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n Paper IF Citations

137 TheKtranscriptionalKlandscapeKofKtheKmammalianKgenomeYKScienceWK2005WKb[hWK]ddhXeb 33.3 2807

136 pnKatlasKofKactiveKenhancersKacrossKhumanKcellKtypesKandKtissuesYKNatureWK2014WKd[fWKcddXce] 50.4 1595

135 pnalysisKofKtheKmouseKtranscriptomeKbasedKonKfunctionalKannotationKofKe[Wff[KfullXlengthKcsβpsYK
NatureWK2002WKca[WKdebXfb 50.4 1350

134 pKpromoterXlevelKmammalianKexpressionKatlasYKNatureWK2014WKd[fWKceaXf[ 50.4 1301

133 rollectionWKmappingWKandKannotationKofKoverKagW[[[KcsβpKclonesKfromKjaponicaKriceYKScienceWK2003WK
b[]WKbfeXh 33.3 772

132 uunctionalKannotationKofKaKfullXlengthKprabidopsisKcsβpKcollectionYKScienceWK2002WKaheWK]c]Xd 33.3 588

131 pnKatlasKofKhumanKlongKnonXcodingKRβpsKwithKaccurateKdRKendsYKNatureWK2017WKdcbWK]hhXa[c 50.4 581

130 uunctionalKannotationKofKaKfullXlengthKmouseKcsβpKcollectionYKNatureWK2001WKc[hWKegdXh[ 50.4 560

129 vatewaysKtoKtheKupβTOαdKpromoterKlevelKmammalianKexpressionKatlasYKGenomelBiologyWK2015WK]eWKaa 18.3 443

128 pKdraftKnetworkKofKligandXreceptorXmediatedKmulticellularKsignallingKinKhumanYKNaturel
CommunicationsWK2015WKeWKfgee 17.4 393

127 TranscribedKenhancersKleadKwavesKofKcoordinatedKtranscriptionKinKtransitioningKmammalianKcellsYK
ScienceWK2015WKbcfWK][][Xc 33.3 384

126 wighXefficiencyKfullXlengthKcsβpKcloningKbyKbiotinylatedKrpPKtrapperYKGenomicsWK1996WKbfWKbafXbe 4.3 266

125 wierarchicalKfoldingKandKreorganizationKofKchromosomesKareKlinkedKtoKtranscriptionalKchangesKinK
cellularKdifferentiationYKMolecularlSystemslBiologyWK2015WK]]WKgda 12.2 229

124 βormalizationKandKsubtractionKofKcapXtrapperXselectedKcsβpsKtoKprepareKfullXlengthKcsβpKlibrariesK
forKrapidKdiscoveryKofKnewKgenesYKGenomelResearchWK2000WK][WK]e]fXb[ 9.7 221

123
ThermostabilizationKandKthermoactivationKofKthermolabileKenzymesKbyKtrehaloseKandKitsKapplicationK
forKtheKsynthesisKofKfullKlengthKcsβpYKProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedl
StatesloflAmericaWK1998WKhdWKda[Xc

11.5 205

122
selineatingKdevelopmentalKandKmetabolicKpathwaysKinKvivoKbyKexpressionKprofilingKusingKtheKRxztβK
setKofK]gWg]eKfullXlengthKenrichedKmouseKcsβpKarraysYKProceedingsloflthelNationallAcademylofl
SciencesloflthelUnitedlStatesloflAmericaWK2001WKhgWKa]hhXa[c

11.5 182

121 UnamplifiedKcapKanalysisKofKgeneKexpressionKonKaKsingleXmoleculeKsequencerYKGenomelResearchWK
2011WKa]WK]]d[Xh 9.7 143
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120 RapidKSβPKdiagnosticsKusingKasymmetricKisothermalKamplificationKandKaKnewKmismatchXsuppressionK
technologyYKNaturelMethodsWK2007WKcWKadfXea 21.6 142

119 TargetingKaKcomplexKtranscriptomeiKtheKconstructionKofKtheKmouseKfullXlengthKcsβpKencyclopediaYK
GenomelResearchWK2003WK]bWK]afbXgh 9.7 141

118 TranscriptKannotationKinKupβTOαbiKmouseKgeneKcatalogKbasedKonKphysicalKcsβpsYKPLoSlGeneticsWK
2006WKaWKeea 6 138

117 RedefinitionKofKtheKhumanKmastKcellKtranscriptomeKbyKdeepXrpvtKsequencingYKBloodWK2014WK]abWKedgXef 2.2 126

116 TranscriptionKandKenhancerKprofilingKinKhumanKmonocyteKsubsetsYKBloodWK2014WK]abWKeh[Xh 2.2 101

115 setectingKexpressedKgenesKusingKrpvtYKMethodslinlMolecularlBiologyWK2014WK]]ecWKefXgd 1.4 100

114 upβTOαdKrpvtKprofilesKofKhumanKandKmouseKsamplesYKScientificlDataWK2017WKcWK]f[]]a 8.2 88

113
sifferentialKrolesKofKepigeneticKchangesKandKuoxpbKexpressionKinKregulatoryKTKcellXspecificK
transcriptionalKregulationYKProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStateslofl
AmericaWK2014WK]]]WKdaghXhc

11.5 85

112 wighKefficiencyKselectionKofKfullXlengthKcsβpKbyKimprovedKbiotinylatedKcapKtrapperYKDNAlResearchWK
1997WKcWKe]Xe 4.5 79

111
qalancedXsizeKandKlongXsizeKcloningKofKfullXlengthWKcapXtrappedKcsβpsKintoKvectorsKofKtheKnovelK
lambdaXu rKfamilyKallowsKenhancedKgeneKdiscoveryKrateKandKfunctionalKanalysisYKGenomicsWK2001WK
ffWKfhXh[

4.3 70

110 romparisonKofKrpvtKandKRβpXseqKtranscriptomeKprofilingKusingKclonallyKamplifiedKandK
singleXmoleculeKnextXgenerationKsequencingYKGenomelResearchWK2014WKacWKf[gX]f 9.7 66

109
pnalysisKofKtheKhumanKmonocyteXderivedKmacrophageKtranscriptomeKandKresponseKtoK
lipopolysaccharideKprovidesKnewKinsightsKintoKgeneticKaetiologyKofKinflammatoryKbowelKdiseaseYK
PLoSlGeneticsWK2017WK]bWKe][[eec]

6 64

108 pnalysisKofKtheKsβpKmethylomeKandKtranscriptomeKinKgranulopoiesisKrevealsKtimedKchangesKandK
dynamicKenhancerKmethylationYKBloodWK2014WK]abWKefhXgh 2.2 59

107 TheKenhancerKandKpromoterKlandscapeKofKhumanKregulatoryKandKconventionalKTXcellK
subpopulationsYKBloodWK2014WK]abWKeegXfg 2.2 58

106 TranscriptomeKpnalysisKofKRecurrentlyKseregulatedKvenesKacrossKαultipleKrancersKxdentifiesKβewK
PanXrancerKqiomarkersYKCancerlResearchWK2016WKfeWKa]eXae 10.1 56

105 ReversibleKhydrogelKformationKdrivenKbyKproteinXpeptideXspecificKinteractionKandKchondrocyteK
entrapmentYKBiomaterialsWK2010WKb]WKdgXee 15.6 52

104 RxztβKintegratedKsequenceKanalysisKSRxSpTKsystemXXbgcXformatKsequencingKpipelineKwithKbgcK
multicapillaryKsequencerYKGenomelResearchWK2000WK][WK]fdfXf] 9.7 48

103 αolecularKcloningKandKcharacterizationKofKtheKobgKgeneKofKStreptomycesKgriseusKinKrelationKtoKtheK
onsetKofKmorphologicalKdifferentiationYKJournalloflBacteriologyWK1997WK]fhWK]f[Xh 3.5 45

(1997-2007)
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102 veminaKplaysKanKimportantKroleKinKstabilizingKtheKsurvivalKofKmotorKneuronKcomplexYKJournallofl
BiologicallChemistryWK2007WKagaWK]]]aaXbc 5.4 44

101 TranscriptionalKlandscapeKofKαycobacteriumKtuberculosisKinfectionKinKmacrophagesYKScientificl
ReportsWK2018WKgWKefdg 4.9 41

100 uunctionalKannotationKofKhumanKlongKnoncodingKRβpsKviaKmolecularKphenotypingYKGenomel
ResearchWK2020WKb[WK][e[X][fa 9.7 41

99 rharacterizationKofKgeneKexpressionKinKmouseKblastocystKusingKsingleXpassKsequencingKofKbhhdK
clonesYKGenomicsWK1998WKchWK]efXfh 4.3 39

98 RedefiningKtheKtranscriptionalKregulatoryKdynamicsKofKclassicallyKandKalternativelyKactivatedK
macrophagesKbyKdeeprpvtKtranscriptomicsYKNucleiclAcidslResearchWK2015WKcbWKehehXga 20.1 38

97 Rtr UiKaKpipelineKtoKdiscoverKreproducibleKtranscriptionalKstartKsitesKandKtheirKalternativeK
regulationKusingKcappedKanalysisKofKgeneKexpressionKSrpvtTYKBMClGenomicsWK2014WK]dWKaeh 4.5 37

96 reruloplasminKisKaKnovelKadipokineKwhichKisKoverexpressedKinKadiposeKtissueKofKobeseKsubjectsKandK
inKobesityXassociatedKcancerKcellsYKPLoSlONEWK2014WKhWKeg[afc 3.7 36

95 romparativeKevaluationKofKdRXendXsequenceKqualityKofKclonesKinKrpPKtrapperKandKotherK
fullXlengthXcsβpKlibrariesYKGeneWK2001WKaebWKhbX][a 3.8 36

94 αechanismKofKchromiumSVxTKtoxicityKinKtscherichiaKcoliiKisKhydrogenKperoxideKessentialKinKrrSVxTK
toxicitynYKJournalloflBiochemistryWK1995WK]]fWKfg[Xe 3.1 35

93 βtTXrpvtKcharacterizesKtheKdynamicsKandKtopologyKofKhumanKtranscribedKcisXregulatoryKelementsYK
NaturelGeneticsWK2019WKd]WK]behX]bfh 36.3 33

92 TheKfrequentKevolutionaryKbirthKandKdeathKofKfunctionalKpromotersKinKmouseKandKhumanYKGenomel
ResearchWK2015WKadWK]dceXdf 9.7 33

91 RapidKscreeningKassayKforKzRpSKmutationsKbyKtheKmodifiedKsmartKamplificationKprocessYKJournallofl
MolecularlDiagnosticsWK2008WK][WKda[Xe 5.1 33

90 βovelKbiomarkersKthatKassistKinKaccurateKdiscriminationKofKsquamousKcellKcarcinomaKfromK
adenocarcinomaKofKtheKlungYKBMClCancerWK2016WK]eWKfe[ 4.8 30

89 xntegrationKofKgeneticsKandKmiRβpXtargetKgeneKnetworkKidentifiedKdiseaseKbiologyKimplicatedKinK
tissueKspecificityYKNucleiclAcidslResearchWK2018WKceWK]]ghgX]]h[h 20.1 26

88 seeprpvtKTranscriptomicsKRevealKanKxmportantKRoleKofKtheKTranscriptionKuactorKαpuqKinKtheK
 ymphaticKtndotheliumYKCelllReportsWK2015WK]bWK]chbX]d[c 10.6 25

87 SimpleKandKrapidKpreparationKofKplasmidKtemplateKbyKaKfiltrationKmethodKusingKmicrotiterKfilterK
platesYKNucleiclAcidslResearchWK1997WKadWK]b]dXe 20.1 25

86 romputerXbasedKmethodsKforKtheKmouseKfullXlengthKcsβpKencyclopediaiKrealXtimeKsequenceK
clusteringKforKconstructionKofKaKnonredundantKcsβpKlibraryYKGenomelResearchWK2001WK]]WKag]Xh 9.7 25

85 PromoterXlevelKexpressionKclusteringKidentifiesKtimeKdevelopmentKofKtranscriptionalKregulatoryK
cascadesKinitiatedKbyKtrbqKreceptorsKinKbreastKcancerKcellsYKScientificlReportsWK2015WKdWK]]hhh 4.9 24
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84 txcitonKPrimerXmediatedKSβPKdetectionKinKSmartpmpaKreactionsYKHumanlMutationWK2010WKb]WKa[gX]f 4.7 24

83 UseKofKaKcompetitiveKprobeKinKassayKdesignKforKgenotypingKofKtheKUvT]p]KUagKmicrosatelliteK
polymorphismKbyKtheKsmartKamplificationKprocessYKBioTechniquesWK2007WKcbWKcfhXgc 2.5 24

82 βanoscaleKelongatingKcontrolKofKtheKselfXassembledKproteinKfilamentKwithKtheKcysteineXintroducedK
buildingKblocksYKProteinlScienceWK2009WK]gWKhe[Xh 6.3 23

81 uorceKmeasurementKforKantigenXantibodyKinteractionKbyKatomicKforceKmicroscopyKusingKaK
photograftXpolymerKspacerYKBiomacromoleculesWK2005WKeWKaffeXgc 6.9 23

80 pKcomputerXbasedKmethodKofKselectingKclonesKforKaKfullXlengthKcsβpKprojectiKsimultaneousK
collectionKofKnegligiblyKredundantKandKvariantKcsβpsYKGenomelResearchWK2002WK]aWK]]afXbc 9.7 23

79 rorrelationKbetweenKsequenceKconservationKofKtheKdRKuntranslatedKregionKandKcodonKusageKbiasKinK
αusKmusculusKgenesYKGeneWK2001WKafeWK][]Xd 3.8 23

78 SystematicKanalysisKofKtranscriptionKstartKsitesKinKavianKdevelopmentYKPLoSlBiologyWK2017WK]dWKea[[aggf 9.7 22

77 uunctionalKannotationKofKtheKvlincKclassKofKnonXcodingKRβpsKusingKsystemsKbiologyKapproachYK
NucleiclAcidslResearchWK2016WKccWKbabbXda 20.1 21

76 synamicKforceKspectroscopyKofKtheKspecificKinteractionKbetweenKtheKPsZKdomainKandKitsK
recognitionKpeptidesYKLangmuirWK2007WKabWKaeegXfb 4 21

75 ronstructingKORueomeKresourcesKwithKremovableKterminationKcodonsYKBioTechniquesWK2006WKc]WKccWK
ceWKcgKpassim 2.5 21

74 xntegrativeKrpvtKandKsβpKαethylationKProfilingKxdentifyKtpigeneticallyKRegulatedKvenesKinKβSr rYK
MolecularlCancerlResearchWK2017WK]dWK]bdcX]bed 6.6 20

73 RoleKofKsurvivalKmotorKneuronKcomplexKcomponentsKinKsmallKnuclearKribonucleoproteinKassemblyYK
JournalloflBiologicallChemistryWK2009WKagcWK]ce[hX]f 5.4 20

72 putomatedKuiltrationXqasedKwighXThroughputKPlasmidKPreparationKSystemYKGenomelResearchWK1999WK
hWKcebXcf[ 9.7 20

71 wighXthroughputKtranscriptionKprofilingKidentifiesKputativeKepigeneticKregulatorsKofKhematopoiesisYK
BloodWK2014WK]abWKeceXdf 2.2 19

70 TranscriptionalKsynamicsKsuringKwumanKpdipogenesisKandKxtsK inkKtoKpdiposeKαorphologyKandK
sistributionYKDiabetesWK2017WKeeWKa]gXab[ 0.9 19

69 siscoveryKofKmolecularKmarkersKtoKdiscriminateKcornealKendothelialKcellsKinKtheKhumanKbodyYKPLoSl
ONEWK2015WK][WKe[]]fdg] 3.7 19

68 SynthesisKofKdXacetylXaXaminopyrroleKrXdeoxyribonucleosideYKTetrahedronWK2007WKebWK]afcfX]afdb 2.4 19

67 putomatedKworkflowKforKpreparationKofKcsβpKforKcapKanalysisKofKgeneKexpressionKonKaKsingleK
moleculeKsequencerYKPLoSlONEWK2012WKfWKeb[g[h 3.7 18

(2012-2010)
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66 TechnicalKpdvanceiKTranscriptionKfactorWKpromoterWKandKenhancerKutilizationKinKhumanKmyeloidKcellsYK
JournalloflLeukocytelBiologyWK2015WKhfWKhgdXhhd 6.5 17

65 TheKronstrainedKαaximalKtxpressionK evelKOwingKtoKwaploidyKShapesKveneKrontentKonKtheK
αammalianKXKrhromosomeYKPLoSlBiologyWK2015WK]bWKe][[ab]d 9.7 17

64 rorrelationKofKtvuRKorKzRpSKmutationKstatusKwithK]guXusvKuptakeKonKPtTXrTKscanKinKlungK
adenocarcinomaYKPLoSlONEWK2017WK]aWKe[]fdeaa 3.7 16

63 YY]KbindingKassociationKwithKsexXbiasedKtranscriptionKrevealedKthroughKXXlinkedKtranscriptKlevelsK
andKallelicKbindingKanalysesYKScientificlReportsWK2016WKeWKbfbac 4.9 16

62 xnferringKalternativeKsplicingKpatternsKinKmouseKfromKaKfullXlengthKcsβpKlibraryKandKmicroarrayKdataYK
GenomelResearchWK2002WK]aWK]ageXhb 9.7 16

61 TranscriptionalKdynamicsKrevealKcriticalKrolesKforKnonXcodingKRβpsKinKtheKimmediateXearlyKresponseYK
PLoSlComputationallBiologyWK2015WK]]WKe][[ca]f 5 15

60 romprehensiveKsequenceKanalysisKofKtranslationKterminationKsitesKinKvariousKeukaryotesYKGeneWK
2002WKb[[WKfhXgf 3.8 15

59 pntisenseKTranscriptionKinK ociKpssociatedKtoKwereditaryKβeurodegenerativeKsiseasesYKMolecularl
NeurobiologyWK2019WKdeWKdbhaXdc]d 6.2 15

58 SpecificKmesothelialKsignatureKmarksKtheKheterogeneityKofKmesenchymalKstemKcellsKfromKhighXgradeK
serousKovarianKcancerYKStemlCellsWK2014WKbaWKahhgXb[]] 5.8 14

57 TranscriptomeKanalysisKofKperiodontitisXassociatedKfibroblastsKbyKrpvtKsequencingKidentifiedKs XdK
andKRUβXaKlongKvariantKasKnovelKregulatorsKinvolvedKinKperiodontitisYKScientificlReportsWK2016WKeWKbbeee 4.9 14

56 TranscriptomeKpnalysisKUncoversKaKvrowthXPromotingKpctivityKofKOrosomucoidX]KonKwepatocytesYK
EBioMedicineWK2017WKacWKadfXaee 8.8 13

55 RecountingKtheKupβTOαKrpvtXpssociatedKTranscriptomeYKGenomelResearchWK2020WKb[WK][fbX][g] 9.7 13

54 RemovalKofKpolypKtailsKfromKfullXlengthKcsβpKlibrariesKforKhighXefficiencyKsequencingYKBioTechniques
WK2001WKb]WK][caWK][ccWK][cgXh 2.5 13

53 romparativeKtranscriptomicsKofKprimaryKcellsKinKvertebratesYKGenomelResearchWK2020WKb[WKhd]Xhe] 9.7 12

52 PhenotypicalKrharacteristicsKofKPOr]qXpssociatedKRetinopathyKinKyapaneseKrohortiKroneK
systrophyKWithKβormalKuunduscopicKpppearanceK2019WKe[WKbcbaXbcce 11

51 αappingKαammalianKrellXtypeXspecificKTranscriptionalKRegulatoryKβetworksKUsingKzsXrpvtKandK
rhxPXseqKsataKinKtheKTrXYxzKrellK ineYKFrontierslinlGeneticsWK2015WKeWKbb] 4.5 11

50 ProteinXproteinKinteractionsKofKtheKhyperthermophilicKarchaeonKPyrococcusKhorikoshiiKOTbYKGenomel
BiologyWK2005WKeWKRhg 18.3 11

49 romputationalKanalysisKofKfullXlengthKmouseKcsβpsKcomparedKwithKhumanKgenomeKsequencesYK
MammalianlGenomeWK2001WK]aWKefbXf 3.2 11
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48 seeprpvtKtranscriptomicsKidentifyKwOXs][KasKaKtranscriptionKfactorKregulatingKlymphaticK
endothelialKresponsesKtoKVtvuXrYKJournalloflCelllScienceWK2016WK]ahWKadfbXgd 5.3 11

47 RelativelyKfrequentKswitchingKofKtranscriptionKstartKsitesKduringKcerebellarKdevelopmentYKBMCl
GenomicsWK2017WK]gWKce] 4.5 10

46 veneticKSpectrumKofKtYSXassociatedKRetinalKsiseaseKinKaK argeKyapaneseKrohortiKxdentificationKofK
siseaseXassociatedKVariantsKwithKRelativelyKwighKplleleKurequencyYKScientificlReportsWK2020WK][WKdchf 4.9 10

45 SensitiveKdetectionKofKtvuRKmutationsKusingKaKcompetitiveKprobeKtoKsuppressKbackgroundKinKtheK
SαartKpmplificationKProcessYKBiologicalsWK2008WKbeWKabcXg 1.8 10

44 ProteinsKthatKinteractKwithKvTPKinKStreptomycesKgriseusKandKitsKpossibleKimplicationKinK
morphogenesisYKFEMSlMicrobiologylLettersWK1996WK]bdWKb]]Xe 2.9 10

43 RβpKsequencingKanalysisKrevealedKtheKinductionKofKrr bKexpressionKinKhumanKintracranialK
aneurysmsYKScientificlReportsWK2019WKhWK][bgf 4.9 9

42 SynthesesKofKpyrido[]WaXa][]WbWd]triazinXcXoneKrXdeoxyribonucleosidesYKTetrahedronWK2007WKebWK]][a]X]][ah2.4 8

41 SynthesisKofKgXSanXdeoxyX˛†XdXribofuranosylTimidazo[]WaXa]XsXtriazinXcXoneYKTetrahedronlLettersWK2007WK
cgWKbg[]Xbg[b 2 8

40 SharedKactivityKpatternsKarisingKatKgeneticKsusceptibilityKlociKrevealKunderlyingKgenomicKandKcellularK
architectureKofKhumanKdiseaseYKPLoSlComputationallBiologyWK2018WK]cWKe][[dhbc 5 8

39 PromoterXlevelKtranscriptomeKinKprimaryKlesionsKofKendometrialKcancerKidentifiedKbiomarkersK
associatedKwithKlymphKnodeKmetastasisYKScientificlReportsWK2017WKfWK]c]e[ 4.9 7

38 seepKphenotypingKofKmyalgicKencephalomyelitisZchronicKfatigueKsyndromeKinKyapaneseKpopulationYK
ScientificlReportsWK2020WK][WK]hhbb 4.9 7

37 txKvivoKconditioningKofKperipheralKbloodKmononuclearKcellsKofKdiabeticKpatientsKpromotesK
vasculogenicKwoundKhealingYKStemlCellslTranslationallMedicineWK2021WK][WKghdXh[h 6.9 7

36 rapKpnalysisKofKveneKtxpressionKSrpvtTiKpKQuantitativeKandKvenomeXWideKpssayKofKTranscriptionK
StartKSitesYKMethodslinlMolecularlBiologyWK2020WKa]a[WKaffXb[] 1.4 7

35 wighXresolutionKpromoterKmapKofKhumanKlimbalKepithelialKcellsKculturedKwithKkeratinocyteKgrowthK
factorKandKrhoKkinaseKinhibitorYKScientificlReportsWK2017WKfWKagcd 4.9 6

34 uunctionalKpnnotationKofKwumanK ongKβonXrodingKRβpsKviaKαolecularKPhenotyping 6

33 PromoterKUsageKandKsynamicsKinKVascularKSmoothKαuscleKrellsKtxposedKtoKuibroblastKvrowthK
uactorXaKorKxnterleukinX]˛†YKScientificlReportsWK2018WKgWK]b]ec 4.9 6

32 RestrictedKPresenceKofKPOUeuaKinKwumanKrornealKtndothelialKrellsKUncoveredKbyKtxtensionKofKtheK
PromoterXlevelKtxpressionKptlasYKEBioMedicineWK2017WKadWK]fdX]ge 8.8 5

31 pKnovelKcontrolKsystemKforKpolymeraseKchainKreactionKusingKaKRxztβKvSbgcKthermalcyclerYKDNAl
ResearchWK1997WKcWKbgfXh] 4.5 5

(1997-2016)
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30 rRtqb ]KoverexpressionKasKaKpotentialKdiagnosticKmarkerKofKPhiladelphiaKchromosomeXnegativeK
myeloproliferativeKneoplasmsYKCancerlScienceWK2021WK]]aWKggcXgha 6.9 5

29 αonitoringKtranscriptionKinitiationKactivitiesKinKratKandKdogYKScientificlDataWK2017WKcWK]f[]fb 8.2 4

28 romputerXqasedKαethodsKforKtheKαouseKuullX engthKcsβpKtncyclopediaiKRealXTimeKSequenceK
rlusteringKforKronstructionKofKaKβonredundantKcsβpK ibraryYKGenomelResearchWK2001WK]]WKag]Xagh 9.7 4

27 rancerXassociatedKfibroblastKmigrationKinKnonXsmallKcellKlungKcancersKisKmodulatedKbyKincreasedK
integrinK˛–]]KexpressionYKMolecularlOncologyWK2021WK]dWK]d[fX]daf 7.9 4

26 xdentificationKofKnovelKcerebellarKdevelopmentalKtranscriptionalKregulatorsKwithKmotifKactivityK
analysisYKBMClGenomicsWK2019WKa[WKf]g 4.5 3

25 rXr cZPucKisKaKpredictiveKbiomarkerKofKcardiacKdifferentiationKpotentialKofKhumanKinducedK
pluripotentKstemKcellsYKScientificlReportsWK2019WKhWKcebg 4.9 3

24 pKTranscriptionalKSwitchKPointKsuringKwematopoieticKStemKandKProgenitorKrellKOntogenyYKSteml
CellslandlDevelopmentWK2017WKaeWKb]cXbaf 4.4 3

23 txpressionKofKaKplasmidXencodedKgeneKforKcadmiumKresistanceKofKPseudomonasKputidaKvpαX]KinK
tscherichiaKcoliYKJournalloflBiosciencelandlBioengineeringWK1992WKfbWKb]cXb]e 3

22 sevelopmentKofKaKTetXOnKxnducibleKtxpressionKSystemKforKtheKpnhydrobioticKrellK ineWKPv]]YKInsects
WK2020WK]]WK 2.8 3

21 siscoveryKofKwidespreadKtranscriptionKinitiationKatKmicrosatellitesKpredictableKbyKsequenceXbasedK
deepKneuralKnetworkYKNaturelCommunicationsWK2021WK]aWKbahf 17.4 3

20 ronservedKtemporalKorderingKofKpromoterKactivationKimplicatesKcommonKmechanismsKgoverningK
theKimmediateKearlyKresponseKacrossKcellKtypesKandKstimuliYKOpenlBiologyWK2018WKgWK 7 3

19 TranscriptionKstartKsiteKprofilingKofK]dKanatomicalKregionsKofKtheKαacacaKmulattaKcentralKnervousK
systemYKScientificlDataWK2017WKcWK]f[]eb 8.2 2

18 αappingKofK]h[baKmouseKcsβpsKonKmouseKchromosomesYKJournalloflStructurallandlFunctionall
GenomicsWK2002WKaWKabXg 2

17 SharedKactivityKpatternsKarisingKatKgeneticKsusceptibilityKlociKrevealKunderlyingKgenomicKandKcellularK
architectureKofKhumanKdisease 2

16 siscoveryKofKTranscriptionKuactorsKβovelKtoKαouseKrerebellarKvranuleKrellKsevelopmentKThroughK
 aserXraptureKαicrodissectionYKCerebellumWK2018WK]fWKb[gXbad 4.3 1

15 ppplicationKofKveneKtxpressionKTrajectoriesKxnitiatedKfromKtrbqKReceptorKpctivationKwighlightsKtheK
synamicsKofKsivergentKPromoterKUsageYKPLoSlONEWK2015WK][WKe[]cc]fe 3.7 1

14 xnKvitroKproteinKphosphorylationKassociatedKwithKcellularKdifferentiationKofKStreptomycesKgriseusYK
ArchivesloflMicrobiologyWK1998WK]ehWK]fcXf 3 1

13 radmiumKresistanceKacquirementKbyKxS]KtranspositionKintoKtscherichiaKcoliKre[[YKJournallofl
BiosciencelandlBioengineeringWK1994WKfgWKceeXceg 1
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12 ScanningKsingleXmoleculeKcountingKsystemKforKtprobeKwithKhighlyKsimpleKandKeffectiveKapproachYK
PLoSlONEWK2020WK]dWKe[acbb]h 3.7 1

11 sevelopmentKofKaKTetXOnKinducibleKexpressionKsystemKforKtheKanhydrobioticKcellKlineWKPv]] 1

10  owKQuantityKsingleKstrandKrpvtKS QXssrpvtTKmapsKregulatoryKenhancersKandKpromoters 1

9 tvidenceKofKtranscriptionKatKpolyTKshortKtandemKrepeats 1

8 uunctionalKannotationKofKhumanKlongKnoncodingKRβpsKusingKchromatinKconformationKdata 1

7  owKQuantityKSingleKStrandKrpvtKS QXssrpvtTKαapsKRegulatoryKtnhancersKandKPromotersYK
MethodslinlMolecularlBiologyWK2021WKabd]WKefXh[ 1.4 1
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