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Trans-ancestral dissection of urate- and gout-associated major loci SLC2A9 and ABCG2 reveals
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Relationship between serum urate concentration and clinically evident incident gout: an individual
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The impact of diuretic use and <i>ABCG2<[i> genotype on the predictive performance of a published
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Influence of genetic variants on renal uric acid handling in response to frusemide: an acute 3.8 3
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Modulation of Genetic Associations with Serum Urate Levels by Body-Mass-Index in Humans. PLoS ONE, 05 64
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