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A genome-wide atlas of co-essential modules assigns function to uncharacterized genes. Nature
Genetics, 2021, 53, 638-649.

Multimodal Analysis of Composition and Spatial Architecture in Human Squamous Cell Carcinoma. 98.9 508
Cell, 2020, 182, 497-514.e22. :

Small-Molecule and CRISPR Screening Converge to Reveal Receptor Tyrosine Kinase Dependencies in
Pediatric Rhabdoid Tumors. Cell Reports, 2019, 28, 2331-2344.e8.

Interrogation of Mammalian Protein Complex Structure, Function, and Membership Using

Genome-Scale Fitness Screens. Cell Systems, 2018, 6, 555-568.e7. 6.2 126

Targetable vulnerabilities in T- and NK-cell lymphomas identified through preclinical models. Nature
Communications, 2018, 9, 2024.

Computational correction of copy number effect improves specificity of CRISPRa€“Cas9 essentiality

screens in cancer cells. Nature Genetics, 2017, 49, 1779-1784. 214 1,436

Defining a Cancer Dependency Map. Cell, 2017, 170, 564-576.e16.

Sequence intrinsic somatic mutation mechanisms contribute to affinity maturation of VRCO1-class
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CRISPR-Cas9 screen reveals a MYCN-amplified neuroblastoma dependency on EZH2. Journal of Clinical
Investigation, 2017, 128, 446-462.
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Genomic Copy Number Dictates a Gene-Independent Cell Response to CRISPR/Cas9 Targeting. Cancer
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Transcription-associated processes cause DNA double-strand breaks and translocations in neural
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Rapid generation of novel models of RAG1 deficiency by CRISPR/Cas9-induced mutagenesis in murine
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Genome-wide detection of DNA double-stranded breaks induced by engineered nucleases. Nature
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