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j Paper IF Citations

190 StructuralIbasisIforISdgsXIandISdgrXmediatedIglycosylationIofIstaphylococcalIadhesiveIproteinsYI
ActajCrystallographicajSectionjD:jStructuraljBiologyVI2021VIhhVIbegaXbehe 5.5

189 PeptidoglycanIreshapingIbyIaInoncanonicalIpeptidaseIforIhelicalIcellIshapeIinItampylobacterIjejuniYI
NaturejCommunicationsVI2020VIbbVIefi 17.4 6

188 trystalIstructureIofIThermusIaquaticusIuNrIpolymeraseYIjournaljofjhandjsurgeryjAsian-Pacificj
volumeyjTheVI2020VIciiXcjc 0.5

187 StructuralIbasisIforItheIinhibitoryIeffectsIofIaInovelIreversibleIcovalentIligandIonIPPrR˛‡I
phosphorylationYIScientificjReportsVI2019VIjVIbbbgi 4.9 7

186
rIcytosineImodificationImechanismIrevealedIbyItheIstructureIofIaIternaryIcomplexIofI
deoxycytidylateIhydroxymethylaseIfromIbacteriophageITeIwithIitsIcofactorIandIsubstrateYIIUCrJVI
2019VIgVIcagXcbh

4.7 4

185 StructuralIsasisIforItheIvnhancedIrntiXuiabeticIvfficacyIofIγobeglitazoneIonIPPrR˛‡YIScientificj
ReportsVI2018VIiVIdb 4.9 41

184 StructuralIbasisIforItheIsubstrateIrecognitionIofIpeptidoglycanIpentapeptidesIbyIvnterococcusI
faecalisIVanYYIInternationaljJournaljofjBiologicaljMacromoleculesVI2018VIbbjVIddfXdee 7.9 3

183 StructuralIbasisIforIdifferentialIactivitiesIofIenantiomericIPPrR˛‡IagonistskIsindingIofISdfItoItheI
alternateIsiteYIBiochimicajEtjBiophysicajActaj-jProteinsjandjProteomicsVI2017VIbigfVIgheXgib 4 29

182 trystalIstructureIofIRvccficIfromIMycobacteriumItuberculosisIydhRvVIanI
SXadenosylXlXmethionineXdependentImethyltransferaseYIJournaljofjStructuraljBiologyVI2016VIbjdVIbhcXbia3.4 2

181 StructuralIsasisIofItheIyeterodimerIwormationIbetweenItellIShapeXueterminingIProteinsItsdbIandI
tsdcIfromIyelicobacterIpyloriYIPLoSjONEVI2016VIbbVIeabgeced 3.7 11

180 MechanisticIelucidationIguidedIbyIcovalentIinhibitorsIforItheIdevelopmentIofIantiXdiabeticIPPrR˛‡I
ligandsYIChemicaljScienceVI2016VIhVIffcdXffcj 9.4 29

179
StructuralIbasisIforImethylXdonorXdependentIandIsequenceXspecificIbindingItoItRNrIsubstratesIbyI
knottedImethyltransferaseITrmuYIProceedingsjofjthejNationaljAcademyjofjSciencesjofjthejUnitedj
StatesjofjAmericaVI2015VIbbcVIvebjhXcaf

11.5 44

178 StructureIofItsddIfromIyelicobacterIpyloriVIaIcellIshapeXdeterminingImetallopeptidaseYIActaj
CrystallographicajSectionjD:jBiologicaljCrystallographyVI2015VIhbVIghfXig 11

177
TheIkineticIcharacterizationIandIXXrayIstructureIofIaIputativeIbenzoylformateIdecarboxylaseIfromI
MYIsmegmatisIhighlightsItheIdifficultiesIinItheIfunctionalIannotationIofIThuPXdependentIenzymesYI
BiochimicajEtjBiophysicajActaj-jProteinsjandjProteomicsVI2015VIbifeVIbaabXj

4 4

176 TheItellIShapeXdeterminingItsdgIProteinIfromIyelicobacterIpyloriItonstitutesIaINewIwamilyIofI
γVuXtarboxypeptidaseYIJournaljofjBiologicaljChemistryVI2015VIcjaVIcfbadXbh 5.4 19

175 StructureIofIMycobacteriumIsmegmatisIvisIinIcomplexIwithIparomomycinYIActajCrystallographicaj
SectionjFyjStructuraljBiologyjCommunicationsVI2014VIhaVIbbhdXj 1.1 6

174
trystalIstructureIofIαyPjddIfromIyelicobacterIpyloriIαjjIshowsItwoXdomainIarchitectureIwithIaI
uUwbibeIfamilyInucleotidyltransferaseIdomainIandIaIhelicalIbundleIdomainYIProteins:jStructureyj
FunctionjandjBioinformaticsVI2014VIicVIcchfXib

4.2 3
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173 trystalIstructureIofIPhoUIfromIPseudomonasIaeruginosaVIaInegativeIregulatorIofItheIPhoIregulonYI
JournaljofjStructuraljBiologyVI2014VIbiiVIccXj 3.4 8

172 StructuralIbasisIforIovarianItumorIdomainXcontainingIproteinIbIROTUbSIbindingItoI
pjhZvalosinXcontainingIproteinIRVtPSYIJournaljofjBiologicaljChemistryVI2014VIcijVIbccgeXhe 5.4 22

171
StructuralIbasisIforItheIrecognitionIofImuramyltripeptideIbyIyelicobacterIpyloriItsdeVIaI
uVγXcarboxypeptidaseIcontrollingItheIhelicalIcellIshapeYIActajCrystallographicajSectionjD:jBiologicalj
CrystallographyVI2014VIhaVIciaaXbc

15

170
StructuralIbasisIforItheIinhibitionIofIMycobacteriumItuberculosisIγVuXtranspeptidaseIbyI
meropenemVIaIdrugIeffectiveIagainstIextensivelyIdrugXresistantIstrainsYIActajCrystallographicaj
SectionjD:jBiologicaljCrystallographyVI2013VIgjVIecaXdb

53

169 rIdockingIstudyIofIenhancedIintracellularIsurvivalIproteinIfromIMycobacteriumItuberculosisIwithI
humanIuUSPbgZMβPXhYIJournaljofjSynchrotronjRadiationVI2013VIcaVIjcjXdc 2.4 5

168 StructuralIandIfunctionalIcharacterizationIofIyPadhhVIaIthioredoxinXfoldIproteinIfromIyelicobacterI
pyloriYIActajCrystallographicajSectionjD:jBiologicaljCrystallographyVI2013VIgjVIhdfXeg 8

167
yighXresolutionIcrystalIstructureIofIStreptococcusIpyogenesI˛†XNruUIglycohydrolaseIinIcomplexI
withIitsIendogenousIinhibitorIzwSIrevealsIaIhighlyIwaterXrichIinterfaceYIJournaljofjSynchrotronj
RadiationVI2013VIcaVIjgcXh

2.4 1

166 StructuresIofIStaphylococcusIaureusIpeptideIdeformylaseIinIcomplexIwithItwoIclassesIofInewI
inhibitorsYIActajCrystallographicajSectionjD:jBiologicaljCrystallographyVI2012VIgiVIhieXjd 4

165
OverexpressionVIcrystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofIpyridoxalI
biosynthesisIlyaseIPdxSIfromIPyrococcusIhorikoshiiYIActajCrystallographicajSectionjF:jStructuralj
BiologyjCommunicationsVI2012VIgiVIeeaXc

2

164 trystalIstructureIofIpyridoxalIbiosynthesisIlyaseIPdxSIfromIPyrococcusIhorikoshiiYIMoleculesjandj
CellsVI2012VIdeVIeahXbc 3.5 5

163 yelicalIrepeatIstructureIofIapoptosisIinhibitorIfIrevealsIproteinXproteinIinteractionImodulesYI
JournaljofjBiologicaljChemistryVI2012VIcihVIbahchXdh 5.4 15

162 StructuresIofItheIribosomeXinactivatingIproteinIfromIbarleyIseedsIrevealIaIuniqueIactivationI
mechanismYIActajCrystallographicajSectionjD:jBiologicaljCrystallographyVI2012VIgiVIbeiiXfaa 8

161
MycobacteriumItuberculosisIvisIproteinIinitiatesIsuppressionIofIhostIimmuneIresponsesIbyI
acetylationIofIuUSPbgZMβPXhYIProceedingsjofjthejNationaljAcademyjofjSciencesjofjthejUnitedjStatesj
ofjAmericaVI2012VIbajVIhhcjXde

11.5 137

160 trystalIstructuresIofIPseudomonasIaeruginosaIguanidinobutyraseIandIguanidinopropionaseVI
membersIofItheIureohydrolaseIsuperfamilyYIJournaljofjStructuraljBiologyVI2011VIbhfVIdcjXdi 3.4 10

159 trystalIstructuresIofIYwqvIfromIsacillusIsubtilisIandItpssIfromIStreptococcusIpneumoniaeVIuniqueI
metalXdependentItyrosineIphosphatasesYIJournaljofjStructuraljBiologyVI2011VIbhfVIeecXfa 3.4 17

158 trystalIstructuresIofIγacuIfromIStaphylococcusIaureusIandIγacuYbIfromIStreptococcusIpyogeneskI
insightsIintoIsubstrateIspecificityIandIvirulenceIgeneIregulationYIFEBSjLettersVI2011VIfifVIdahXbc 3.8 4

157 StructuralIandIfunctionalIcharacterizationIofIyelicobacterIpyloriIusbxYIFEBSjLettersVI2011VIfifVIdigcXh 3.8 20

156 trystalIstructureIofIphosphopantetheineIadenylyltransferaseIfromIvnterococcusIfaecalisIinItheI
ligandXunboundIstateIandIinIcomplexIwithIrTPIandIpantetheineYIMoleculesjandjCellsVI2011VIdcVIedbXf 3.5 9

(2011-2014)
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155 trystalIstructureIofItheIcatalyticIdomainIofIcholesterolX˛–XglucosyltransferaseIfromIyelicobacterI
pyloriYIProteins:jStructureyjFunctionjandjBioinformaticsVI2011VIhjVIcdcbXg 4.2 12

154
trystalIstructureIofIwrwbIUsXIdomainIinIcomplexIwithIpjhZVtPINIdomainIrevealsIaIconformationalI
changeIinItheIconservedIwcisPItouchXturnImotifIofIUsXIdomainYIProteins:jStructureyjFunctionjandj
BioinformaticsVI2011VIhjVIcfidXh

4.2 22

153 rrrestIdefectiveIbIautoacetylationIisIaIcriticalIstepIinIitsIabilityItoIstimulateIcancerIcellI
proliferationYICancerjResearchVI2010VIhaVIeeccXdc 10.1 50

152 trystalIstructureIofITpabIfromISaccharomycesIcerevisiaeVIaIcomponentIofItheImessengerI
ribonucleoproteinIcomplexYINucleicjAcidsjResearchVI2010VIdiVIcajjXbba 20.1 23

151 yelicobacterIpyloriIproinflammatoryIproteinIupXregulatesINwXkappasIasIaIcellXtranslocatingISerZThrI
kinaseYIProceedingsjofjthejNationaljAcademyjofjSciencesjofjthejUnitedjStatesjofjAmericaVI2010VIbahVIcbebiXcd11.5 43

150 trystalIstructuresIofItwoIarchaealIPelotasIrevealIinterXdomainIstructuralIplasticityYIBiochemicaljandj
BiophysicaljResearchjCommunicationsVI2010VIdjjVIgaaXg 3.4 3

149 uimericIandItetramericIformsIofIenoylXacylIcarrierIproteinIreductaseIfromIsacillusIcereusYI
BiochemicaljandjBiophysicaljResearchjCommunicationsVI2010VIeaaVIfbhXcc 3.4 11

148 PeptideIdeformylaseIinhibitorsIwithIretroXamideIscaffoldkIsynthesisIandIstructureXactivityI
relationshipsYIBioorganicjandjMedicinaljChemistryjLettersVI2010VIcaVIedbhXj 2.9 12

147 StructuralIbasisIforItheIreactionImechanismIofIUuPXglucoseIpyrophosphorylaseYIMoleculesjandjCells
VI2010VIcjVIdjhXeaf 3.5 31

146
OverexpressionVIcrystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofIPseudomonasI
aeruginosaIMnmvVIaIxTPaseIinvolvedIinItRNrImodificationYIActajCrystallographicajSectionjF:j
StructuraljBiologyjCommunicationsVI2010VIggVIjafXi

145 trystalIstructureIofIThermotogaImaritimaISPOUTIsuperfamilyIRNrImethyltransferaseITmbfhaIinI
complexIwithISXadenosylXγXmethionineYIProteins:jStructureyjFunctionjandjBioinformaticsVI2009VIheVIcefXj 4.2 2

144 rTPXdependentIuNrIligaseIfromIrrchaeoglobusIfulgidusIdisplaysIaItightlyIclosedIconformationYI
ActajCrystallographicajSectionjF:jStructuraljBiologyjCommunicationsVI2009VIgfVIfeeXfa 20

143
TheIstructureIofIStaphylococcusIaureusIphosphopantetheineIadenylyltransferaseIinIcomplexIwithI
dPXphosphoadenosineIfPXphosphosulfateIrevealsIaInewIligandXbindingImodeYIActajCrystallographicaj
SectionjF:jStructuraljBiologyjCommunicationsVI2009VIgfVIjihXjb

11

142 uepletionIofInucleophosminIviaItransglutaminaseIcIcrossXlinkingIincreasesIdrugIresistanceIinI
cancerIcellsYICancerjLettersVI2009VIcheVIcabXh 9.9 23

141 trystalIstructureIofItheITNwXalphaXznducingIproteinIRTipalphaSIfromIyelicobacterIpylorikIznsightsI
intoIztsIuNrXbindingIactivityYIJournaljofjMolecularjBiologyVI2009VIdjcVIbjbXh 6.5 13

140 yuXZzPIzzzIactivityIisImodulatedIbyIcompetitiveIinhibitorsIviaIaIfeedbackIloopIinIrrabidopsisIshootI
apicalImeristemIdevelopmentYIPlantjCellVI2008VIcaVIjcaXdd 11.6 97

139 trystalIstructureIofItheImouseIpfdIcoreIdomainIinIzincXfreeIstateYIProteins:jStructureyjFunctionjandj
BioinformaticsVI2008VIhaVIciaXd 4.2 6

138 StructuralIbasisIofIoctanoicIacidIrecognitionIbyIlipoateXproteinIligaseIsYIProteins:jStructureyjFunctionj
andjBioinformaticsVI2008VIhaVIbgcaXf 4.2 6
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137
StructureIofIdXdeoxyXmannoXoctulosonateIcytidylyltransferaseIfromIyaemophilusIinfluenzaeI
complexedIwithItheIsubstrateIdXdeoxyXmannoXoctulosonateIinItheIbetaXconfigurationYIActaj
CrystallographicajSectionjD:jBiologicaljCrystallographyVI2008VIgeVIbcjcXe

5

136
trystalIstructureIofIUuPXNXacetylglucosamineIenolpyruvylItransferaseIfromIyaemophilusI
influenzaeIinIcomplexIwithIUuPXNXacetylglucosamineIandIfosfomycinYIProteins:jStructureyjFunctionj
andjBioinformaticsVI2008VIhbVIbadcXh

4.2 23

135 trystalIstructureIofIYlqwVIaIcircularlyIpermutedIxTPasekIimplicationsIforIitsIxTPaseIactivationIinIfaI
SIribosomalIsubunitIassemblyYIProteins:jStructureyjFunctionjandjBioinformaticsVI2008VIhcVIbdgdXha 4.2 21

134 tompetitiveIinhibitorsIofIyelicobacterIpyloriItypeIzzIdehydroquinasekIsynthesisVIbiologicalI
evaluationVIandINMRIstudiesYIChemMedChemVI2008VIdVIhfgXha 3.7 28

133 trystalIstructureIofIhumanInucleophosminXcoreIrevealsIplasticityIofItheIpentamerXpentamerI
interfaceYIProteins:jStructureyjFunctionjandjBioinformaticsVI2007VIgjVIghcXi 4.2 72

132
trystalIstructureIofItheIyelicobacterIpyloriIenoylXacylIcarrierIproteinIreductaseIinIcomplexIwithI
hydroxydiphenylIetherIcompoundsVItriclosanIandIdiclosanYIProteins:jStructureyjFunctionjandj
BioinformaticsVI2007VIgjVIgjbXe

4.2 20

131 TheIrecombinationXassociatedIproteinIRdgtIadoptsIaInovelItoroidalIarchitectureIforIuNrIbindingYI
NucleicjAcidsjResearchVI2007VIdfVIcghbXib 20.1 5

130 trystalIstructureIofIuXerythronateXeXphosphateIdehydrogenaseIcomplexedIwithINruYIJournaljofj
MolecularjBiologyVI2007VIdggVIbcjeXdae 6.5 15

129 StructuralIandIfunctionalIinsightsIintoIuomdeVIaIkeyIcomponentIofInoXgoImRNrIdecayYIMolecularj
CellVI2007VIchVIjdiXfa 17.6 78

128 trystalIstructureIofIcXnitropropaneIdioxygenaseIcomplexedIwithIwMNIandIsubstrateYIzdentificationI
ofItheIcatalyticIbaseYIJournaljofjBiologicaljChemistryVI2006VIcibVIbiggaXh 5.4 35

127
trystalIstructureIofIvisfatinZpreXsIcellIcolonyXenhancingIfactorIbZnicotinamideI
phosphoribosyltransferaseVIfreeIandIinIcomplexIwithItheIantiXcancerIagentIwβXiggYIJournaljofj
MolecularjBiologyVI2006VIdgcVIggXhh

6.5 87

126
SccbXbIStructureIandIRibonucleaseIrctivityIofIPelotaIkIzmplicationsIforItheINoXgoIuecayIandI
TranslationIRegulationRScXcbkIKtrystallographicIapproachItoIunderstandIbiologicalI
supramacromolecularIassembliesKVSymposiaVrbstractVMeetingIProgramIofIvrsSIOIsSαIcaagSYI
SeibutsujButsuriVI2006VIegVISbca

0

125
OverexpressionVIcrystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofI
erythronateXeXphosphateIdehydrogenaseIfromIPseudomonasIaeruginosaYIActajCrystallographicaj
SectionjF:jStructuraljBiologyjCommunicationsVI2006VIgcVIbdjXeb

2

124
vxpressionVIcrystallizationIandIpreliminaryIXXrayIcrystallographicIanalysesIofItwoINXterminalI
acetyltransferaseXrelatedIproteinsIfromIThermoplasmaIacidophilumYIActajCrystallographicajSectionj
F:jStructuraljBiologyjCommunicationsVI2006VIgcVIbbchXda

2

123
OverexpressionVIcrystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofI
phosphopantetheineIadenylyltransferaseIfromIvnterococcusIfaecalisYIActajCrystallographicaj
SectionjF:jStructuraljBiologyjCommunicationsVI2006VIgcVIbbdbXd

7

122
OverexpressionVIcrystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofIaIputativeI
transposaseIfromIThermoplasmaIacidophilumIencodedIbyItheITaaeheIgeneYIActajCrystallographicaj
SectionjF:jStructuraljBiologyjCommunicationsVI2006VIgcVIbbehXj

1

121 trystalIstructureIofIaImetalIionXboundIzScaaItransposaseYIJournaljofjBiologicaljChemistryVI2006VIcibVIecgbXg5.4 10

120
trystalIstructureIofInicotinicIacidImononucleotideIadenylyltransferaseIfromIPseudomonasI
aeruginosaIinIitsIrpoIandIsubstrateXcomplexedIformsIrevealsIaIfullyIopenIconformationYIJournaljofj
MolecularjBiologyVI2005VIdfbVIcfiXgf

6.5 21

(2005-2008)
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119 trystalIstructureIofIalphaXhordothioninIatIbYjIrngstromIresolutionYIFEBSjLettersVI2005VIfhjVIcdabXg 3.8 10

118 StructureIofIinorganicIpyrophosphataseIfromIyelicobacterIpyloriYIActajCrystallographicajSectionjD:j
BiologicaljCrystallographyVI2005VIgbVIbefjXge 8

117 vxpressionVIcrystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofIhumanIagmatinaseYI
ActajCrystallographicajSectionjF:jStructuraljBiologyjCommunicationsVI2005VIgbVIiijXjb 1

116 trystalIstructureIofIlipoateXproteinIligaseIrIboundIwithItheIactivatedIintermediatekIinsightsIintoI
interactionIwithIlipoylIdomainsYIJournaljofjBiologicaljChemistryVI2005VIciaVIdiaibXj 5.4 42

115
trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofIUuPXNXacetylglucosamineI
enolpyruvylItransferaseIfromIyaemophilusIinfluenzaeIinIcomplexIwithIUuPXNXacetylglucosamineI
andIfosfomycinYIMoleculesjandjCellsVI2005VIbjVIdjiXeab

3.5 1

114 trystalIstructureIofIagmatinaseIrevealsIstructuralIconservationIandIinhibitionImechanismIofItheI
ureohydrolaseIsuperfamilyYIJournaljofjBiologicaljChemistryVI2004VIchjVIfafafXbd 5.4 37

113
trystalIstructureIofITXproteinIofItheIglycineIcleavageIsystemYItofactorIbindingVIinsightsIintoI
yXproteinIrecognitionVIandImolecularIbasisIforIunderstandingInonketoticIhyperglycinemiaYIJournalj
ofjBiologicaljChemistryVI2004VIchjVIfafbeXcd

5.4 26

112 MutationalIanalysesIofItheIthermostableINruUXdependentIuNrIligaseIfromThermusIfiliformisYI
FEMSjMicrobiologyjLettersVI2004VIcdhVIbbbXbbi 2.9 20

111 RingXshapedIarchitectureIofIRecRkIimplicationsIforIitsIroleIinIhomologousIrecombinationalIuNrI
repairYIEMBOjJournalVI2004VIcdVIcacjXdi 13 94

110
trystalIstructureIofItheITMbeecIproteinIfromIThermotogaImaritimaVIaIhomologIofItheIsacillusI
subtilisIgeneralIstressIresponseIantiXantiXsigmaIfactorIRsbVYIProteins:jStructureyjFunctionjandj
BioinformaticsVI2004VIfgVIbhgXj

4.2 10

109 trystalIstructureIofIpeptideIdeformylaseIfromIStaphylococcusIaureusIinIcomplexIwithIactinoninVIaI
naturallyIoccurringIantibacterialIagentYIProteins:jStructureyjFunctionjandjBioinformaticsVI2004VIfhVIgdjXec4.2 18

108
trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofItheIRecRIproteinIfromI
ueinococcusIradioduransVIaImemberIofItheIRecwORIuNrXrepairIpathwayYIActajCrystallographicaj
SectionjD:jBiologicaljCrystallographyVI2004VIgaVIdhjXib

4

107
trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofInicotinicIacidImononucleotideI
adenylyltransferaseIfromIPseudomonasIaeruginosaYIActajCrystallographicajSectionjD:jBiologicalj
CrystallographyVI2004VIgaVIjeiXj

5

106
trystallizationIandIpreliminaryIXXrayIcrystallographicIstudyIofIUuPXglucoseIpyrophosphorylaseI
RUxPaseSIfromIyelicobacterIpyloriYIActajCrystallographicajSectionjD:jBiologicaljCrystallographyVI2004
VIgaVIbeehXj

8

105 trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofIaIputativeIagmatinaseIfromI
ueinococcusIradioduransYIActajCrystallographicajSectionjD:jBiologicaljCrystallographyVI2004VIgaVIbijaXc 2

104 trystalIstructureIofIbetaXuXxylosidaseIfromIThermoanaerobacteriumIsaccharolyticumVIaIfamilyIdjI
glycosideIhydrolaseYIJournaljofjMolecularjBiologyVI2004VIddfVIbffXgf 6.5 59

103 trystalIstructureIofIchorismateIsynthasekIaInovelIwMNXbindingIproteinIfoldIandIfunctionalIinsightsYI
JournaljofjMolecularjBiologyVI2004VIddgVIjadXbf 6.5 25

102 trystalIstructureIofItheIschiffIbaseIintermediateIpriorItoIdecarboxylationIinItheIcatalyticIcycleIofI
aspartateIalphaXdecarboxylaseYIJournaljofjMolecularjBiologyVI2004VIdeaVIbXh 6.5 26
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101 MutationalIanalysesIofItheIthermostableINruUXdependentIuNrIligaseIfromIThermusIfiliformisYI
FEMSjMicrobiologyjLettersVI2004VIcdhVIbbbXi 2.9 6

100 trystalIstructureIofItRNrRmbxdhSmethyltransferasekIinsightsIintoItRNrIrecognitionYIEMBOjJournalVI
2003VIccVIcfjdXgad 13 111

99 TheITsIstructuralIgenomicsIconsortiumkIaIresourceIforIMycobacteriumItuberculosisIbiologyYI
TuberculosisVI2003VIidVIccdXej 2.6 86

98
trystallizationIandIpreliminaryIXXrayIcrystallographicIstudiesIofIdXdeoxyXmannoXoctulosonateI
cytidylyltransferaseIfromIyaemophilusIinfluenzaeYIActajCrystallographicajSectionjD:jBiologicalj
CrystallographyVI2003VIfjVIbiaXc

2

97 trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofItRNrRmbxdhSmethyltransferaseI
fromIyaemophilusIinfluenzaeYIActajCrystallographicajSectionjD:jBiologicaljCrystallographyVI2003VIfjVIbidXe 1

96
trystallizationIandIpreliminaryIXXrayIanalysisIofItheIMjagieIgeneIproductVIaIputativeIaspartateI
aminotransferaseVIfromIMethanococcusIjannaschiiYIActajCrystallographicajSectionjD:jBiologicalj
CrystallographyVI2003VIfjVIfgdXf

1

95 trystallizationIandIpreliminaryIXXrayIcrystallographicIstudiesIofIchorismateIsynthaseIfromI
yelicobacterIpyloriYIActajCrystallographicajSectionjD:jBiologicaljCrystallographyVI2003VIfjVIfgjXhb 4

94
trystallizationIandIpreliminaryIXXrayIcrystallographicIstudiesIofIphosphopantetheineI
adenylyltransferaseIfromIyelicobacterIpyloriYIActajCrystallographicajSectionjD:jBiologicalj
CrystallographyVI2003VIfjVIfgbXc

6

93 trystalIstructureIofItheItypeIzzIdXdehydroquinaseIfromIyelicobacterIpyloriYIProteins:jStructureyj
FunctionjandjBioinformaticsVI2003VIfbVIgbgXh 4.2 12

92 trystalIstructureIofIUuPXNXacetylglucosamineIacyltransferaseIfromIyelicobacterIpyloriYIProteins:j
StructureyjFunctionjandjBioinformaticsVI2003VIfdVIhhcXe 4.2 23

91 trystalIstructureIofIclassIzIacetohydroxyIacidIisomeroreductaseIfromIPseudomonasIaeruginosaYI
JournaljofjMolecularjBiologyVI2003VIdciVIfafXbf 6.5 36

90
uirectedIevolutionIapproachItoIaIstructuralIgenomicsIprojectkIRvcaacIfromIMycobacteriumI
tuberculosisYIProceedingsjofjthejNationaljAcademyjofjSciencesjofjthejUnitedjStatesjofjAmericaVI2003VI
baaVIeffXga

11.5 48

89
trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofItheIRvcaacIgeneIproductIfromI
MycobacteriumItuberculosisVIaIbetaXketoacylIcarrierIproteinIreductaseIhomologueYIActaj
CrystallographicajSectionjD:jBiologicaljCrystallographyVI2002VIfiVIdadXf

13

88
trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofIbetaXxylosidaseIfromI
ThermoanaerobacteriumIsaccharolyticumVIaIthermophilicIanaerobeYIActajCrystallographicajSectionj
D:jBiologicaljCrystallographyVI2002VIfiVIfdbXc

1

87 trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofIaspartateIbXdecarboxylaseIfromI
yelicobacterIpyloriYIActajCrystallographicajSectionjD:jBiologicaljCrystallographyVI2002VIfiVIigbXd 3

86
trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofIUuPXNXacetylglucosamineI
acyltransferaseIfromIyelicobacterIpyloriYIActajCrystallographicajSectionjD:jBiologicalj
CrystallographyVI2002VIfiVIigeXg

3

85
trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofIenoylXacylIcarrierIproteinI
reductaseIfromIyelicobacterIpyloriYIActajCrystallographicajSectionjD:jBiologicaljCrystallographyVI
2002VIfiVIbahbXd

3

84 trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofIpeptideIdeformylaseIfromI
PseudomonasIaeruginosaYIActajCrystallographicajSectionjD:jBiologicaljCrystallographyVI2002VIfiVIbiheXf 4

(2002-2004)
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83
trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofIacetohydroxyIacidI
isomeroreductaseIfromIPseudomonasIaeruginosaYIActajCrystallographicajSectionjD:jBiologicalj
CrystallographyVI2002VIfiVIcbefXg

3

82 trystalIstructureIofIhumanInucleosideIdiphosphateIkinaseIrVIaImetastasisIsuppressorYIProteins:j
StructureyjFunctionjandjBioinformaticsVI2002VIegVIdeaXc 4.2 24

81 rlphaXsynucleinIregulatesIneuronalIsurvivalIviaIsclXcIfamilyIexpressionIandIPzdZrktIkinaseIpathwayYI
FASEBjJournalVI2002VIbgVIbicgXi 0.9 169

80 TheITsIstructuralIgenomicsIconsortiumkIprovidingIaIstructuralIfoundationIforIdrugIdiscoveryYI
CurrentjDrugjTargetsjInfectiousjDisordersVI2002VIcVIbcbXeb 60

79
trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofItheITMbeecIgeneIproductIfromI
ThermotogaImaritimaVIaIhomologueIofIsacillusIsubtilisIantiXantiXsigmaIfactorsYIActaj
CrystallographicajSectionjD:jBiologicaljCrystallographyVI2001VIfhVIchgXi

4

78 trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofItypeIzzIdehydroquinaseIfromI
yelicobacterIpyloriYIActajCrystallographicajSectionjD:jBiologicaljCrystallographyVI2001VIfhVIchjXia 2

77 trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofIRNaseIyzzzIfromIsacillusIsubtilisYI
ActajCrystallographicajSectionjD:jBiologicaljCrystallographyVI2001VIfhVIediXea 2

76 trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofItheIsurvIproteinIfromIThermotogaI
maritimaYIActajCrystallographicajSectionjD:jBiologicaljCrystallographyVI2001VIfhVIgbcXd 2

75
trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofIdeoxyuridineItriphosphateI
nucleotidohydrolaseIfromISaccharomycesIcerevisiaeYIActajCrystallographicajSectionjD:jBiologicalj
CrystallographyVI2001VIfhVIbbehXj

0

74
trystallizationIandIpreliminaryIXXrayIstudiesIofITrpbdiPheZValbifThrIxyloseIisomerasesIfromI
ThermotogaIneapolitanaIandIThermoanaerobacteriumIthermosulfurigenesYIActajCrystallographicaj
SectionjD:jBiologicaljCrystallographyVI2001VIfhVIbgigXi

4

73 yydrolysisIofIplasmidIuNrIcatalyzedIbyItoRzzzSIcomplexIofIcyclenIattachedItoIpolystyreneYI
BioorganicjandjMedicinaljChemistryjLettersVI2001VIbbVIceabXe 2.9 23

72 trystalIstructureIandIfunctionalIanalysisIofItheISurvIproteinIidentifyIaInovelIphosphataseIfamilyYI
NaturejStructuraljBiologyVI2001VIiVIhijXje 177

71
trystalIstructureIofItheIMαaejaIgeneIproductIofItheIhyperthermophilicIarchaebacteriumI
MethanococcusIjannaschiiVIaInovelImemberIofItheIlactateZmalateIfamilyIofIdehydrogenasesYI
JournaljofjMolecularjBiologyVI2001VIdahVIbdfbXgc

6.5 29

70 StructuralIbasisIofInonXspecificIlipidIbindingIinImaizeIlipidXtransferIproteinIcomplexesIrevealedIbyI
highXresolutionIXXrayIcrystallographyYIJournaljofjMolecularjBiologyVI2001VIdaiVIcgdXhi 6.5 145

69 trystallizationIandIpreliminaryIxXrayIcrystallographicIanalysisIofINruUXdependentIuNrIligaseIfromI
ThermusIfiliformisYIActajCrystallographicajSectionjD:jBiologicaljCrystallographyVI2000VIfgVIdfhXi 2

68 trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofIhumanInucleosideIdiphosphateI
kinaseIrYIActajCrystallographicajSectionjD:jBiologicaljCrystallographyVI2000VIfgVIfaeXfaf 3

67
OverexpressionVIcrystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofIdihydrofolateI
reductaseIfromIbacteriophageITeYIActajCrystallographicajSectionjD:jBiologicaljCrystallographyVI2000VI
fgVIhhfXh

66
trystallizationIandIpreliminaryIXXrayIdiffractionIanalysisIofISaccharomycesIcerevisiaeIYgrcadpVIaI
homologueIofIrcrcIarsenateIreductaseYIActajCrystallographicajSectionjD:jBiologicaljCrystallographyVI
2000VIfgVIhhiXia

2
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65 trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofIvscherichiaIcoliItyaYVIaIstructuralI
homologueIofIhumanIfrataxinYIActajCrystallographicajSectionjD:jBiologicaljCrystallographyVI2000VIfgVIjcaXb 6

64
NucleosideIdiphosphateIkinaseIfromItheIhyperthermophilicIarchaeonIMethanococcusIjannaschiikI
overexpressionVIcrystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisYIActaj
CrystallographicajSectionjD:jBiologicaljCrystallographyVI2000VIfgVIbeifXh

3

63
γactateIdehydrogenaseIfromItheIhyperthermophilicIarchaeonIMethanococcusIjannaschiikI
overexpressionVIcrystallizationIandIpreliminaryIXXrayIanalysisYIActajCrystallographicajSectionjD:j
BiologicaljCrystallographyVI2000VIfgVIibXd

2

62 trystallizationIandIpreliminaryIcrystallographicIstudiesIofIribosomeIrecyclingIfactorIfromI
vscherichiaIcoliYIActajCrystallographicajSectionjD:jBiologicaljCrystallographyVI2000VIfgVIieXf 2

61 trystalIstructureIofItheIribosomeIrecyclingIfactorIfromIvscherichiaIcoliYIEMBOjJournalVI2000VIbjVIcdgcXha13 80

60 trystalIstructureIofINruRUSXdependentIuNrIligasekImodularIarchitectureIandIfunctionalI
implicationsYIEMBOjJournalVI2000VIbjVIbbbjXcj 13 154

59
trystalIstructureIofIvscherichiaIcoliItyaYIproteinIrevealsIaIpreviouslyIunidentifiedIfoldIforItheI
evolutionarilyIconservedIfrataxinIfamilyYIProceedingsjofjthejNationaljAcademyjofjSciencesjofjthej
UnitedjStatesjofjAmericaVI2000VIjhVIijdcXh

11.5 104

58 ysVIpolymeraseIinteractsIindependentlyIwithINXterminalIandItXterminalIfragmentsIofIyspjabetaYI
BiochemicaljandjBiophysicaljResearchjCommunicationsVI2000VIcheVIcadXbb 3.4 13

57 tomputationalIstudiesIofIessentialIdynamicsIofIPseudomonasIcepaciaIlipaseYIJournaljofj
BiomolecularjStructurejandjDynamicsVI2000VIbiVIcjhXdaj 3.6 12

56 SolutionIstructureIofIaIlipidItransferIproteinIextractedIfromIriceIseedsYItomparisonIwithI
homologousIproteinsYIFEBSjJournalVI1999VIcfjVIgjcXhai 50

55
rIthermostableIxyloseIisomeraseIfromIThermusIcaldophiluskIbiochemicalIcharacterizationVI
crystallizationIandIpreliminaryIXXrayIanalysisYIActajCrystallographicajSectionjD:jBiologicalj
CrystallographyVI1999VIffVIcjeXg

3

54 trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofIdeoxycytidylateIhydroxymethylaseI
fromIbacteriophageITeYIActajCrystallographicajSectionjD:jBiologicaljCrystallographyVI1999VIffVIbagbXd 1

53 trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofItheIproteaseIinhibitorIecotinIinI
complexIwithIchymotrypsinYIActajCrystallographicajSectionjD:jBiologicaljCrystallographyVI1999VIffVIbajbXc 1

52
trystallizationIandIpreliminaryIXXrayIanalysisIofISaccharomycesIcerevisiaeIYpdbpVIaIkeyI
intermediateIinIphosphorelayIsignalItransductionYIActajCrystallographicajSectionjD:jBiologicalj
CrystallographyVI1999VIffVIbcbjXcb

2

51
trystallizationIandIpreliminaryIXXrayIanalysisIofIaIcomplexIbetweenItheIsowmanXsirkItrypsinI
inhibitorIfromIbarleyIandIporcineIpancreaticItrypsinYIActajCrystallographicajSectionjD:jBiologicalj
CrystallographyVI1999VIffVIbceeXg

1

50 trystalIstructureIofIdeoxycytidylateIhydroxymethylaseIfromIbacteriophageITeVIaIcomponentIofItheI
deoxyribonucleosideItriphosphateXsynthesizingIcomplexYIEMBOjJournalVI1999VIbiVIbbaeXbd 13 26

49
trystalIstructuresIofIthermostableIxyloseIisomerasesIfromIThermusIcaldophilusIandIThermusI
thermophiluskIpossibleIstructuralIdeterminantsIofIthermostabilityYIJournaljofjMolecularjBiologyVI
1999VIciiVIgcdXde

6.5 46

48 znsightsIintoIeukaryoticImultistepIphosphorelayIsignalItransductionIrevealedIbyItheIcrystalI
structureIofIYpdbpIfromISaccharomycesIcerevisiaeYIJournaljofjMolecularjBiologyVI1999VIcjdVIhfdXgb 6.5 48

(1999-2000)
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47 trystalIstructureIofIaIbgIkuaIdoubleXheadedIsowmanXsirkItrypsinIinhibitorIfromIbarleyIseedsIatIbYjI
rIresolutionYIJournaljofjMolecularjBiologyVI1999VIcjdVIbbddXee 6.5 50

46 tomparisonIofIsolutionIandIcrystalIstructuresIofImaizeInonspecificIlipidItransferIproteinkIaImodelI
forIaIpotentialIinIvivoIlipidIcarrierIproteinYIProteins:jStructureyjFunctionjandjBioinformaticsVI1998VIdbVIbgaXhb4.2 34

45 PreliminaryIXXrayIcrystallographicIanalysisIofIsowmanXsirkItrypsinIinhibitorIfromIbarleyIseedsYIActaj
CrystallographicajSectionjD:jBiologicaljCrystallographyVI1998VIfeVIeebXd 3

44
βunitzXtypeIsoybeanItrypsinIinhibitorIrevisitedkIrefinedIstructureIofIitsIcomplexIwithIporcineI
trypsinIrevealsIanIinsightIintoItheIinteractionIbetweenIaIhomologousIinhibitorIfromIvrythrinaI
caffraIandItissueXtypeIplasminogenIactivatorYIJournaljofjMolecularjBiologyVI1998VIchfVIdehXgd

6.5 204

43 RiceInonXspecificIlipidItransferIproteinkItheIbYgIrIcrystalIstructureIinItheIunligandedIstateIrevealsIaI
smallIhydrophobicIcavityYIJournaljofjMolecularjBiologyVI1998VIchgVIedhXei 6.5 117

42 TheIcrystalIstructureIofIaItriacylglycerolIlipaseIfromIPseudomonasIcepaciaIrevealsIaIhighlyIopenI
conformationIinItheIabsenceIofIaIboundIinhibitorYIStructureVI1997VIfVIbhdXif 5.2 275

41 trystalIstructureIofIcarboxylesteraseIfromIPseudomonasIfluorescensVIanIalphaZbetaIhydrolaseIwithI
broadIsubstrateIspecificityYIStructureVI1997VIfVIbfhbXie 5.2 93

40 MutationalIanalysisIforItheIroleIofItXterminalIregionIofIecotinVIaIdimericIinhibitorIofIpancreaticI
serineIproteasesYIIUBMBjLifeVI1997VIecVIhjjXiah 4.7

39 tloningIandIexpressionIofItheIgeneIforIxyloseIisomeraseIfromIThermusIflavusIrTgcIinIvscherichiaI
coliYIAppliedjBiochemistryjandjBiotechnologyVI1997VIgcVIbfXch 3.2 9

38 MolecularIsymmetryIofItheItlpPIcomponentIofItheIrTPXdependentItlpIproteaseVIanIvscherichiaIcoliI
homologIofIcaISIproteasomeYIJournaljofjMolecularjBiologyVI1996VIcgcVIhbXg 6.5 17

37 trystalIstructureIofIsacillusIlicheniformisI˛–XrmylaseIatIbYhresolutionYIProgressjinjBiotechnologyVI
1996VIbcVIbgdXbha 1

36 ueterminationIofItheIthreeXdimensionalIstructureIofIhordothioninXalphaIbyInuclearImagneticI
resonanceYIBiochemicaljJournalVI1996VIdbdIRIPtIdSVIiifXjc 3.8 17

35 RefinedIstructureIofItheIchitinaseIfromIbarleyIseedsIatIcYaIaIresolutionYIActajCrystallographicaj
SectionjD:jBiologicaljCrystallographyVI1996VIfcVIcijXji 24

34 zsolationIofIaIrootXspecificIcuNrIencodingIaInsXγTPXlikeIproteinIfromItheIrootsIofIbeanIRPhaseolusI
vulgarisIγYSIseedlingsYIPlantjMolecularjBiologyVI1996VIdaVIbafjXgg 4.6 16

33 trystalIstructureIanalysesIofIuncomplexedIecotinIinItwoIcrystalIformskIimplicationsIforIitsIfunctionI
andIstabilityYIProteinjScienceVI1996VIfVIccdgXeh 6.3 25

32 trystallizationVImolecularIreplacementIsolutionVIandIrefinementIofItetramericIbetaXamylaseIfromI
sweetIpotatoYIProteins:jStructureyjFunctionjandjBioinformaticsVI1995VIcbVIbafXbh 4.2 50

31 trystalIstructureIofIThermusIaquaticusIuNrIpolymeraseYINatureVI1995VIdhgVIgbcXg 50.4 332

30 trystalIstructureIofIanIuncleavedIalphaIbXantitrypsinIrevealsItheIconformationIofIitsIinhibitoryI
reactiveIloopYIFEBSjLettersVI1995VIdhhVIbfaXe 3.8 44
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29 trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofIuNrIpolymeraseIfromIThermusI
aquaticusYIActajCrystallographicajSectionjD:jBiologicaljCrystallographyVI1995VIfbVIbaigXi 1

28 yighXresolutionIcrystalIstructureIofItheInonXspecificIlipidXtransferIproteinIfromImaizeIseedlingsYI
StructureVI1995VIdVIbijXjj 5.2 212

27 trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofIphospholipidItransferIproteinIfromI
maizeIseedlingsYIProteins:jStructureyjFunctionjandjBioinformaticsVI1994VIbjVIiaXd 4.2 3

26 trystallizationIandIpreliminaryIXXrayIcrystallographicIstudyIofIribosomeXinactivatingIproteinIfromI
barleyIseedsYIActajCrystallographicajSectionjD:jBiologicaljCrystallographyVI1994VIfaVIjbaXc 1

25 trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofIcarboxylesteraseIfromI
pseudomonasIfluorescensYIArchivesjofjBiochemistryjandjBiophysicsVI1993VIdacVIebhXj 4.1 4

24 trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofIalphaXamylaseIfromIsacillusI
subtilisYIJournaljofjMolecularjBiologyVI1993VIccjVIcdfXi 6.5 3

23 trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofIprobableIamylaseZproteaseI
inhibitorXsIfromIriceIseedsYIJournaljofjMolecularjBiologyVI1993VIccjVIcffXh 6.5 5

22 trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofItheIproteaseIinhibitorIecotinYI
JournaljofjMolecularjBiologyVI1993VIccjVIbbfhXi 6.5 7

21 trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofIarylesteraseIfromIPseudomonasI
fluorescensYIProteins:jStructureyjFunctionjandjBioinformaticsVI1993VIbfVIcbdXf 4.2 7

20 trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofIchitinaseIfromIbarleyIseedsYI
Proteins:jStructureyjFunctionjandjBioinformaticsVI1993VIbhVIbahXj 4.2 3

19 yydrolysisIofItheIzcirIproteinVIanIinhibitorIofIuNrIreplicationIinitiationVIbyIproteaseIuoIinI
vscherichiaIcoliYIFEBSjLettersVI1993VIdchVIbhXca 3.8 8

18 trystallizationIandIpreliminaryIXXrayIcrystallographicIanalysisIofIlipaseIfromIPseudomonasIcepaciaYI
JournaljofjMolecularjBiologyVI1992VIcchVIbcfiXgc 6.5 26

17 RamanIspectroscopyIofIsulphurXcontainingIaminoIacidsIandItheirIderivativesIadsorbedIonIsilverYI
JournaljofjRamanjSpectroscopyVI1991VIccVIjbXjg 2.3 67

16 trystallizationIandIaIpreliminaryIXXrayIcrystallographicIstudyIofIalphaXamylaseIfromIsacillusI
licheniformisYIArchivesjofjBiochemistryjandjBiophysicsVI1991VIcjbVIcffXh 4.1 15

15 MolecularIcloningIofItheIecotinIgeneIinIvscherichiaIcoliYIFEBSjLettersVI1991VIcihVIfdXg 3.8 9

14 SurfaceXenhancedIRamanIscatteringIofIcytosineIandIitsIderivativesIinIsilverIsolYIJournaljofjRamanj
SpectroscopyVI1990VIcbVIcdhXceb 2.3 13

13 PurothioninIfromIwheatIendospermIreversiblyIblocksImyogenicIdifferentiationIofIchickIembryonicI
muscleIcellsIinIcultureYIExperimentaljCelljResearchVI1989VIbidVIfabXh 4.2 9

12 SurfaceXenhancedIRamanIscatteringIofInucleicIacidIcomponentsIinIsilverIsolkIUracilIandIitsI
derivativesYIJournaljofjRamanjSpectroscopyVI1988VIbjVIcgbXcgf 2.3 20

(1988-1995)
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11 RamanIspectroscopyIofIγXtryptophanXcontainingIpeptidesIadsorbedIonIaIsilverIsurfaceYIJournaljofj
RamanjSpectroscopyVI1988VIbjVIejbXejf 2.3 57

10 rminoIacidIsequenceIofIaIprobableIamylaseZproteaseIinhibitorIfromIriceIseedsYIArchivesjofj
BiochemistryjandjBiophysicsVI1988VIcgfVIeggXhf 4.1 45

9 TertiaryIstructureIofIplantIRusistOkIdomainsIandItheirIcontactsYIScienceVI1988VIcebVIhbXe 33.3 142

8 rIcrystalIformIofIribuloseXbVfXbisphosphateIcarboxylaseZoxygenaseIfromINicotianaItabacumIinItheI
activatedIstateYIJournaljofjMolecularjBiologyVI1987VIbjhVIdgdXf 6.5 17

7 SurfaceXenhancedIRamanIscatteringIRSvRSSIofIaromaticIaminoIacidsIandItheirIglycylIdipeptidesIinI
silverIsolYIJournaljofjRamanjSpectroscopyVI1987VIbiVIbhbXbhf 2.3 103

6 SurfaceXenhancedIRamanIscatteringIRSvRSSIofInucleicIacidIcomponentsIinIsilverIsolkIxuanineIseriesYI
JournaljofjRamanjSpectroscopyVI1987VIbiVIcfdXcfi 2.3 31

5 SlidingXlayerIconformationalIchangeIlimitedIbyItheIquaternaryIstructureIofIplantIRusistOYINatureVI
1987VIdcjVIdfeXg 50.4 83

4 rIRamanIspectroscopicIstudyIonIfpXrxMPIgelIandIselfXaggregateYIBiopolymersVI1986VIcfVIhfdXhgc 2.2 7

3 SurfaceXenhancedIRamanIscatteringIRSvRSSIofInucleicIacidIcomponentsIinIsilverIsolkIrdenineIseriesYI
JournaljofjRamanjSpectroscopyVI1986VIbhVIdibXdig 2.3 71

2 PreliminaryIXXrayIcrystallographicIandIRamanIstudiesIonIgramicidinISYcytlYIArchivesjofjBiochemistryj
andjBiophysicsVI1985VIcedVIfgdXj 4.1 7

1 StructureIofIribuloseXbVfXbisphosphateIcarboxylaseXoxygenasekIwormIzzzIcrystalsYIProceedingsjofjthej
NationaljAcademyjofjSciencesjofjthejUnitedjStatesjofjAmericaVI1977VIheVIbadhXeb 11.5 52
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