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l Paper IF Citations

202 tenomeJsequenceJofJtheJhumanJmalariaJparasiteJγlasmodiumJfalciparumXJNatureVJ2002VJa[fVJafeWb[[ 50.4 3336

201 nJpromoterWlevelJmammalianJexpressionJatlasXJNatureVJ2014VJbZdVJac]WdZ 50.4 1301

200 tenomicJsequenceJofJtheJpathogenicJandJallergenicJfilamentousJfungusJnspergillusJfumigatusXJ
NatureVJ2005VJa_eVJ[[b[Wc 50.4 1114

199 SequencingJofJnspergillusJnidulansJandJcomparativeJanalysisJwithJnXJfumigatusJandJnXJoryzaeXJ
NatureVJ2005VJa_eVJ[[ZbW[b 50.4 1094

198 TheJgenomeJofJtheJsocialJamoebaJqictyosteliumJdiscoideumXJNatureVJ2005VJa_bVJa_Wbd 50.4 1042

197 nJcomprehensiveJsurveyJofJtheJγlasmodiumJlifeJcycleJbyJgenomicVJtranscriptomicVJandJproteomicJ
analysesXJScienceVJ2005VJ_ZdVJe]Wc 33.3 662

196 nnalysisJofJtheJγlasmodiumJfalciparumJproteomeJbyJhighWaccuracyJmassJspectrometryXJNatureVJ
2002VJa[fVJb_dWa] 50.4 538

195 γlasmodiumJfalciparumWinfectedJerythrocytesJmodulateJtheJmaturationJofJdendriticJcellsXJNatureVJ
1999VJaZZVJd_Wd 50.4 489

194 nJrobustJS’γJbarcodeJforJtypingJzycobacteriumJtuberculosisJcomplexJstrainsXJNatureg
CommunicationsVJ2014VJbVJae[] 17.4 355

193 TheJgenomeJofJtheJsimianJandJhumanJmalariaJparasiteJγlasmodiumJknowlesiXJNatureVJ2008VJabbVJdffWeZ_50.4 289

192 ’ewJinsightsJintoJtheJbloodWstageJtranscriptomeJofJγlasmodiumJfalciparumJusingJR’nWSeqXJ
MoleculargMicrobiologyVJ2010VJdcVJ[]W]a 4.1 283

191 tenomeJsequenceJofJTheileriaJparvaVJaJbovineJpathogenJthatJtransformsJlymphocytesXJScienceVJ
2005VJ_ZfVJ[_aWd 33.3 259

190 tenomicWscaleJprioritizationJofJdrugJtargetsgJtheJTqRJTargetsJdatabaseXJNaturegReviewsgDrugg
DiscoveryVJ2008VJdVJfZZWd 64.1 244

189 TwoJnonrecombiningJsympatricJformsJofJtheJhumanJmalariaJparasiteJγlasmodiumJovaleJoccurJ
globallyXJJournalgofgInfectiousgDiseasesVJ2010VJ]Z[VJ[baaWbZ 7 235

188 tenomeJofJtheJhostWcellJtransformingJparasiteJTheileriaJannulataJcomparedJwithJTXJparvaXJScienceVJ
2005VJ_ZfVJ[_[W_ 33.3 235

187 RapidJdeterminationJofJantiWtuberculosisJdrugJresistanceJfromJwholeWgenomeJsequencesXJGenomeg
MedicineVJ2015VJdVJb[ 14.4 234

186
γlateletWmediatedJclumpingJofJγlasmodiumJfalciparumWinfectedJerythrocytesJisJaJcommonJadhesiveJ
phenotypeJandJisJassociatedJwithJsevereJmalariaXJProceedingsgofgthegNationalgAcademygofgSciencesgofg
thegUnitedgStatesgofgAmericaVJ2001VJfeVJ[eZbW[Z

11.5 212
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185 TheJsystematicJfunctionalJanalysisJofJγlasmodiumJproteinJkinasesJidentifiesJessentialJregulatorsJofJ
mosquitoJtransmissionXJCellgHostgandgMicrobeVJ2010VJeVJ_ddWed 23.4 195

184 rmergenceJofJvndigenousJnrtemisininWResistantJγlasmodiumJfalciparumJinJnfricaXJNewgEnglandg
JournalgofgMedicineVJ2017VJ_dcVJff[W_ 59.2 178

183 nJcomprehensiveJevaluationJofJrodentJmalariaJparasiteJgenomesJandJgeneJexpressionXJBMCgBiology
VJ2014VJ[]VJec 7.3 174

182 pomparativeJgenomicsJofJtheJfungalJpathogensJpandidaJdubliniensisJandJpandidaJalbicansXJGenomeg
ResearchVJ2009VJ[fVJ]]_[Waa 9.7 165

181 TheJlipopolysaccharideJandJbetaW[V_WglucanJbindingJproteinJgeneJisJupregulatedJinJwhiteJspotJ
virusWinfectedJshrimpJRγenaeusJstylirostrisSXJJournalgofgVirologyVJ2002VJdcVJd[aZWf 6.6 164

180 tenomeWwideJanalysisJofJmultiWJandJextensivelyJdrugWresistantJzycobacteriumJtuberculosisXJNatureg
GeneticsVJ2018VJbZVJ_ZdW_[c 36.3 160

179 tenomeJvariationJandJevolutionJofJtheJmalariaJparasiteJγlasmodiumJfalciparumXJNaturegGeneticsVJ
2007VJ_fVJ[]ZWb 36.3 159

178 TheJgenomeJandJlifeWstageJspecificJtranscriptomesJofJtloboderaJpallidaJelucidateJkeyJaspectsJofJ
plantJparasitismJbyJaJcystJnematodeXJGenomegBiologyVJ2014VJ[bVJRa_ 18.3 155

177
ndaptationJofJtheJgeneticallyJtractableJmalariaJpathogenJγlasmodiumJknowlesiJtoJcontinuousJ
cultureJinJhumanJerythrocytesXJProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesg
ofgAmericaVJ2013VJ[[ZVJb_[Wc

11.5 154

176 pomparativeJgenomicsJofJtheJapicomplexanJparasitesJToxoplasmaJgondiiJandJ’eosporaJcaninumgJ
poccidiaJdifferingJinJhostJrangeJandJtransmissionJstrategyXJPLoSgPathogensVJ2012VJeVJe[ZZ]bcd 7.6 154

175 phromeridJgenomesJrevealJtheJevolutionaryJpathJfromJphotosyntheticJalgaeJtoJobligateJ
intracellularJparasitesXJELifeVJ2015VJaVJeZcfda 8.9 138

174 SequenceJofJγlasmodiumJfalciparumJchromosomesJ[VJ_WfJandJ[_XJNatureVJ2002VJa[fVJb]dW_[ 50.4 127

173 tenomicJanalysisJofJtheJcausativeJagentsJofJcoccidiosisJinJdomesticJchickensXJGenomegResearchVJ
2014VJ]aVJ[cdcWeb 9.7 121

172 γlasmodiumJfalciparumJvarJgeneJexpressionJisJmodifiedJbyJhostJimmunityXJProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2009VJ[ZcVJ][eZ[Wc 11.5 111

171 tenomeJsequencingJofJchimpanzeeJmalariaJparasitesJrevealsJpossibleJpathwaysJofJadaptationJtoJ
humanJhostsXJNaturegCommunicationsVJ2014VJbVJadba 17.4 107

170 rssentialJRoleJofJtheJrSXWbJSecretionJSystemJinJβuterJzembraneJγermeabilityJofJγathogenicJ
zycobacteriaXJPLoSgGeneticsVJ2015VJ[[VJe[ZZb[fZ 6 105

169 iSpn’gJnnJRTWynzγWcoupledJpRvSγRWpas[]JmoduleJforJrapidVJsensitiveJdetectionJofJSnRSWpoVW]XJ
VirusgResearchVJ2020VJ]eeVJ[fe[]f 6.4 102

168 nJnonWsenseJmutationJinJpd_cJgeneJisJassociatedJwithJprotectionJfromJsevereJmalariaXJLancetvgTheVJ
2001VJ_bdVJ[bZ]W_ 40 89

(2001-2010)
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167 nJbarcodeJofJorganellarJgenomeJpolymorphismsJidentifiesJtheJgeographicJoriginJofJγlasmodiumJ
falciparumJstrainsXJNaturegCommunicationsVJ2014VJbVJaZb] 17.4 83

166
βutcomesVJinfectiousnessVJandJtransmissionJdynamicsJofJpatientsJwithJextensivelyJdrugWresistantJ
tuberculosisJandJhomeWdischargedJpatientsJwithJprogrammaticallyJincurableJtuberculosisgJaJ
prospectiveJcohortJstudyXJLancetgRespiratorygMedicinevtheVJ2017VJbVJ]cfW]e[

35.1 80

165 RapidJsingleWmoleculeJdetectionJofJpβVvqW[fJandJzrRSJantigensJviaJnanobodyWfunctionalizedJ
organicJelectrochemicalJtransistorsXJNaturegBiomedicalgEngineeringVJ2021VJbVJcccWcdd 19 78

164 zycobacteriumJtuberculosisJwholeJgenomeJsequencingJandJproteinJstructureJmodellingJprovidesJ
insightsJintoJantiWtuberculosisJdrugJresistanceXJBMCgMedicineVJ2016VJ[aVJ_[ 11.4 77

163
nJpromoterJpolymorphismJinJtheJgeneJencodingJinterleukinW[]JpaZJRvy[]oSJisJassociatedJwithJ
mortalityJfromJcerebralJmalariaJandJwithJreducedJnitricJoxideJproductionXJGenesgandgImmunityVJ2002
VJ_VJa[aWe

4.4 76

162 zutationsJinJppe_eJblockJγr_γtRSJsecretionJandJincreaseJvirulenceJofJzycobacteriumJ
tuberculosisXJNaturegMicrobiologyVJ2018VJ_VJ[e[W[ee 26.6 74

161 nlterationJofJhostJcellJphenotypeJbyJTheileriaJannulataJandJTheileriaJparvagJminingJforJmanipulatorsJ
inJtheJparasiteJgenomesXJInternationalgJournalgforgParasitologyVJ2006VJ_cVJfW][ 4.3 73

160 tenomeWwideJdiscoveryJandJverificationJofJnovelJstructuredJR’nsJinJγlasmodiumJfalciparumXJ
GenomegResearchVJ2008VJ[eVJ]e[Wf] 9.7 72

159 tenomeWwideJfunctionalJanalysisJofJγlasmodiumJproteinJphosphatasesJrevealsJkeyJregulatorsJofJ
parasiteJdevelopmentJandJdifferentiationXJCellgHostgandgMicrobeVJ2014VJ[cVJ[]eWaZ 23.4 71

158 sunctionalJcharacterizationJofJtheJγlasmodiumJfalciparumJandJγXJbergheiJhomologuesJofJ
macrophageJmigrationJinhibitoryJfactorXJInfectiongandgImmunityVJ2007VJdbVJ[[[cW]e 3.7 69

157 nJscalableJpipelineJforJhighlyJeffectiveJgeneticJmodificationJofJaJmalariaJparasiteXJNaturegMethodsVJ
2011VJeVJ[ZdeWe] 21.6 68

156 TheJevolutionaryJdynamicsJofJvariantJantigenJgenesJinJoabesiaJrevealJaJhistoryJofJgenomicJ
innovationJunderlyingJhostWparasiteJinteractionXJNucleicgAcidsgResearchVJ2014VJa]VJd[[_W_[ 20.1 66

155 TheJnormalJcellularJprionJproteinJisJstronglyJexpressedJbyJmyeloidJdendriticJcellsXJBloodVJ2001VJfeVJ_d__We2.2 65

154 γolyTogJaJgenomicJvariationJmapJforJzycobacteriumJtuberculosisXJTuberculosisVJ2014VJfaVJ_acWba 2.6 64

153 TransitionJofJγlasmodiumJsporozoitesJintoJliverJstageWlikeJformsJisJregulatedJbyJtheJR’nJbindingJ
proteinJγumilioXJPLoSgPathogensVJ2011VJdVJe[ZZ]Zac 7.6 64

152
γopulationJgenomicsJrevealsJthatJanJanthropophilicJpopulationJofJnedesJaegyptiJmosquitoesJinJ
WestJnfricaJrecentlyJgaveJriseJtoJnmericanJandJnsianJpopulationsJofJthisJmajorJdiseaseJvectorXJBMCg
BiologyVJ2017VJ[bVJ[c

7.3 62

151
γopulationJgenomicJstructureJandJadaptationJinJtheJzoonoticJmalariaJparasiteJγlasmodiumJ
knowlesiXJProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2015VJ
[[]VJ[_Z]dW_]

11.5 62

150 qivergentJmitochondrialJrespiratoryJchainsJinJphototrophicJrelativesJofJapicomplexanJparasitesXJ
MoleculargBiologygandgEvolutionVJ2015VJ_]VJ[[[bW_[ 8.3 62
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149 nJpomprehensiveJSubcellularJntlasJofJtheJToxoplasmaJγroteomeJviaJhyperyβγvTJγrovidesJSpatialJ
pontextJforJγroteinJsunctionsXJCellgHostgandgMicrobeVJ2020VJ]eVJdb]WdccXef 23.4 61

148 rndosymbiosisJundoneJbyJstepwiseJeliminationJofJtheJplastidJinJaJparasiticJdinoflagellateXJ
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2015VJ[[]VJbdcdWd] 11.5 60

147 ReWevaluatingJtheJgreenJversusJredJsignalJinJeukaryotesJwithJsecondaryJplastidJofJredJalgalJoriginXJ
GenomegBiologygandgEvolutionVJ2012VJaVJc]cW_b 3.9 58

146 tenomicJexpressionJcatalogueJofJaJglobalJcollectionJofJoptJvaccineJstrainsJshowJevidenceJforJ
highlyJdivergedJmetabolicJandJcellWwallJadaptationsXJScientificgReportsVJ2015VJbVJ[baa_ 4.9 57

145 tenomeWwideJRvγWphipJanalysisJofJtranslationalJrepressorWboundJmR’nsJinJtheJγlasmodiumJ
gametocyteXJGenomegBiologyVJ2014VJ[bVJaf_ 18.3 57

144 rxperimentalJevolutionVJgeneticJanalysisJandJgenomeJreWsequencingJrevealJtheJmutationJconferringJ
artemisininJresistanceJinJanJisogenicJlineageJofJmalariaJparasitesXJBMCgGenomicsVJ2010VJ[[VJaff 4.5 56

143
vdentificationJofJtheJgenesJinvolvedJinJodorantJreceptionJandJdetectionJinJtheJpalmJweevilJ
RhynchophorusJferrugineusVJanJimportantJquarantineJpestVJbyJantennalJtranscriptomeJanalysisXJ
BMCgGenomicsVJ2016VJ[dVJcf

4.5 55

142 qifferentialJvarJgeneJexpressionJinJtheJorgansJofJpatientsJdyingJofJfalciparumJmalariaXJMolecularg
MicrobiologyVJ2007VJcbVJfbfWcd 4.1 54

141 nutoagglutinationJofJmalariaWinfectedJredJbloodJcellsJandJmalariaJseverityXJLancetvgTheVJ2000VJ_bbVJ[a]dWe40 51

140 SnRSWpoVW]JS[JandJ’WbasedJserologicalJassaysJrevealJrapidJseroconversionJandJinductionJofJspecificJ
antibodyJresponseJinJpβVvqW[fJpatientsXJScientificgReportsVJ2020VJ[ZVJ[cbc[ 4.9 51

139 vdentificationJofJaJnovelJconjugativeJplasmidJinJmycobacteriaJthatJrequiresJbothJtypeJvVJandJtypeJVvvJ
secretionXJMBioVJ2014VJbVJeZ[daaW[a 7.8 50

138 vnsightJintoJtheJgenomeJofJnspergillusJfumigatusgJanalysisJofJaJf]]JkbJregionJencompassingJtheJ
nitrateJassimilationJgeneJclusterXJFungalgGeneticsgandgBiologyVJ2004VJa[VJaa_Wb_ 3.9 50

137 pomparativeJgenomeJanalysisJofJthreeJeukaryoticJparasitesJwithJdifferingJabilitiesJtoJtransformJ
leukocytesJrevealsJkeyJmediatorsJofJTheileriaWinducedJleukocyteJtransformationXJMBioVJ2012VJ_VJeZZ]ZaW[]7.8 48

136 SplitJphotosystemJproteinVJlinearWmappingJtopologyVJandJgrowthJofJstructuralJcomplexityJinJtheJ
plastidJgenomeJofJphromeraJveliaXJMoleculargBiologygandgEvolutionVJ2013VJ_ZVJ]aadWc] 8.3 47

135 UnravelingJzycobacteriumJtuberculosisJgenomicJdiversityJandJevolutionJinJyisbonVJγortugalVJaJ
highlyJdrugJresistantJsettingXJBMCgGenomicsVJ2014VJ[bVJff[ 4.5 45

134 qraftJgenomeJofJtheJmostJdevastatingJinsectJpestJofJcoffeeJworldwidegJtheJcoffeeJberryJborerVJ
uypothenemusJhampeiXJScientificgReportsVJ2015VJbVJ[]b]b 4.9 44

133
tenomeWwideJtransposonJmutagenesisJindicatesJthatJzycobacteriumJmarinumJcustomizesJitsJ
virulenceJmechanismsJforJsurvivalJandJreplicationJinJdifferentJhostsXJInfectiongandgImmunityVJ2015VJ
e_VJ[ddeWee

3.7 44

132 RrnqSpn’gJaJfastJandJscalableJpathogenJdiscoveryJprogramJwithJaccurateJgenomeJrelativeJ
abundanceJestimationXJBioinformaticsVJ2013VJ]fVJ_f[W] 7.2 44

(2013-2020)
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131
tenomeWscaleJcomparisonJofJexpandedJgeneJfamiliesJinJγlasmodiumJovaleJwallikeriJandJ
γlasmodiumJovaleJcurtisiJwithJγlasmodiumJmalariaeJandJwithJotherJγlasmodiumJspeciesXJ
InternationalgJournalgforgParasitologyVJ2016VJacVJcebWfc

4.3 43

130 RecombinationJinJpeYppeJgenesJcontributesJtoJgeneticJvariationJinJzycobacteriumJtuberculosisJ
lineagesXJBMCgGenomicsVJ2016VJ[dVJ[b[ 4.5 43

129 γlasmodiumJγWTypeJpyclinJpYp_JzodulatesJrndomitoticJtrowthJduringJβocystJqevelopmentJinJ
zosquitoesXJPLoSgPathogensVJ2015VJ[[VJe[ZZb]d_ 7.6 42

128 RecombinationsJinJstaphylococcalJcassetteJchromosomeJmecJelementsJcompromiseJtheJmolecularJ
detectionJofJmethicillinJresistanceJinJStaphylococcusJaureusXJPLoSgONEVJ2014VJfVJe[Z[a[f 3.7 42

127 WholeJgenomeJsequencingJbasedJcharacterizationJofJextensivelyJdrugWresistantJzycobacteriumJ
tuberculosisJisolatesJfromJγakistanXJPLoSgONEVJ2015VJ[ZVJeZ[[ddd[ 3.7 41

126
’ormocyteWbindingJproteinJrequiredJforJhumanJerythrocyteJinvasionJbyJtheJzoonoticJmalariaJ
parasiteJγlasmodiumJknowlesiXJProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesg
ofgAmericaVJ2016VJ[[_VJd]_[Wc

11.5 40

125 teneticJtoolJdevelopmentJinJmarineJprotistsgJemergingJmodelJorganismsJforJexperimentalJcellJ
biologyXJNaturegMethodsVJ2020VJ[dVJae[Wafa 21.6 39

124 γroteomesJandJtranscriptomesJofJtheJnpicomplexaWWwhereQsJtheJmessagelXJInternationalgJournalgforg
ParasitologyVJ2009VJ_fVJ[_bWa_ 4.3 37

123 TheJrhoptryJproteomeJofJrimeriaJtenellaJsporozoitesXJInternationalgJournalgforgParasitologyVJ2013VJ
a_VJ[e[We 4.3 36

122
SpontaneousJduplicationJofJaJcc[JbpJelementJwithinJaJtwoWcomponentJsensorJregulatorJgeneJ
causesJphenotypicJswitchingJinJcoloniesJofJγseudomonasJtolaasiiVJcauseJofJbrownJblotchJdiseaseJofJ
mushroomsXJMoleculargMicrobiologyVJ1997VJ]bVJ][[We

4.1 36

121 pomparativeJgenomicsJofJtheJRabJproteinJfamilyJinJnpicomplexanJparasitesXJMicrobesgandgInfectionVJ
2008VJ[ZVJac]WdZ 9.3 36

120 γlasmodiumJfalciparumJantigenicJvariationgJrelationshipsJbetweenJinJvivoJselectionVJacquiredJ
antibodyJresponseVJandJdiseaseJseverityXJJournalgofgInfectiousgDiseasesVJ2005VJ[f]VJ[[[fW]c 7 35

119 rxpressionJanalysisJofJtheJTheileriaJparvaJsubtelomereWencodedJvariableJsecretedJproteinJgeneJ
familyXJPLoSgONEVJ2009VJaVJeae_f 3.7 35

118 TimingJofJhostJfeedingJdrivesJrhythmsJinJparasiteJreplicationXJPLoSgPathogensVJ2018VJ[aVJe[ZZcfZZ 7.6 35

117 WholeJgenomeJsequenceJanalysisJofJzycobacteriumJsuricattaeXJTuberculosisVJ2015VJfbVJce]Wcee 2.6 34

116 nssemblyJofJtheJgenomeJofJtheJdiseaseJvectorJnedesJaegyptiJontoJaJgeneticJlinkageJmapJallowsJ
mappingJofJgenesJaffectingJdiseaseJtransmissionXJPLoSgNeglectedgTropicalgDiseasesVJ2014VJeVJe]cb] 4.8 34

115 uostWdirectedJeditingJofJtheJSnRSWpoVW]JgenomeXJBiochemicalgandgBiophysicalgResearchg
CommunicationsVJ2021VJb_eVJ_bW_f 3.4 34

114 nJgeneticJbarcodeJofJSnRSWpoVW]JforJmonitoringJglobalJdistributionJofJdifferentJcladesJduringJtheJ
pβVvqW[fJpandemicXJInternationalgJournalgofgInfectiousgDiseasesVJ2020VJ[ZZVJ][cW]]_ 10.5 33
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113 pandidateJrssentialJtenesJinJourkholderiaJcenocepaciaJw]_[bJvdentifiedJbyJtenomeWWideJTraqvSXJ
FrontiersgingMicrobiologyVJ2016VJdVJ[]ee 5.7 32

112 tenomeWwideJmutagenesisJandJmultiWdrugJresistanceJinJnmericanJtrypanosomesJinducedJbyJtheJ
frontWlineJdrugJbenznidazoleXJScientificgReportsVJ2017VJdVJ[aaZd 4.9 31

111 nJselenocysteineJtR’nJandJSrpvSJelementJinJγlasmodiumJfalciparumXJRnaVJ2005VJ[[VJ[[fW]] 5.8 31

110 tenesJinvolvedJinJsexJpheromoneJbiosynthesisJofJrphestiaJcautellaVJanJimportantJfoodJstorageJ
pestVJareJdeterminedJbyJtranscriptomeJsequencingXJBMCgGenomicsVJ2015VJ[cVJb_] 4.5 29

109 RecruitmentJofJro[VJaJmasterJregulatorJofJmicrotubuleJdynamicsVJtoJtheJsurfaceJofJtheJTheileriaJ
annulataJschizontXJPLoSgPathogensVJ2013VJfVJe[ZZ__ac 7.6 29

108 uighlyJdivergedJnovelJsubunitJcompositionJofJapicomplexanJsWtypeJnTγJsynthaseJidentifiedJfromJ
ToxoplasmaJgondiiXJPLoSgBiologyVJ2018VJ[cVJe]ZZc[]e 9.7 28

107 yightJharvestingJcomplexesJofJphromeraJveliaVJphotosyntheticJrelativeJofJapicomplexanJparasitesXJ
BiochimicagEtgBiophysicagActagwgBioenergeticsVJ2013VJ[e]dVJd]_Wf 4.6 28

106 nnalysisJofJtheJroleJofJrecnJinJphenotypicJswitchingJofJγseudomonasJtolaasiiXJJournalgofg
BacteriologyVJ2000VJ[e]VJcb_]Wb 3.5 27

105 qiversityJofJextracellularJproteinsJduringJtheJtransitionJfromJtheJQprotoWapicomplexanQJalveolatesJtoJ
theJapicomplexanJobligateJparasitesXJParasitologyVJ2016VJ[a_VJ[W[d 2.7 26

104 rxomeJandJtranscriptomeJsequencingJofJnedesJaegyptiJidentifiesJaJlocusJthatJconfersJresistanceJtoJ
orugiaJmalayiJandJaltersJtheJimmuneJresponseXJPLoSgPathogensVJ2015VJ[[VJe[ZZadcb 7.6 25

103
pomprehensiveJevaluationJofJToxoplasmaJgondiiJVrtJandJ’eosporaJcaninumJyvVJgenomesJwithJ
tachyzoiteJstageJtranscriptomeJandJproteomeJdefinesJnovelJtranscriptJfeaturesXJPLoSgONEVJ2015VJ
[ZVJeZ[]aad_

3.7 25

102 sunctionalJγangenomeJnnalysisJShowsJxeyJseaturesJofJrJγroteinJnreJγreservedJinJSnRSJandJ
SnRSWpoVW]XJFrontiersgingCellulargandgInfectiongMicrobiologyVJ2020VJ[ZVJaZb 5.9 25

101 γrogenitorJstrainJintroductionJofJzycobacteriumJbovisJatJtheJwildlifeWlivestockJinterfaceJcanJleadJ
toJclonalJexpansionJofJtheJdiseaseJinJaJsingleJecosystemXJInfectionvgGeneticsgandgEvolutionVJ2017VJb[VJ]_bW]_e4.5 24

100 zalariaJparasitesJregulateJintraWerythrocyticJdevelopmentJdurationJviaJserpentineJreceptorJ[ZJtoJ
coordinateJwithJhostJrhythmsXJNaturegCommunicationsVJ2020VJ[[VJ]dc_ 17.4 23

99 rntericJvnfectionsJpirculatingJduringJuajjJSeasonsVJ]Z[[W]Z[_XJEmerginggInfectiousgDiseasesVJ2017VJ
]_VJ 10.2 23

98 zetabolicJpathwayJredundancyJwithinJtheJapicomplexanWdinoflagellateJradiationJarguesJagainstJanJ
ancientJchromalveolateJplastidXJCommunicativegandgIntegrativegBiologyVJ2016VJfVJe[[[ccb_ 1.7 22

97 qefiningJtheJproteinJinteractionJnetworkJofJhumanJmalariaJparasiteJγlasmodiumJfalciparumXJ
GenomicsVJ2012VJffVJcfWdb 4.3 22

96 rarlyJuumoralJResponseJporrelatesJwithJqiseaseJSeverityJandJβutcomesJinJpβVvqW[fJγatientsXJ
VirusesVJ2020VJ[]VJ 6.2 21

(2020-2016)
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95 TheJpopulationJstructureJofJVibrioJcholeraeJfromJtheJphandigarhJRegionJofJ’orthernJvndiaXJPLoSg
NeglectedgTropicalgDiseasesVJ2014VJeVJe]fe[ 4.8 20

94 ’ewJvnitiativesJforJzanagementJofJRedJγalmJWeevilJThreatsJtoJuistoricalJnrabianJqateJγalmsTXJ
FloridagEntomologistVJ2011VJfaVJd__Wd_c 1 20

93 yongWJandJshortWtermJselectiveJforcesJonJmalariaJparasiteJgenomesXJPLoSgGeneticsVJ2010VJcVJe[ZZ[Zff 6 20

92 pharacterizationJandJgeneJexpressionJanalysisJofJtheJcirJmultiWgeneJfamilyJofJγlasmodiumJchabaudiJ
chabaudiJRnSSXJBMCgGenomicsVJ2012VJ[_VJ[]b 4.5 19

91 zicrofibrousJsilverWcoatedJpolymericJscaffoldsJwithJtunableJmechanicalJpropertiesXJRSCgAdvancesVJ
2017VJdVJ_a__[W_a__e 3.7 17

90 nJdivergentJcyclinYcyclinWdependentJkinaseJcomplexJcontrolsJtheJatypicalJreplicationJofJaJmalariaJ
parasiteJduringJgametogonyJandJtransmissionXJELifeVJ2020VJfVJ 8.9 17

89 nJγoissonJhierarchicalJmodellingJapproachJtoJdetectingJcopyJnumberJvariationJinJsequenceJ
coverageJdataXJBMCgGenomicsVJ2013VJ[aVJ[]e 4.5 16

88 γhyTogJγhylogeneticJtreeJvisualisationJandJsampleJpositioningJforJzXJtuberculosisXJBMCg
BioinformaticsVJ2015VJ[cVJ[bb 3.6 16

87 γroteogenomicJvnvestigationJofJStrainJVariationJinJplinicalJzycobacteriumJtuberculosisJvsolatesXJ
JournalgofgProteomegResearchVJ2017VJ[cVJ_ea[W_eb[ 5.6 15

86 nJmultipleJgenomeJanalysisJofJzycobacteriumJtuberculosisJrevealsJspecificJnovelJgenesJandJ
mutationsJassociatedJwithJpyrazinamideJresistanceXJBMCgGenomicsVJ2017VJ[eVJdcf 4.5 15

85
tlobalJtranscriptomeJprofilingJandJfunctionalJanalysisJrevealJthatJtissueWspecificJconstitutiveJ
overexpressionJofJcytochromeJγabZsJconfersJtoleranceJtoJimidaclopridJinJpalmJweevilsJinJdateJpalmJ
fieldsXJBMCgGenomicsVJ2019VJ]ZVJaaZ

4.5 14

84
TheJdraftJgenomeJofJzycobacteriumJaurumVJaJpotentialJmodelJorganismJforJinvestigatingJdrugsJ
againstJzycobacteriumJtuberculosisJandJzycobacteriumJlepraeXJInternationalgJournalgofg
MycobacteriologyVJ2015VJaVJ]ZdW[c

0.9 14

83 RapidJidentificationJofJgenesJcontrollingJvirulenceJandJimmunityJinJmalariaJparasitesXJPLoSg
PathogensVJ2017VJ[_VJe[ZZcaad 7.6 14

82 ncceleratingJrarlyJnntituberculosisJqrugJqiscoveryJbyJpreatingJzycobacterialJvndicatorJStrainsJThatJ
γredictJzodeJofJnctionXJAntimicrobialgAgentsgandgChemotherapyVJ2018VJc]VJ 5.9 14

81
plonalJexpansionJacrossJtheJseasJasJseenJthroughJpγyγWToJdatabasegJnJjointJeffortJinJcataloguingJ
zycobacteriumJtuberculosisJgeneticJdiversityJinJγortugueseWspeakingJcountriesXJInfectionvgGeneticsg
andgEvolutionVJ2019VJd]VJaaWbe

4.5 14

80
nnalysisJofJnuclearJandJorganellarJgenomesJofJγlasmodiumJknowlesiJinJhumansJrevealsJancientJ
populationJstructureJandJrecentJrecombinationJamongJhostWspecificJsubpopulationsXJPLoSgGeneticsVJ
2017VJ[_VJe[ZZdZZe

6 13

79 TranslationalJrepressionJofJtheJcpwWwpcJgeneJfamilyJinJtheJmalariaJparasiteJγlasmodiumXJ
ParasitologygInternationalVJ2016VJcbVJac_Wd[ 2.1 13

78
WholeJgenomeJsequencingJofJamplifiedJγlasmodiumJknowlesiJq’nJfromJunprocessedJbloodJ
revealsJgeneticJexchangeJeventsJbetweenJzalaysianJγeninsularJandJoorneoJsubpopulationsXJ
ScientificgReportsVJ2019VJfVJfed_

4.9 13
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77 γlasmodiumJkinesinWeXJassociatesJwithJmitoticJspindlesJandJisJessentialJforJoocystJdevelopmentJ
duringJparasiteJproliferationJandJtransmissionXJPLoSgPathogensVJ2019VJ[bVJe[ZZeZae 7.6 13

76 nJreferenceJgenomeJandJmethylomeJforJtheJγlasmodiumJknowlesiJn[WuX[JlineXJInternationalgJournalg
forgParasitologyVJ2018VJaeVJ[f[W[fc 4.3 12

75 tenomicJandJγhenotypicJnnalysesJRevealJtheJrmergenceJofJanJntypicalJSalmonellaJentericaJ
SerovarJSenftenbergJVariantJinJphinaXJJournalgofgClinicalgMicrobiologyVJ2016VJbaVJ]Z[aW]] 9.7 12

74 TargetedJdisruptionJofJpy]_bebpW[gJinvasionJofJerythrocytesJbyJγlasmodiumJyoeliiJusingJanJ
alternativeJγy]_bJerythrocyteJbindingJproteinXJPLoSgPathogensVJ2011VJdVJe[ZZ[]ee 7.6 12

73 TheJgenomicJvariationJlandscapeJofJgloballyWcirculatingJcladesJofJSnRSWpoVW]JdefinesJaJgeneticJ
barcodingJscheme 12

72
zultidrugWResistantJzycobacteriumJtuberculosisJofJtheJyatinJnmericanJzediterraneanJyineageVJ
WronglyJvdentifiedJasJzycobacteriumJpinnipediiJRSpoligotypeJvnternationalJTypeJec_J[SvTec_]SVJ
pausingJnctiveJTuberculosisJinJSouthJorazilXJJournalgofgClinicalgMicrobiologyVJ2015VJb_VJ_eZbW[[

9.7 11

71 nJlandscapeJofJgenomicJalterationsJatJtheJrootJofJaJnearWuntreatableJtuberculosisJepidemicXJBMCg
MedicineVJ2020VJ[eVJ]a 11.4 10

70 pompleteJgenomeJsequenceJofJzycobacteriumJphleiJtypeJstrainJRvVzcZ[[daXJJournalgofg
BacteriologyVJ2012VJ[faVJ_]eaWb 3.5 10

69 γheromoneJreceptorJofJtheJgloballyJinvasiveJquarantineJpestJofJtheJpalmJtreeVJtheJredJpalmJweevilJ
RRhynchophorusJferrugineusSXJMoleculargEcologyVJ2021VJ_ZVJ]Z]bW]Z_f 5.7 10

68 γroteomicJprofilingJofJtheJplasmaJofJtambianJchildrenJwithJcerebralJmalariaXJMalariagJournalVJ2018VJ
[dVJ__d 3.6 10

67
vntegratedJtranscriptomicJandJproteomicJanalysisJofJpathogenicJmycobacteriaJandJtheirJesxW[J
mutantsJrevealJsecretionWdependentJregulationJofJrSXW[JsubstratesJandJWhiocJasJaJtranscriptionalJ
regulatorXJPLoSgONEVJ2019VJ[aVJeZ][[ZZ_

3.7 9

66 qiscoveringVJpharacterizingVJandJnpplyingJncylJuomoserineJyactoneWQuenchingJrnzymesJtoJ
zitigateJzicrobeWnssociatedJγroblemsJUnderJSalineJponditionsXJFrontiersgingMicrobiologyVJ2019VJ[ZVJe]_ 5.7 9

65 SnoopptugJsoftwareJforJvisualizingJcomparativeJgenomicJhybridizationJdataXJBioinformaticsVJ2009VJ
]bVJ]d_]W_ 7.2 9

64 miRW[]cWbpJbyJdirectJtargetingJofJw’xWinteractingJproteinW]JRwvγW]SJplaysJaJkeyJroleJinJ
TheileriaWinfectedJmacrophageJvirulenceXJPLoSgPathogensVJ2018VJ[aVJe[ZZcfa] 7.6 9

63 nJsubcellularJatlasJofJToxoplasmaJrevealsJtheJfunctionalJcontextJofJtheJproteome 9

62
γroteomicJvnvestigationJofJRhizoctoniaJsolaniJntJaJvdentifiesJSecretomeJandJzycelialJγroteinsJwithJ
RolesJinJγlantJpellJWallJqegradationJandJVirulenceXJJournalgofgAgriculturalgandgFoodgChemistryVJ2016
VJcaVJ_[Z[W[Z

5.7 9

61 ShortJsequenceJmotifJdynamicsJinJtheJSnRSWpoVW]JgenomeJsuggestJaJroleJforJcytosineJdeaminationJ
inJpptJreductionXJJournalgofgMoleculargCellgBiologyVJ2021VJ[_VJ]]bW]]d 6.3 9

60 rmergenceJofJmultidrugWresistantJofJtheJoeijingJlineageJinJγortugalJandJtuineaWoissaugJaJsnapshotJ
ofJmovingJclonesJbyJwholeWgenomeJsequencingXJEmerginggMicrobesgandgInfectionsVJ2020VJfVJ[_a]W[_b_ 18.9 8

(2020-2019)
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59 teneticJqeterminantsJnssociatedJWithJSurvivalJofJinJtheJzodelXJFrontiersgingMicrobiologyVJ2018VJfVJ[[[e 5.7 8

58 pomparativeJtenomicJandJTranscriptomicJnnalysesJofJSubtypesJγrovideJ’ewJvnsightsJvntoJTheirJ
γathogenicityJandJTaxonomyXJFrontiersgingCellulargandgInfectiongMicrobiologyVJ2020VJ[ZVJ[]] 5.9 7

57 WholeJgenomeJsequencingJprovidesJadditionalJinsightsJintoJrecurrentJtuberculosisJclassifiedJasJ
endogenousJreactivationJbyJvSc[[ZJq’nJfingerprintingXJInfectionvgGeneticsgandgEvolutionVJ2019VJdbVJ[Z_fae4.5 7

56 pompleteJgenomeJsequenceJofJzycobacteriumJvaccaeJtypeJstrainJnTppJ]bfbaXJJournalgofg
BacteriologyVJ2012VJ[faVJc__fWaZ 3.5 7

55 SimultaneousJdetectionJandJmutationJsurveillanceJofJSnRSWpoVW]JandJmultipleJrespiratoryJvirusesJ
byJrapidJfieldWdeployableJsequencingXJMedVJ2021VJ]VJcefWdZZXea 31.7 7

54 sirstJreportJofJharboringJinJSaudiJnrabiaXJAntimicrobialgResistancegandgInfectiongControlVJ2019VJeVJ]Z_ 6.2 7

53
qraftJtenomeJSequencesJofJγseudomonasJfluorescensJoS]JandJγusillimonasJnoertemanniiJoSeVJ
SoilJoacteriaJThatJpooperateJToJqegradeJtheJγolyW˛‡WdWtlutamicJncidJnnthraxJpapsuleXJGenomeg
AnnouncementsVJ2013VJ[VJ

6

52 nJRobustVJSafeVJandJScalableJzagneticJ’anoparticleJWorkflowJforJR’nJrxtractionJofJγathogensJ
fromJplinicalJandJWastewaterJSamplesXJGlobalgChallengesVJ2021VJbVJ]ZZZZce 4.3 6

51 TheJgenomeJofJtheJzoonoticJmalariaJparasiteJγlasmodiumJsimiumJrevealsJadaptationsJtoJhostJ
switchingXJBMCgBiologyVJ2021VJ[fVJ][f 7.3 6

50 nJfastJandJcostWeffectiveJmicrosamplingJprotocolJincorporatingJreducedJanimalJusageJforJ
timeWseriesJtranscriptomicsJinJrodentJmalariaJparasitesXJMalariagJournalVJ2019VJ[eVJ]c 3.6 5

49
nJproportionJofJmutationsJfixedJinJtheJgenomesJofJinJvitroJselectedJisogenicJdrugWresistantJ
zycobacteriumJtuberculosisJmutantsJcanJbeJdetectedJasJminorityJvariantsJinJtheJparentJcultureXJ
FEMSgMicrobiologygLettersVJ2015VJ_c]VJ[Wd

2.9 5

48 vnfluxJofJdiverseVJdrugJresistantJandJtransmissibleJγlasmodiumJfalciparumJintoJaJmalariaWfreeJ
settingJinJQatarXJBMCgInfectiousgDiseasesVJ2020VJ]ZVJa[_ 4 5

47 TheileriaJparasitesJsubvertJr]sJsignalingJtoJstimulateJleukocyteJproliferationXJScientificgReportsVJ
2020VJ[ZVJ_fe] 4.9 5

46 TurkishJandJwapaneseJzycobacteriumJtuberculosisJsublineagesJshareJaJremoteJcommonJancestorXJ
InfectionvgGeneticsgandgEvolutionVJ2016VJabVJac[Wad_ 4.5 5

45 pompleteJgenomeJsequenceJofJzycobacteriumJfortuitumJsubspXJfortuitumJtypeJstrainJqSzacc][XJ
JournalgofgBacteriologyVJ2012VJ[faVJc__dWe 3.5 5

44 TheJyipopolysaccharideJandJ˛†W[V_WtlucanJoindingJγroteinJteneJvsJUpregulatedJinJWhiteJSpotJ
VirusWvnfectedJShrimpJRγenaeusJstylirostrisSXJJournalgofgVirologyVJ2002VJdcVJefdeWefde 6.6 5

43 TheJgenomeJofJtheJzoonoticJmalariaJparasiteJγlasmodiumJsimiumJrevealsJadaptationsJtoJhostWswitching 5

42 ’ovelJtumourJsuppressorJrolesJforJtZznJandJRnStRγ[JinJTheileriaJannulataWtransformedJ
macrophagesJandJhumanJoJlymphomaJcellsXJCellulargMicrobiologyVJ2020VJ]]VJe[_]bb 3.9 5
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41 SaudiJnrabianJSnRSWpoVW]JgenomesJimplicateJaJmutantJ’ucleocapsidJproteinJinJmodulatingJhostJ
interactionsJandJincreasedJviralJloadJinJpβVvqW[fJpatients 5

40 TheileriaJhighjacksJw’x]JintoJaJcomplexJwithJtheJmacroschizontJtγvJ
RtlycosylγhosphatidylvnositolSWanchoredJsurfaceJproteinJp[ZaXJCellulargMicrobiologyVJ2019VJ][VJe[]fd_ 3.9 5

39 UnityJinJdiversitygJlessonsJfromJpandidaXJNaturegReviewsgMicrobiologyVJ2009VJdVJdc_ 22.2 4

38 SnRSWpoVW]JgenomesJfromJSaudiJnrabiaJimplicateJnucleocapsidJmutationsJinJhostJresponseJandJ
increasedJviralJloadXXJNaturegCommunicationsVJ2022VJ[_VJcZ[ 17.4 4

37 sunctionalJpangenomeJanalysisJsuggestsJinhibitionJofJtheJproteinJrJasJaJreadilyJavailableJtherapyJ
forJpβVvqW]Z[f 4

36 nntennalJtranscriptomeJsequencingJandJidentificationJofJcandidateJchemoreceptorJproteinsJfromJ
anJinvasiveJpestVJtheJnmericanJpalmJweevilVJRhynchophorusJpalmarumXJScientificgReportsVJ2021VJ[[VJe__a4.9 4

35 γroteinJphosphataseJ[JregulatesJatypicalJmitoticJandJmeioticJdivisionJinJγlasmodiumJsexualJstagesXJ
CommunicationsgBiologyVJ2021VJaVJdcZ 6.7 4

34 UnderstandingJtheJantifoulingJmechanismsJrelatedJtoJcopperJoxideJandJzincJoxideJnanoparticlesJinJ
anaerobicJmembraneJbioreactorsXJEnvironmentalgScience:gNanoVJ2019VJcVJ_acdW_adf 7.1 4

33 zetagenomicsJofJvmportedJzultidrugWResistantJzycobacteriumJlepraeVJSaudiJnrabiaVJ]Z[dXJ
EmerginggInfectiousgDiseasesVJ2020VJ]cVJc[bWc[d 10.2 3

32 SVnzγgJsequenceJvariationJanalysisVJmapsJandJphylogenyXJBioinformaticsVJ2014VJ_ZVJ]]]dWf 7.2 3

31 tenomeJSequencesJofJtheJβxytetracyclineJγroductionJStrainJStreptomycesJrimosusJRcWbZZJandJ
TwoJzutantsJwithJphromosomalJRearrangementsXJGenomegAnnouncementsVJ2014VJ]VJ 3

30 pompleteJgenomeJsequenceJofJzycobacteriumJxenopiJtypeJstrainJRvVzdZZ_cdXJJournalgofg
BacteriologyVJ2012VJ[faVJ_]e]W_ 3.5 3

29 uotJandJsexyJmouldsKXJNaturegReviewsgMicrobiologyVJ2006VJaVJ]aaWb 22.2 3

28 γroteomicJprofilingJofJtheJbrainJofJmiceJwithJexperimentalJcerebralJmalariaXJJournalgofgProteomicsVJ
2018VJ[eZVJc[Wcf 3.9 3

27 tlobalJmappingJofJproteinJsubcellularJlocationJinJapicomplexansgJtheJparasiteJasJweâ��veJneverJseenJ
itJbeforeXJAccessgMicrobiologyVJ2019VJ[VJ 1 3

26 γheromoneJreceptorJofJtheJgloballyJinvasiveJquarantineJpestJofJtheJpalmJtreeVJtheJredJpalmJweevilJ
RRhynchophorusJferrugineusS 3

25 γerformanceJofJpommerciallyJnvailableJRapidJSerologicalJnssaysJforJtheJqetectionJofJSnRSWpoVW]J
nntibodiesXJPathogensVJ2020VJfVJ 4.5 3

24 γlasmodiumJxinesinWeXJassociatesJwithJmitoticJspindlesJandJisJessentialJforJoocystJdevelopmentJ
duringJparasiteJproliferationJandJtransmission 2
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23 iSpn’gJnnJRTWynzγWcoupledJpRvSγRWpas[]JmoduleJforJrapidVJsensitiveJdetectionJofJSnRSWpoVW] 2

22 ShortJsequenceJmotifJdynamicsJinJtheJSnRSWpoVW]JgenomeJsuggestJaJroleJforJcytosineJdeaminationJ
inJpptJreductionJ2021VJ 2

21 rarlyJuumoralJResponseJporrelatesJwithJqiseaseJSeverityJandJβutcomesJinJpβVvqW[fJγatients 2

20 qynamicsJandJwithinWhostJinteractionJofJTheileriaJlestoquardiJandJTXJovisJamongJnaiveJsheepJinJ
βmanXJScientificgReportsVJ2020VJ[ZVJ[feZ] 4.9 2

19 QuickJandJrasyJnssemblyJofJaJβneWStepJqRTWγpRJxitJforJpβVvqW[fJqiagnosticsJUsingJvnWuouseJ
rnzymesXJACSgOmegaVJ2021VJcVJd_daWd_ec 3.9 2

18
tenomeJSequenceJofJaJzultidrugWResistantJStrainJofJStenotrophomonasJmaltophiliaJwithJ
parbapenemJResistanceVJvsolatedJfromJxingJnbdullahJzedicalJpityVJzakkahVJSaudiJnrabiaXJGenomeg
AnnouncementsVJ2015VJ_VJ

1

17 SequenceJdataJswellJforJnematodesXJNaturegReviewsgMicrobiologyVJ2008VJcVJeZZW[ 22.2 1

16 StrengthJinJdiversityXJNaturegReviewsgMicrobiologyVJ2004VJ]VJ_beWf 22.2 1

15 SimultaneousJqetectionJandJzutationJSurveillanceJofJSnRSWpoVW]JandJcoWinfectionsJofJmultipleJ
respiratoryJvirusesJbyJRapidJfieldWdeployableJsequencing 1

14 qisruptionJofJtheJcoordinationJbetweenJhostJcircadianJrhythmsJandJmalariaJparasiteJdevelopmentJ
altersJtheJdurationJofJtheJintraerythrocyticJcycle 1

13 vdentificationJofJgeneJfusionJeventsJinJthatJencodeJchimericJproteinsXJNARgGenomicsgandg
BioinformaticsVJ2020VJ]VJlqaaZ__ 3.7 1

12 γlasmodiumJvinckeiJgenomesJprovideJinsightsJintoJtheJpanWgenomeJandJevolutionJofJrodentJ
malariaJparasitesXJBMCgBiologyVJ2021VJ[fVJcf 7.3 1

11 vnsightsJintoJtheJancestryJevolutionJofJtheJcomplexJfromJanalysisJofXJNARgGenomicsgandg
BioinformaticsVJ2021VJ_VJlqabZdZ 3.7 1

10 zeningococcalJcarriageJamongJuajjJpilgrimsVJriskJfactorsJforJcarriageJandJrecordsJofJvaccinationgJaJ
studyJofJpilgrimsJtoJzeccaXJTropicalgMedicinegandgInternationalgHealthVJ2021VJ]cVJab_Wac[ 2.3 1

9 γroteinJγhosphataseJ[JregulatesJatypicalJmitoticJandJmeioticJdivisionJinJγlasmodiumJsexualJstages 1

8 TheJteneticsJofJResistanceJtoJzalariaJ2004VJadfWbZZ 1

7 γangenomeJnnalysisJofJtheJSoilborneJsungalJγhytopathogenJandJqevelopmentJofJaJ
pomprehensiveJWebJResourcegJRsolaniqoXXJFrontiersgingMicrobiologyVJ2022VJ[_VJe_fb]a 5.7 1

6 tlobalJresearchJallianceJinJinfectiousJdiseasegJaJcollaborativeJeffortJtoJcombatJinfectiousJdiseasesJ
throughJdisseminationJofJportableJsequencingXXJBMCgResearchgNotesVJ2022VJ[bVJaa 2.3 0
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5 WholeWgenomeJsequencingJasJaJtoolJforJstudyingJtheJmicroevolutionJofJdrugWresistantJserialJ
zycobacteriumJtuberculosisJisolatesXJTuberculosisVJ2021VJ[_[VJ[Z][_d 2.6 0

4 qevelopmentJofJtheJzyzozoanJnquaticJγarasiteJγerkinsusJmarinusJasJnJVersatileJrxperimentalJ
teneticJzodelJβrganismXJProtistVJ2021VJ[d]VJ[]be_Z 2.5 0

3 zolecularJpathogenesisJofJmalariaJ2019VJ[f_W]Zc

2 sungiJbehavingJbadlyXJNaturegReviewsgMicrobiologyVJ2005VJ_VJe_]W_ 22.2

1 prohnQsJqiseaseJγatientJvnfectedJWithJzultipleJpoWoccurringJ’ontuberculousJzycobacteriaXJ
InflammatorygBowelgDiseasesVJ2020VJ]cVJecbWecd 4.5
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