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m Paper IF Citations

170 wnitialGsequencingGandGanalysisGofGtheGhumanGgenomeUGNatureSG2001SGbWgSGfdWTgYX 50.4 17366

169 onGintegratedGencyclopediaGofGrNoGelementsGinGtheGhumanGgenomeUGNatureSG2012SGbfgSGceTeb 50.4 11449

168 wnitialGsequencingGandGcomparativeGanalysisGofGtheGmouseGgenomeUGNatureSG2002SGbYWSGcYWTdY 50.4 5376

167 SqOPhGaGstructuralGclassificationGofGproteinsGdatabaseGforGtheGinvestigationGofGsequencesGandG
structuresUGJournaliofiMoleculariBiologySG1995SGYbeSGcadTbW 6.5 5115

166 wdentificationGandGanalysisGofGfunctionalGelementsGinGXLGofGtheGhumanGgenomeGbyGtheGsNqOrsGpilotG
projectUGNatureSG2007SGbbeSGeggTfXd 50.4 4121

165 zandscapeGofGtranscriptionGinGhumanGcellsUGNatureSG2012SGbfgSGXWXTf 50.4 3544

164 tinishingGtheGeuchromaticGsequenceGofGtheGhumanGgenomeUGNatureSG2004SGbaXSGgaXTbc 50.4 3444

163 TheGusNqOrsGveGcatalogGofGhumanGlongGnoncodingGRNoshGanalysisGofGtheirGgeneGstructureSG
evolutionSGandGexpressionUGGenomeiResearchSG2012SGYYSGXeecTfg 9.7 3408

162 usNqOrshGtheGreferenceGhumanGgenomeGannotationGforGTheGsNqOrsGProjectUGGenomeiResearchSG
2012SGYYSGXedWTeb 9.7 3142

161 SqOPhGoGstructuralGclassificationGofGproteinsGdatabaseGforGtheGinvestigationGofGsequencesGandG
structuresUGJournaliofiMoleculariBiologySG1995SGYbeSGcadTcbW 6.5 2645

160 TheGzebrafishGreferenceGgenomeGsequenceGandGitsGrelationshipGtoGtheGhumanGgenomeUGNatureSG2013SG
bgdSGbgfTcWa 50.4 2550

159 oGcensusGofGhumanGcancerGgenesUGNatureiReviewsiCancerSG2004SGbSGXeeTfa 31.3 2424

158 TheGsNqOrsGOsNqyclopediaGOfGrNoGslementsPGProjectUGScienceSG2004SGaWdSGdadTbW 33.3 1692

157 wnternationalGnetworkGofGcancerGgenomeGprojectsUGNatureSG2010SGbdbSGggaTf 50.4 1613

156 usNqOrsGreferenceGannotationGforGtheGhumanGandGmouseGgenomesUGNucleiciAcidsiResearchSG2019SG
beSGreddTreea 20.1 1140

155 snsemblGYWXbUGNucleiciAcidsiResearchSG2014SGbYSGrebgTcc 20.1 1087

154 TheGsnsemblGgenomeGdatabaseGprojectUGNucleiciAcidsiResearchSG2002SGaWSGafTbX 20.1 1084
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153 oGuserNsGguideGtoGtheGencyclopediaGofGrNoGelementsGOsNqOrsPUGPLoSiBiologySG2011SGgSGeXWWXWbd 9.7 1060

152 TheGrNoGsequenceGofGhumanGchromosomeGYYUGNatureSG1999SGbWYSGbfgTgc 50.4 917

151 TheGrNoGsequenceGofGtheGhumanGXGchromosomeUGNatureSG2005SGbabSGaYcTae 50.4 822

150 snsemblGYWXYUGNucleiciAcidsiResearchSG2012SGbWSGrfbTgW 20.1 798

149 TheGUyXWyGprojectGidentifiesGrareGvariantsGinGhealthGandGdiseaseUGNatureSG2015SGcYdSGfYTgW 50.4 776

148 rataGgrowthGandGitsGimpactGonGtheGSqOPGdatabasehGnewGdevelopmentsUGNucleiciAcidsiResearchSG2008
SGadSGrbXgTYc 20.1 768

147 SqOPGdatabaseGinGYWWbhGrefinementsGintegrateGstructureGandGsequenceGfamilyGdataUGNucleiciAcidsi
ResearchSG2004SGaYSGrYYdTg 20.1 733

146 snsemblGYWWgUGNucleiciAcidsiResearchSG2009SGaeSGrdgWTe 20.1 692

145 snsemblGYWWeUGNucleiciAcidsiResearchSG2007SGacSGrdXWTe 20.1 669

144 snsemblGYWXXUGNucleiciAcidsiResearchSG2011SGagSGrfWWTd 20.1 590

143 oGpayesianGdeconvolutionGstrategyGforGimmunoprecipitationTbasedGrNoGmethylomeGanalysisUG
NatureiBiotechnologySG2008SGYdSGeegTfc 44.5 533

142 refiningGfunctionalGrNoGelementsGinGtheGhumanGgenomeUGProceedingsiofitheiNationaliAcademyiofi
SciencesiofitheiUnitediStatesiofiAmericaSG2014SGXXXSGdXaXTf 11.5 490

141 ossessmentGofGtranscriptGreconstructionGmethodsGforGRNoTseqUGNatureiMethodsSG2013SGXWSGXXeeTfb 21.6 477

140 SqOPhGaGstructuralGclassificationGofGproteinsGdatabaseUGNucleiciAcidsiResearchSG2000SGYfSGYceTg 20.1 468

139 SequenceGcomparisonsGusingGmultipleGsequencesGdetectGthreeGtimesGasGmanyGremoteGhomologuesG
asGpairwiseGmethodsUGJournaliofiMoleculariBiologySG1998SGYfbSGXYWXTXW 6.5 449

138
ossessingGsequenceGcomparisonGmethodsGwithGreliableGstructurallyGidentifiedGdistantGevolutionaryG
relationshipsUGProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaSG1998SG
gcSGdWeaTf

11.5 438

137 usNqOrshGproducingGaGreferenceGannotationGforGsNqOrsUGGenomeiBiologySG2006SGeGSupplGXSGSbUXTg 18.3 434

136 UsingGneuralGnetworksGforGpredictionGofGtheGsubcellularGlocationGofGproteinsUGNucleiciAcidsiResearchSG
1998SGYdSGYYaWTd 20.1 429

(1998-2011)
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135 TheGconsensusGcodingGsequenceGOqqrSPGprojecthGwdentifyingGaGcommonGproteinTcodingGgeneGsetGforG
theGhumanGandGmouseGgenomesUGGenomeiResearchSG2009SGXgSGXaXdTYa 9.7 415

134 snsemblGYWWfUGNucleiciAcidsiResearchSG2008SGadSGreWeTXb 20.1 408

133 SystematicGevaluationGofGsplicedGalignmentGprogramsGforGRNoTseqGdataUGNatureiMethodsSG2013SGXWSGXXfcTgX21.6 371

132 svaluationGofGuRqhafGandGdeGnovoGhaploidGgenomeGassembliesGdemonstratesGtheGenduringGqualityG
ofGtheGreferenceGassemblyUGGenomeiResearchSG2017SGYeSGfbgTfdb 9.7 365

131 snsemblGYWWcUGNucleiciAcidsiResearchSG2005SGaaSGrbbeTca 20.1 363

130 TheGsolutionGstructureGofGtheGSXGRNoGbindingGdomainhGaGmemberGofGanGancientGnucleicGacidTbindingG
foldUGCellSG1997SGffSGYacTbY 56.2 350

129 SqOPGdatabaseGinGYWWYhGrefinementsGaccommodateGstructuralGgenomicsUGNucleiciAcidsiResearchSG
2002SGaWSGYdbTe 20.1 348

128 snsemblGYWWdUGNucleiciAcidsiResearchSG2006SGabSGrccdTdX 20.1 324

127 occurateGandGsensitiveGpeptideGidentificationGwithG–ascotGPercolatorUGJournaliofiProteomeiResearchSG
2009SGfSGaXedTfX 5.6 323

126 onGoverviewGofGsnsemblUGGenomeiResearchSG2004SGXbSGgYcTf 9.7 316

125 onGintegratedGresourceGforGgenomeTwideGidentificationGandGanalysisGofGhumanGtissueTspecificG
differentiallyGmethylatedGregionsGOtr–RsPUGGenomeiResearchSG2008SGXfSGXcXfTYg 9.7 304

124 –odernizingGreferenceGgenomeGassembliesUGPLoSiBiologySG2011SGgSGeXWWXWgX 9.7 294

123 oGphysicalGmapGofGtheGmouseGgenomeUGNatureSG2002SGbXfSGebaTcW 50.4 282

122 TheGrNoGsequenceGandGanalysisGofGhumanGchromosomeGdUGNatureSG2003SGbYcSGfWcTXX 50.4 243

121 snsemblNsGXWthGyearUGNucleiciAcidsiResearchSG2010SGafSGrcceTdY 20.1 240

120 TheGusNqOrsGpseudogeneGresourceUGGenomeiBiologySG2012SGXaSGRcX 18.3 232

119 SqOPhGaGstructuralGclassificationGofGproteinsGdatabaseUGNucleiciAcidsiResearchSG1997SGYcSGYadTg 20.1 228

118 XfthGSirGvansGyrebsGlectureUGynowledgeTbasedGproteinGmodellingGandGdesignUGFEBSiJournalSG1988SG
XeYSGcXaTYW 211
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117 qomparativeGanalysisGofGtheGtranscriptomeGacrossGdistantGspeciesUGNatureSG2014SGcXYSGbbcTf 50.4 207

116 qriticalGassessmentGofGmethodsGofGproteinGstructureGpredictionGOqoSPPTroundGVUGProteins:iStructureyi
FunctioniandiBioinformaticsSG2003SGcaGSupplGdSGaabTg 4.2 206

115 qomputationalGdetectionGandGlocationGofGtranscriptionGstartGsitesGinGmammalianGgenomicGrNoUG
GenomeiResearchSG2002SGXYSGbcfTdX 9.7 205

114 wntermediateGsequencesGincreaseGtheGdetectionGofGhomologyGbetweenGsequencesUGJournaliofi
MoleculariBiologySG1997SGYeaSGabgTcb 6.5 203

113 PrepublicationGdataGsharingUGNatureSG2009SGbdXSGXdfTeW 50.4 197

112 SqOPhGaGStructuralGqlassificationGofGProteinsGdatabaseUGNucleiciAcidsiResearchSG1999SGYeSGYcbTd 20.1 191

111 qriticalGassessmentGofGmethodsGofGproteinGstructureGpredictionTRoundGVwwUGProteins:iStructureyi
FunctioniandiBioinformaticsSG2007SGdgGSupplGfSGaTg 4.2 189

110 TheGvertebrateGgenomeGannotationGOVegaPGdatabaseUGNucleiciAcidsiResearchSG2008SGadSGrecaTdW 20.1 187

109 suoSPhGtheGhumanGsNqOrsGuenomeGonnotationGossessmentGProjectUGGenomeiBiologySG2006SGeG
SupplGXSGSYUXTaX 18.3 187

108 TheGXWWGWWWGuenomesGProjecthGbringingGwholeGgenomeGsequencingGtoGtheGNvSUGBMJyiTheSG2018SG
adXSGkXdfe 5.9 184

107 snsemblGYWWYhGaccommodatingGcomparativeGgenomicsUGNucleiciAcidsiResearchSG2003SGaXSGafTbY 20.1 180

106 TheGrNoGsequenceGandGcomparativeGanalysisGofGhumanGchromosomeGYWUGNatureSG2001SGbXbSGfdcTeX 50.4 177

105 TheGrNoGsequenceGandGbiologicalGannotationGofGhumanGchromosomeGXUGNatureSG2006SGbbXSGaXcTYX 50.4 169

104 qomparisonGofGsolventTinaccessibleGcoresGofGhomologousGproteinshGdefinitionsGusefulGforGproteinG
modellingUGProteiniEngineeringyiDesigniandiSelectionSG1987SGXSGXcgTeX 1.9 161

103 PopulationGstatisticsGofGproteinGstructureshGlessonsGfromGstructuralGclassificationsUGCurrentiOpinioniini
StructuraliBiologySG1997SGeSGadgTed 8.1 158

102 ProminentGuseGofGdistalGcNGtranscriptionGstartGsitesGandGdiscoveryGofGaGlargeGnumberGofGadditionalG
exonsGinGsNqOrsGregionsUGGenomeiResearchSG2007SGXeSGebdTcg 9.7 156

101 zargeTscaleGmutagenesisGinGpXgOoRtPTGandGpcaTdeficientGmiceGidentifiesGcancerGgenesGandGtheirG
collaborativeGnetworksUGCellSG2008SGXaaSGeYeTbX 56.2 149

100 qriticalGassessmentGofGmethodsGofGproteinGstructureGpredictionGOqoSPPTTroundGdUGProteins:iStructureyi
FunctioniandiBioinformaticsSG2005SGdXGSupplGeSGaTe 4.2 148

(2005-2014)
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99 –akingGsenseGofGbigGdataGinGhealthGresearchhGTowardsGanGsUGactionGplanUGGenomeiMedicineSG2016SGfSGeX 14.4 146

98 snsemblGYWWbUGNucleiciAcidsiResearchSG2004SGaYSGrbdfTeW 20.1 142

97 qriticalGassessmentGofGmethodsGofGproteinGstructureGpredictionGOqoSPPhGRoundGwwwUGProteins:iStructureyi
FunctioniandiBioinformaticsSG1999SGaeSGYTd 4.2 134

96 qurrentGstatusGandGnewGfeaturesGofGtheGqonsensusGqodingGSequenceGdatabaseUGNucleiciAcidsi
ResearchSG2014SGbYSGrfdcTeY 20.1 122

95 qriticalGassessmentGofGmethodsGofGproteinGstructureGpredictionGOqoSPPhGRoundGwVUGProteins:i
StructureyiFunctioniandiBioinformaticsSG2001SGbcSGYTe 4.2 119

94 TheGVertebrateGuenomeGonnotationGOVegaPGdatabaseUGNucleiciAcidsiResearchSG2005SGaaSGrbcgTdc 20.1 118

93 rNoGsequenceGofGhumanGchromosomeGXeGandGanalysisGofGrearrangementGinGtheGhumanGlineageUG
NatureSG2006SGbbWSGXWbcTg 50.4 114

92 ulobalGimplementationGofGgenomicGmedicinehGWeGareGnotGaloneUGScienceiTranslationaliMedicineSG2015
SGeSGYgWpsXa 17.5 112

91 PostTpublicationGsharingGofGdataGandGtoolsUGNatureSG2009SGbdXSGXeXTa 50.4 109

90 qriticalGassessmentGofGmethodsGofGproteinGstructureGpredictionGOqoSPPhGRoundGwwG1997SGYgSGYTd 107

89 rNoGsequenceGandGanalysisGofGhumanGchromosomeGgUGNatureSG2004SGbYgSGadgTeb 50.4 102

88 ShotgunGproteomicsGaidsGdiscoveryGofGnovelGproteinTcodingGgenesSGalternativeGsplicingSGandG
IresurrectedIGpseudogenesGinGtheGmouseGgenomeUGGenomeiResearchSG2011SGYXSGecdTde 9.7 96

87 ProteinGfoldsGinGtheGallTbetaGandGallTalphaGclassesUGAnnualiReviewiofiBiophysicsiandiBiomoleculari
StructureSG1997SGYdSGcgeTdYe 93

86 Nested–wqohGsensitiveGinferenceGofGoverTrepresentedGmotifsGinGnucleicGacidGsequenceUGNucleiciAcidsi
ResearchSG2005SGaaSGXbbcTca 20.1 87

85 ralliancehGinteractiveGgenomeGviewingGonGtheGwebUGBioinformaticsSG2011SGYeSGffgTgW 7.2 78

84 wntegratingGbiologicalGdataTTtheGristributedGonnotationGSystemUGBMCiBioinformaticsSG2008SGgGSupplG
fSGSa 3.6 77

83 PetabyteTscaleGinnovationsGatGtheGsuropeanGNucleotideGorchiveUGNucleiciAcidsiResearchSG2009SGaeSGrXgTYc20.1 72

82 TheGrNoGsequenceGandGanalysisGofGhumanGchromosomeGXaUGNatureSG2004SGbYfSGcYYTf 50.4 71
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81 ueneGduplicationsGinGvUGinfluenzaeUGNatureSG1995SGaefSGXbW 50.4 71

80 UnderstandingGproteinGstructurehGusingGscopGforGfoldGinterpretationUGMethodsiiniEnzymologySG1996SG
YddSGdacTba 1.7 69

79 TheGroleGofGheatTshockGandGchaperoneGproteinsGinGproteinGfoldinghGpossibleGmolecularGmechanismsUG
ProteiniEngineeringyiDesigniandiSelectionSG1991SGbSGeXXTe 1.9 67

78 ossessmentGofGnovelGfoldGtargetsGinGqoSPbhGpredictionsGofGthreeTdimensionalGstructuresSGsecondaryG
structuresSGandGinterresidueGcontactsUGProteins:iStructureyiFunctioniandiBioinformaticsSG2001SGSupplGcSGgfTXXf4.2 66

77 TheGrNoGsequenceGandGcomparativeGanalysisGofGhumanGchromosomeGXWUGNatureSG2004SGbYgSGaecTfX 50.4 62

76 toldGrecognitionGandGabGinitioGstructureGpredictionsGusingGhiddenG–arkovGmodelsGandGbetaTstrandG
pairGpotentialsUGProteins:iStructureyiFunctioniandiBioinformaticsSG1995SGYaSGagfTbWY 4.2 62

75 SwSYPvUSTTstructuralGalignmentsGforGproteinsGwithGnonTtrivialGrelationshipsUGNucleiciAcidsiResearchSG
2007SGacSGrYcaTg 20.1 61

74 PerspectivesGonGsNqOrsUGNatureSG2020SGcfaSGdgaTdgf 50.4 61

73 romainGinsertionsGinGproteinGstructuresUGJournaliofiMoleculariBiologySG2004SGaafSGdaaTbX 6.5 59

72 wntegratingGsequenceGandGstructuralGbiologyGwithGroSUGBMCiBioinformaticsSG2007SGfSGaaa 3.6 57

71 zargeTscaleGdiscoveryGofGpromoterGmotifsGinGrrosophilaGmelanogasterUGPLoSiComputationaliBiologySG
2007SGaSGee 5 56

70 oGnewGtradeGframeworkGforGglobalGhealthcareGRMrUGPLoSiBiologySG2004SGYSGscY 9.7 56

69 TheGoriginsSGevolutionSGandGfunctionalGpotentialGofGalternativeGsplicingGinGvertebratesUGMoleculari
BiologyiandiEvolutionSG2011SGYfSGYgbgTcg 8.3 55

68 qomparisonGofG–ascotGandGXHTandemGperformanceGforGlowGandGhighGaccuracyGmassGspectrometryG
andGtheGdevelopmentGofGanGadjustedG–ascotGthresholdUGMoleculariandiCellulariProteomicsSG2008SGeSGgdYTeW7.6 55

67 oGcomparisonGofGpeakGcallersGusedGforGrNaseTSeqGdataUGPLoSiONESG2014SGgSGegdaWa 3.7 55

66 qomparativeGanalysisGofGpseudogenesGacrossGthreeGphylaUGProceedingsiofitheiNationaliAcademyiofi
SciencesiofitheiUnitediStatesiofiAmericaSG2014SGXXXSGXaadXTd 11.5 54

65 svidenceGforGtranscriptGnetworksGcomposedGofGchimericGRNosGinGhumanGcellsUGPLoSiONESG2012SGeSGeYfYXa3.7 51

64 –iningGtheGdraftGhumanGgenomeUGNatureSG2001SGbWgSGfYeTf 50.4 51

(2001-1995)
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63 TheGusNqOrsGexomehGsequencingGtheGcompleteGhumanGexomeUGEuropeaniJournaliofiHumani
GeneticsSG2011SGXgSGfYeTaX 5.3 50

62 ddbRNohGdetectionGofGconservedGsecondaryGstructuresGinGmultipleGalignmentsUGBioinformaticsSG2003SG
XgSGXdWdTXX 7.2 50

61 qhromatinGaccessibilityGdataGsetsGshowGbiasGdueGtoGsequenceGspecificityGofGtheGrNaseGwGenzymeUG
PLoSiONESG2013SGfSGedgfca 3.7 46

60 qombiningGRTTPqRTseqGandGRNoTseqGtoGcatalogGallGgenicGelementsGencodedGinGtheGhumanGgenomeUG
GenomeiResearchSG2012SGYYSGXdgfTeXW 9.7 44

59 qharacterizingGgeneticGvariantsGforGclinicalGactionUGAmericaniJournaliofiMedicaliGeneticsyiPartiC:i
SeminarsiiniMedicaliGeneticsSG2014SGXddqSGgaTXWb 3.1 41

58 oddingGsomeGSPwqsGtoGroSUGBioinformaticsSG2005SGYXGSupplGYSGiibWTX 7.2 40

57 PeterGondrewGyollmanUGProteins:iStructureyiFunctioniandiBioinformaticsSG2001SGbcSGYTa 4.2 40

56 PrioritiesGforGnucleotideGtraceSGsequenceGandGannotationGdataGcaptureGatGtheGsnsemblGTraceGorchiveG
andGtheGs–pzGNucleotideGSequenceGratabaseUGNucleiciAcidsiResearchSG2008SGadSGrcTXY 20.1 39

55 riscoveryGofGcandidateGdiseaseGgenesGinGsNUTinducedGmouseGmutantsGbyGlargeTscaleGsequencingSG
includingGaGspliceTsiteGmutationGinGnucleoredoxinUGPLoSiGeneticsSG2009SGcSGeXWWWecg 6 37

54 NovelGcandidateGcancerGgenesGidentifiedGbyGaGlargeTscaleGcrossTspeciesGcomparativeGoncogenomicsG
approachUGCanceriResearchSG2010SGeWSGffaTgc 10.1 36

53 R–SVqoverageGgraphshGoGqualitativeGmethodGforGcomparingGthreeTdimensionalGproteinGstructureG
predictionsUGProteins:iStructureyiFunctioniandiBioinformaticsSG1999SGaeSGXcTYX 4.2 36

52 onalysisGandGassessmentGofGabGinitioGthreeTdimensionalGpredictionSGsecondaryGstructureSGandG
contactsGpredictionUGProteins:iStructureyiFunctioniandiBioinformaticsSG1999SGSupplGaSGXbgTeW 4.2 35

51 zessonsGlearnedGfromGtheGinitialGsequencingGofGtheGpigGgenomehGcomparativeGanalysisGofGanGfG–bG
regionGofGpigGchromosomeGXeUGGenomeiBiologySG2007SGfSGRXdf 18.3 33

50 NewGtoolsGandGexpandedGdataGanalysisGcapabilitiesGatGtheGProteinGStructureGPredictionGqenterUG
Proteins:iStructureyiFunctioniandiBioinformaticsSG2007SGdgGSupplGfSGXgTYd 4.2 29

49 veatTshockGproteinsGduringGgrowthGandGsporulationGofGpacillusGsubtilisUGFEBSiLettersSG1985SGXffSGYWgTXb 3.8 29

48 uenomicGanatomyGofGtheGTyrpXGObrownPGdeletionGcomplexUGProceedingsiofitheiNationaliAcademyiofi
SciencesiofitheiUnitediStatesiofiAmericaSG2006SGXWaSGaeWbTg 11.5 28

47 revelopingGandGimplementingGanGinstituteTwideGdataGsharingGpolicyUGGenomeiMedicineSG2011SGaSGdW 14.4 27

46
SqOPSGStructuralGqlassificationGofGProteinsGdatabasehGapplicationsGtoGevaluationGofGtheGeffectivenessG
ofGsequenceGalignmentGmethodsGandGstatisticsGofGproteinGstructuralGdataUGActaiCrystallographicai
SectioniD:iBiologicaliCrystallographySG1998SGcbSGXXbeTcb

26
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45 OpenGannotationGoffersGaGdemocraticGsolutionGtoGgenomeGsequencingUGNatureSG2000SGbWaSGfYc 50.4 26

44 ProteinGdesignGonGcomputersUGtiveGnewGproteinshGShpilkaSGurendelSGtingerclaspSGzeatherSGandGoidaUG
Proteins:iStructureyiFunctioniandiBioinformaticsSG1992SGXYSGXWcTXW 4.2 25

43 pioxavaUGACMiSIGBIOiNewsletterSG2000SGYWSGXWTXY 24

42 Nested–wqoGasGanGabGinitioGproteinGmotifGdiscoveryGtoolUGBMCiBioinformaticsSG2008SGgSGXg 3.6 23

41 TheGlanguageGofGmentalGhealthGproblemsGinGsocialGmediaG2016SG 23

40 qriticalGassessmentGofGmethodsGofGproteinGstructureGpredictionGOqoSPPhGRoundGwwwUGProteins:iStructureyi
FunctioniandiBioinformaticsSG1999SGaeSGYTd 4.2 23

39
ReplyGtoGprunetGandGroolittlehGpothGselectedGeffectGandGcausalGroleGelementsGcanGinfluenceGhumanG
biologyGandGdiseaseUGProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmerica
SG2014SGXXXSGsaadd

11.5 22

38 qoSPcGtargetGclassificationUGProteins:iStructureyiFunctioniandiBioinformaticsSG2003SGcaGSupplGdSGabWTcX 4.2 20

37 qriticalGassessmentGofGmethodsGofGproteinGstructureGpredictionGOqoSPPhGRoundGwwUGProteins:iStructureyi
FunctioniandiBioinformaticsSG1997SGYgSGYTd 4.2 19

36 piTallelicGzossTofTtunctionGqoqNoXpG–utationsGinGProgressiveGspilepsyTryskinesiaUGAmericani
JournaliofiHumaniGeneticsSG2019SGXWbSGgbfTgcd 11 17

35 ratabasesGandGtoolsGforGbrowsingGgenomesUGAnnualiReviewiofiGenomicsiandiHumaniGeneticsSG2002SG
aSGYgaTaXW 9.7 17

34 TheGProteinGteatureGOntologyhGaGtoolGforGtheGunificationGofGproteinGfeatureGannotationsUG
BioinformaticsSG2008SGYbSGYedeTeY 7.2 16

33 piologicalGinformationhGmakingGitGaccessibleGandGintegratedGOandGtryingGtoGmakeGsenseGofGitPUG
BioinformaticsSG2002SGXfGSupplGYSGSXbW 7.2 14

32 wTto–Gâ��GTheGwTGtutureGofG–edicineUGProcediaiComputeriScienceSG2011SGeSGYdTYg 1.6 13

31 PredictionGofGtheGstructureGofGurosSGandGitsGinteractionGwithGuroszUGProteins:iStructureyiFunctioniandi
BioinformaticsSG1995SGYYSGXggTYWg 4.2 13

30 svaluationGofGuRqhafGandGdeGnovoGhaploidGgenomeGassembliesGdemonstratesGtheGenduringGqualityG
ofGtheGreferenceGassembly 13

29 uenomeTwideGendTsequencedGpoqGresourcesGforGtheGNOrV–rkTacOPGandGNOrVShiztxOPGmouseG
genomesUGGenomicsSG2010SGgcSGXWcTXW 4.3 12

28 oGmachineGlearningGstrategyGtoGidentifyGcandidateGbindingGsitesGinGhumanGproteinTcodingGsequenceUG
BMCiBioinformaticsSG2006SGeSGbXg 3.6 12

(2006-2000)
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27 –axpenchhGevaluationGofGsequenceGandGstructureGcomparisonGmethodsUGBioinformaticsSG2002SGXfSGbgbTc 7.2 12

26 R–SVcoverageGgraphshGaGqualitativeGmethodGforGcomparingGthreeTdimensionalGproteinGstructureG
predictionsUGProteins:iStructureyiFunctioniandiBioinformaticsSG1999SGSupplGaSGXcTYX 4.2 11

25 QualityGcontrolGinGdatabanksGforGmolecularGbiologyUGBioEssaysSG2000SGYYSGXWYbTab 4.1 10

24 onGinteractiveGgenomeGbrowserGofGassociationGresultsGfromGtheGUyXWyGcohortsGprojectUG
BioinformaticsSG2015SGaXSGbWYgTaX 7.2 9

23 PredictionGtargetsGofGqoSPbUGProteins:iStructureyiFunctioniandiBioinformaticsSG2001SGSupplGcSGfTXY 4.2 9

22 qancerGgeneGdiscoveryGinGmouseGandGmanUGBiochimicaiEtiBiophysicaiActa:iReviewsioniCancerSG2009SG
XegdSGXbWTdX 11.2 8

21 onalysisGofGdiagnosesGextractedGfromGelectronicGhealthGrecordsGinGaGlargeGmentalGhealthGcaseG
registerUGPLoSiONESG2017SGXYSGeWXeXcYd 3.7 8

20 TranscriptionalGactivityGandGstrainTspecificGhistoryGofGmouseGpseudogenesUGNatureiCommunicationsSG
2020SGXXSGadgc 17.4 8

19 i–otifshGanGintegratedGsequenceGmotifGvisualizationGandGanalysisGenvironmentUGBioinformaticsSG2010SG
YdSGfbaTb 7.2 7

18 onnoTrackTTaGtrackingGsystemGforGgenomeGannotationUGBMCiGenomicsSG2010SGXXSGcaf 4.5 6

17 WhatGcanGweGlearnGfromGnoncodingGregionsGofGsimilarityGbetweenGgenomesmUGBMCiBioinformaticsSG
2004SGcSGXaX 3.6 6

16 qriticalGassessmentGofGmethodsGofGproteinGstructureGpredictionGOqoSPPhGRoundGwwwG1999SGaeSGY 6

15
WholeGgenomeGsequencingGforGtheGdiagnosisGofGneurologicalGrepeatGexpansionGdisordersGinGtheGUyhG
aGretrospectiveGdiagnosticGaccuracyGandGprospectiveGclinicalGvalidationGstudyUUGLancetiNeurologyyiTheSG
2022SGYXSGYabTYbc

24.1 6

14 –etamotifsTTaGgenerativeGmodelGforGbuildingGfamiliesGofGnucleotideGpositionGweightGmatricesUGBMCi
BioinformaticsSG2010SGXXSGabf 3.6 5

13 NewGhorizonsGinGsequenceGanalysisUGCurrentiOpinioniiniStructuraliBiologySG1997SGeSGXgWTa 8.1 5

12 TheGsignificanceGofGperformanceGrankingGinGqoSPTTresponseGtoG–artiTRenomGetGalUGStructureSG2002SG
XWSGYgXTYiGdiscussionGYgYTa 5.2 5

11 ProteinGstructureGpredictionhGplayingGtheGfoldUGTrendsiiniBiochemicaliSciencesSG1996SGYXSGYegTYfX 10.3 5
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