdynamicsMinManMwscherichiaMcoliMbiofilm_MAppliedbandb
EnvironmentalbMicrobiologyYM2009YMigYMhijeZkc 4.8 48

115 snalysisMofMaMStreptococcusMpyogenesMpuerperalMsepsisMclusterMbyMuseMofMwholeZgenomeMsequencing_M
JournalbofbClinicalbMicrobiologyYM2012YMgbYMdddfZj 9.7 47

114 LysogenyMwithMShigaMtoxinMdZencodingMbacteriophagesMrepressesMtypeMßßßMsecretionMinM
enterohemorrhagicMwscherichiaMcoli_MPLoSbPathogensYM2012YMjYMecbbdhid 7.6 46

113 yalleriaMmellonellaMinfectionMmodelMdemonstratesMhighMlethalityMofMSThkMandMSTcdiMuropathogenicM
w_Mcoli_MPLoSbONEYM2014YMkYMecbcgfi 3.7 45

112 TransferMofMscarletMfeverZassociatedMelementsMintoMtheMgroupMsMStreptococcusMMcTcMclone_MScientificb
ReportsYM2015YMgYMcgjii 4.9 41

111 TracingMtheMevolutionaryMhistoryMofMtheMpandemicMgroupMsMstreptococcalMMcTcMclone_MFASEBbJournalYM
2012YMdhYMfhigZjf 0.9 41

110 TheMmetabolicMenzymeMsdhwMcontrolsMtheMvirulenceMofMwscherichiaMcoliMOcgilzi_MMolecularb
MicrobiologyYM2014YMkeYMckkZdcc 4.1 40

109 MolecularManalysisMofMtypeMeMfimbrialMgenesMfromMwscherichiaMcoliYMγlebsiellaMandMuitrobacterMspecies_M
BMCbMicrobiologyYM2010YMcbYMcje 4.5 39
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108 PrevalenceMofMpathogenicityMislandMßßuxTbieMgenesMamongMextraintestinalMclinicalMisolatesMofM
wscherichiaMcoli_MJournalbofbClinicalbMicrobiologyYM2005YMfeYMdfdgZef 9.7 39

107
TranscriptionalMregulatorsMofMtheMysvMacidMstressMislandMareMcarriedMbyMeffectorMproteinZencodingM
prophagesMandMindirectlyMcontrolMtypeMßßßMsecretionMinMenterohemorrhagicMwscherichiaMcoliMOcgilzi_M
MolecularbMicrobiologyYM2011YMjbYMcefkZhg

4.1 38

106 zospitalZwideMwradicationMofMaMNosocomialMLegionellaMpneumophilaMSerogroupMcMOutbreak_MClinicalb
InfectiousbDiseasesYM2016YMhdYMdieZdik 11.6 37

105
WholeMgenomeManalysisMofMcephalosporinZresistantMwscherichiaMcoliMfromMbloodstreamMinfectionsMinM
sustraliaYMNewMZealandMandMSingaporelMhighMprevalenceMofMuMYZdMproducersMandMSTcecMcarryingM
blauTXZMZcgMandMblauTXZMZdi_MJournalbofbAntimicrobialbChemotherapyYM2018YMieYMhefZhfd

5.1 36

104 PopulationMdynamicsMofManMwscherichiaMcoliMSTcecMlineageMduringMrecurrentMurinaryMtractMinfection_M
NaturebCommunicationsYM2019YMcbYMehfe 17.4 36

103 MechanismsMßnvolvedMinMscquisitionMofMblaNvMMyenesMbyMßncsaudMandMßncxßßYMPlasmids_M
AntimicrobialbAgentsbandbChemotherapyYM2016YMhbYMfbjdZj 5.9 34

102 uomparativeMgenomicsMofMtheMStaphylococcusMintermediusMgroupMofManimalMpathogens_MFrontiersbinb
CellularbandbInfectionbMicrobiologyYM2012YMdYMff 5.9 33

101 OriginMofMtheMdiversityMinMvNsMrecognitionMdomainsMinMphasevarionMassociatedMmodsMgenesMofM
pathogenicMNeisseriaMandMzaemophilusMinfluenzae_MPLoSbONEYM2012YMiYMeedeei 3.7 32

100 MolecularMcharacterizationMofMaMmultidrugMresistanceMßncxMplasmidMfromMtheMgloballyMdisseminatedM
wscherichiaMcoliMSTcecMclone_MPLoSbONEYM2015YMcbYMebcddehk 3.7 32

99 yenomeMsequenceMofMtheMemergingMpathogenMseromonasMcaviae_MJournalbofbBacteriologyYM2011YMckeYMcdjhZi3.5 30

98 viscoveryMofMZMediatedMuolistinMResistanceMinMaMzighlyMVirulentMwscherichiaMcoliMLineage_MMSphereYM
2018YMeYM 5 30

97 yenomeZWideMviscoveryMofMyenesMRequiredMforMuapsuleMProductionMbyMUropathogenic_MMBioYM2017YM
jYM 7.8 29

96 UaftMisMaMserineZrichMrepeatMadhesinMofMStaphylococcusMsaprophyticusMthatMmediatesMbindingMtoM
fibronectinYMfibrinogenMandMhumanMuroepithelialMcells_MMicrobiologyblUnitedbKingdommYM2011YMcgiYMcchcZccig2.9 29

95 RegulatoryMinterplayMbetweenMpapMoperonsMinMuropathogenicMwscherichiaMcoli_MMolecularb
MicrobiologyYM2008YMhiYMkkhZcbcc 4.1 29

94 TheMhostMmetaboliteMvZserineMcontributesMtoMbacterialMnicheMspecificityMthroughMgeneMselection_MISMEb
JournalYM2015YMkYMcbekZgc 11.9 28

93
ModificationsMinMtheMpmrtMgeneMareMtheMprimaryMmechanismMforMtheMdevelopmentMofMchromosomallyM
encodedMresistanceMtoMpolymyxinsMinMuropathogenicMwscherichiaMcoli_MJournalbofbAntimicrobialb
ChemotherapyYM2017YMidYMdidkZdieh

5.1 28

92 MolecularMuharacterizationMofMtheMMultidrugMResistantMwscherichiaMcoliMSTcecMulone_MPathogensYM
2015YMfYMfddZeb 4.5 28

91 SubZinhibitoryMconcentrationsMofMceftazidimeMandMtobramycinMreduceMtheMquorumMsensingMsignalsMofM
PseudomonasMaeruginosa_MPathologyYM2004YMehYMgicZg 1.6 27
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90 sMNovelMProtectiveMVaccineMsntigenMfromMtheMuoreMyenome_MMSphereYM2016YMcYM 5 26

89 TheMroleMofMzfMflagellaMinMwscherichiaMcoliMSTcecMvirulence_MScientificbReportsYM2015YMgYMchcfk 4.9 24

88 ßncreasedMSZnitrosylationMandMproteasomalMdegradationMofMcaspaseZeMduringMinfectionMcontributeMtoM
theMpersistenceMofMadherentMinvasiveMwscherichiaMcoliMUsßwuVMinMimmuneMcells_MPLoSbONEYM2013YMjYMehjejh 3.7 24

87 WithinZhostMwholeMgenomeManalysisMofManMantibioticMresistantMPseudomonasMaeruginosaMstrainM
subZtypeMinMcysticMfibrosis_MPLoSbONEYM2017YMcdYMebcidcik 3.7 23

86 MutualMexclusivityMofMhyaluronanMandMhyaluronidaseMinMinvasiveMgroupMsMStreptococcus_MJournalbofb
BiologicalbChemistryYM2014YMdjkYMedebeZedecg 5.4 23

85 Microbiology_MTrackingMantibioticMresistance_MScienceYM2014YMefgYMcfgfZg 33.3 23

84 ZoocinMsMimmunityMfactorlMaMfemsZlikeMgeneMfoundMinMaMgroupMuMstreptococcus_MFEMSbMicrobiologyb
LettersYM1998YMcheYMieZi 2.9 23

83 uPwPperonilManMonlineMtoolMforMupstreamMopenMreadingMframeMlocationMandManalysisMofMtranscriptM
conservation_MBMCbBioinformaticsYM2014YMcgYMeh 3.6 22

82 uharacterizationMofMwhaβYMaMNewMsutotransporterMProteinMfromMwnterohemorrhagicMandM
wnteropathogenicMwscherichiaMcoli_MFrontiersbinbMicrobiologyYM2011YMdYMcdb 5.7 22

81 MolecularMuharacterizationMofMtheMVacuolatingMsutotransporterMToxinMinMUropathogenicMwscherichiaM
coli_MJournalbofbBacteriologyYM2016YMckjYMcfjiZkj 3.5 21

80 yenomeManalysisMandMuRßSPRMtypingMofMSalmonellaMentericaMserovarMVirchow_MBMCbGenomicsYM2014YM
cgYMejk 4.5 21

79 LineageZSpecificMMethyltransferasesMvefineMtheMMethylomeMofMtheMyloballyMvisseminatedM
wscherichiaMcoliMSTcecMulone_MMBioYM2015YMhYMebchbdZcg 7.8 21

78 SecretionMofMflagellinMbyMtheMLwwZencodedMtypeMßßßMsecretionMsystemMofMenteropathogenicMwscherichiaM
coli_MBMCbMicrobiologyYM2009YMkYMeb 4.5 21

77 viscoveryMofMNewMyenesMßnvolvedMinMuurliMProductionMbyMaMUropathogenicMwscherichiaMcoliMStrainM
fromMtheMzighlyMVirulentMOfglγclziMLineage_MMBioYM2018YMkYM 7.8 20

76 MolecularManalysisMofMasymptomaticMbacteriuriaMwscherichiaMcoliMstrainMVRgbMrevealsMadaptationMtoM
theMurinaryMtractMbyMgeneMacquisition_MInfectionbandbImmunityYM2015YMjeYMcifkZhf 3.7 20

75 NovelMgenesMassociatedMwithMenhancedMmotilityMofMwscherichiaMcoliMSTcec_MPLoSbONEYM2017YMcdYMebcihdkb3.7 20

74 NewMplasmidsMandMputativeMvirulenceMfactorsMfromMtheMdraftMgenomeMofManMsustralianMclinicalMisolateM
ofMPhotorhabdusMasymbiotica_MFEMSbMicrobiologybLettersYM2010YMebkYMcehZfe 2.9 19

73 uompanionMsnimalsMsreMSpilloverMzostsMofMtheMMultidrugZResistantMzumanMwxtraintestinalM
PandemicMulonesMSTcecMandMSTccke_MFrontiersbinbMicrobiologyYM2020YMccYMckhj 5.7 19
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72 PredictingMnitroimidazoleMantibioticMresistanceMmutationsMinMMycobacteriumMtuberculosisMwithM
proteinMengineering_MPLoSbPathogensYM2020YMchYMecbbjdji 7.6 18

71 yßxTMdomainslMlinkingMeukaryoticMintraflagellarMtransportMandMglycosylationMtoMbacterialMgliding_M
TrendsbinbBiochemicalbSciencesYM2004YMdkYMekhZk 10.3 18

70 sMminimalMtilingMpathMcosmidMlibraryMforMfunctionalManalysisMofMtheMPseudomonasMaeruginosaMPsOcM
genome_MMicrobialbhbComparativebGenomicsYM2000YMgYMcjkZdbe 18

69
MicroevolutionMofMStreptococcusMagalactiaeMSTZdhcMfromMsustraliaMßndicatesMvisseminationMviaM
ßmportedMTilapiaMandMOngoingMsdaptationMtoMMarineMzostsMorMwnvironment_MAppliedbandb
EnvironmentalbMicrobiologyYM2018YMjfYM

4.8 17

68 scquisitionMofMtheMSdacZencodingMbacteriophageMdoesMnotMenhanceMvirulenceMofMtheMserotypeMMcM
StreptococcusMpyogenesMstrainMSxeib_MInfectionbandbImmunityYM2013YMjcYMdbhdZk 3.7 17

67 sMdistinctMandMdivergentMlineageMofMgenomicMislandZassociatedMTypeMßVMSecretionMSystemsMinM
Legionella_MPLoSbONEYM2013YMjYMejdddc 3.7 17

66 viscoveryMandMuharacterizationMofMzumanZUrineMUtilizationMbyMssymptomaticZtacteriuriaZuausingM
StreptococcusMagalactiae_MInfectionbandbImmunityYM2016YMjfYMebiZck 3.7 15

65 TheMßntiminZLikeMProteinMxdeuMßsMRegulatedMbyMzZNSMandMTemperatureMinMwnterohemorrhagicM
wscherichiaMcoli_MAppliedbandbEnvironmentalbMicrobiologyYM2014YMjbYMieeiZfi 4.8 15

64 uharacterisationMofMaMcellMwallZanchoredMproteinMofMStaphylococcusMsaprophyticusMassociatedMwithM
linoleicMacidMresistance_MBMCbMicrobiologyYM2012YMcdYMj 4.5 15

63 TheMcomparativeMinZvitroMactivityMofMroxithromycinMandMotherMantibioticsMagainstMtordetellaM
pertussis_MJournalbofbAntimicrobialbChemotherapyYM1998YMfcMSupplMtYMdeZi 5.1 15

62 uompleteMgenomeMsequenceMofMtheMfacultativelyMchemolithoautotrophicMandMmethylotrophicMalphaM
ProteobacteriumMStarkeyaMnovellaMtypeMstrainMUsTuuMjbkeTV_MStandardsbinbGenomicbSciencesYM2012YMiYMffZgj 15

61
yenomicMßnvestigationMRevealsMuontaminatedMvetergentMasMtheMSourceMofManM
wxtendedZSpectrumZ˛†ZLactamaseZProducingMγlebsiellaMmichiganensisMOutbreakMinMaMNeonatalMUnit_M
JournalbofbClinicalbMicrobiologyYM2020YMgjYM

9.7 15

60 TOmicTMspproachesMtoMStudyMUropathogenicMwscherichiaMcoliMVirulence_MTrendsbinbMicrobiologyYM2017YM
dgYMidkZifb 12.4 14

59 ßntegratingMmultipleMgenomicMtechnologiesMtoMinvestigateManMoutbreakMofM
carbapenemaseZproducingMwnterobacterMhormaechei_MNaturebCommunicationsYM2020YMccYMfhh 17.4 14

58 StabilityMofMactiveMprophagesMinMindustrialMLactococcusMlactisMstrainsMinMtheMpresenceMofMheatYMacidYM
osmoticYMoxidativeMandMantibioticMstressors_MInternationalbJournalbofbFoodbMicrobiologyYM2016YMddbYMdhZed 5.8 14

57 yeneticMvariationMinMßRxfMexpressionMmodulatesMgrowthMcharacteristicsYMtyrosinaseMexpressionMandM
interferonZgammaMresponseMinMmelanocyticMcells_MPigmentbCellbandbMelanomabResearchYM2018YMecYMgcZhe 4.5 13

56 RepurposingMaMneurodegenerativeMdiseaseMdrugMtoMtreatMyramZnegativeMantibioticZresistantM
bacterialMsepsis_MSciencebTranslationalbMedicineYM2020YMcdYM 17.5 13

55 uomprehensiveManalysisMofMtypeMcMfimbriaeMregulationMinMfimtZnullMstrainsMfromMtheMmultidrugM
resistantMwscherichiaMcoliMSTcecMclone_MMolecularbMicrobiologyYM2016YMcbcYMcbhkZji 4.1 13
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54 UseMofMwholeMgenomeMsequencingMtoMinvestigateManMincreaseMinMNeisseriaMgonorrhoeaeMinfectionM
amongMwomenMinMurbanMareasMofMsustralia_MScientificbReportsYM2018YMjYMcgbe 4.9 12

53
uompleteMgenomeMsequenceMofMtheMfacultativelyMchemolithoautotrophicMandMmethylotrophicMalphaM
ProteobacteriumMStarkeyaMnovellaMtypeMstrainMUsTuuMjbkeUTVV_MStandardsbinbGenomicbSciencesYM2012YM
iYMffZgj

12

52 yenomicMuomparisonMofMTwoMOccclzZMwnterohemorrhagicMwscherichiaMcoliMßsolatesMfromMaMzistoricM
zemolyticZUremicMSyndromeMOutbreakMinMsustralia_MInfectionbandbImmunityYM2016YMjfYMiigZjc 3.7 11

51 wpidemiology_MOutsmartingMoutbreaks_MScienceYM2012YMeejYMcchcZd 33.3 11

50 MolecularMandMStructuralMuharacterizationMofMaMNovelMwscherichiaMcoliMßnterleukinMReceptorMMimicM
Protein_MMBioYM2016YMiYMebdbfh 7.8 11

49 vetectionMofMwpidemicMScarletMxeverMyroupMsMStreptococcusMinMsustralia_MClinicalbInfectiousbDiseasesYM
2019YMhkYMcdedZcdef 11.6 10

48 StreptococcalMcollagenZlikeMproteinMsMandMgeneralMstressMproteinMdfMareMimmunomodulatingM
virulenceMfactorsMofMgroupMsMStreptococcus_MFASEBbJournalYM2013YMdiYMdheeZfe 0.9 10

47 wxtragenicMsuppressorMmutationsMthatMrestoreMtwitchingMmotilityMtoMfimLMmutantsMofMPseudomonasM
aeruginosaMareMassociatedMwithMelevatedMintracellularMcyclicMsMPMlevels_MMicrobiologyOpenYM2012YMcYMfkbZgbc3.4 10

46 PhysicalMandMLinkageMMapsMforMvrosophilaMserrataYMaMModelMSpeciesMforMStudiesMofMulinalMsdaptationM
andMSexualMSelection_MGx:bGenespbGenomespbGeneticsYM2012YMdYMdjiZki 3.2 10

45 WholeMgenomeMsequencingMrevealsMtheMemergenceMofMaMPseudomonasMaeruginosaMsharedMstrainM
subZlineageMamongMpatientsMtreatedMwithinMaMsingleMcysticMfibrosisMcentre_MBMCbGenomicsYM2018YMckYMhff 4.5 10

44 VariationMinMhemolysinMsMexpressionMbetweenMuropathogenicMisolatesMdeterminesMNLRPeZdependentM
ZindependentMmacrophageMcellMdeathMandMhostMcolonization_MFASEBbJournalYM2019YMeeYMifeiZifgb 0.9 9

43
ThirdZgenerationMcephalosporinMresistanceMconferredMbyMaMchromosomallyMencodedMblauMYZdeMgeneM
inMtheMwscherichiaMcoliMSTcecMreferenceMstrainMwukgj_MJournalbofbAntimicrobialbChemotherapyYM2015YM
ibYMckhkZid

5.1 9

42 uontiguitylMuontigMadjacencyMgraphMconstructionMandMvisualisation 9

41 vifferentialMRegulationMofMtheMSurfaceZwxposedMandMSecretedMSslwMLipoproteinMinMwxtraintestinalM
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