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59 RootstockdScionOInteractionsOxffectOFruitOFlavorOinOGraftedOTomatoeOHorticulturaloPlantoJournalcO
2022cO 4.3 1

58 zhromosomedlevelOgenomeOassemblyOofOtheOdiploidOblueberryOVacciniumOdarrowiiOprovidesOinsightsO
intoOitsOsubtropicalOadaptationOandOcuticleOsynthesiseOPlantoCommunicationscO2022cOhggjgn 9 0

57 yreedingOfutureOcropsOtoOfeedOtheOworldOthroughOdeOnovoOdomesticationeeONatureoCommunicationscO
2022cOhjcOhhnh 17.4 0

56 TargetingOaOgeneOregulatoryOelementOenhancesOriceOgrainOyieldObyOdecouplingOpanicleOnumberOandO
sizeeeONatureoBiotechnologycO2022cO 44.5 2

55 ExtensiveOsequenceOdivergenceObetweenOtheOreferenceOgenomesOofOTaraxacumOkokdsaghyzOandO
TaraxacumOmongolicumeeOScienceoChinaoLifeoSciencescO2021cOmlcOlhl 8.5 3

54 HighdefficiencyOprimeOeditingOwithOoptimizedcOpairedOpegRNxsOinOplantseONatureoBiotechnologycO2021
cOjpcOpijdpin 44.5 61

53 xOrouteOtoOdeOnovoOdomesticationOofOwildOallotetraploidOriceeOCellcO2021cOhokcOhhlmdhhngeehk 56.2 81

52 FE qOaOwebOtoolOforOforeignOelementOdetectionOofOgenomededitedOorganismeOScienceoChinaoLifeo
SciencescO2021cOmkcOhmndhng 8.5 3

51 ShortdOandOlongdtermOchallengesOinOcropObreedingeONationaloScienceoReviewcO2021cOocOnwabggi 10.8 4

50 ExpandingOtheOscopeOofOgenomeOeditingOwithOSpGOandOSpRYOvariantsOinOriceeOScienceoChinaoLifeo
SciencescO2021cOmkcOhnokdhnon 8.5 5

49 ImmunopurificationOofOMitochondriaOfromOxrabidopsiseOCurrentoProtocolscO2021cOhcOejk

48 RNxOdemethylationOincreasesOtheOyieldOandObiomassOofOriceOandOpotatoOplantsOinOfieldOtrialseONatureo
BiotechnologycO2021cO 44.5 20

47 StrigolactoneOandOKarrikinOSignalingOPathwaysOElicitOUbiquitinationOandOProteolysisOofOSMXLiOtoO
RegulateOHypocotylOElongationOinOxrabidopsiseOPlantoCellcO2020cOjicOiilhdiing 11.6 38

46 TranscriptionalOregulationOofOstrigolactoneOsignallingOinOxrabidopsiseONaturecO2020cOlojcOinndioh 50.4 68

45 MalateOzirculationqOLinkingOzhloroplastOMetabolismOtoOMitochondrialOROSeOTrendsoinoPlantoSciencecO
2020cOilcOkkmdklk 13.1 38

44 SczaspOrecognizesONNGOprotospacerOadjacentOmotifOinOgenomeOeditingOofOriceeOScienceoChinaoLifeo
SciencescO2020cOmjcOklgdkli 8.5 7

43 RapidOandOspecificOisolationOofOintactOmitochondriaOfromOxrabidopsisOleaveseOJournaloofoGeneticsoando
GenomicscO2020cOkncOmldmo 4 5
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42 xOStrigolactoneOyiosynthesisOGeneOzontributedOtoOtheOGreenORevolutionOinORiceeOMolecularoPlantcO
2020cOhjcOpijdpji 14.4 35

41 VariationsOinOyothOFTLhOandOSPlGcOTwoOTomatoOFTOParalogscOzontrolO aydNeutralOFloweringeO
MolecularoPlantcO2020cOhjcOpjpdpki 14.4 10

40 FIShOencodesOaOGxidoxidaseOthatOregulatesOfruitOfirmnessOinOtomatoeONatureoCommunicationscO2020cO
hhcOlokk 17.4 16

39 xrabidopsisdlikeOzOmodelOsystemeONatureoPlantscO2020cOmcOhgnmdhgnn 11.5 1

38 ImprovingOtheOefficiencyOofOtheOzRISPRdzashiaOsystemOwithOtRNxdcrRNxOarrayseOCropoJournalcO2020cO
ocOkgjdkgn 4.6 9

37 TowardsOaOdeeperOhaplotypeOminingOofOcomplexOtraitsOinOriceOwithORFGyOviegeOPlantoBiotechnologyo
JournalcO2020cOhocOhkdhm 11.6 29

36 SLRhOinhibitsOMOzhOdegradationOtoOcoordinateOtillerOnumberOandOplantOheightOinOriceeONatureo
CommunicationscO2019cOhgcOinjo 17.4 44

35 StrigolactoneOpromotesOcytokininOdegradationOthroughOtranscriptionalOactivationOofOinOriceeO
ProceedingsoofotheoNationaloAcademyoofoSciencesoofotheoUnitedoStatesoofoAmericacO2019cOhhmcOhkjhpdhkjik11.5 46

34 TillerOyudOFormationORegulatorsOMOzhOandOMOzjOzooperativelyOPromoteOTillerOyudOOutgrowthObyO
xctivatingOFONhOExpressionOinORiceeOMolecularoPlantcO2019cOhicOhgpgdhhgi 14.4 36

33 RegulationOofOmitochondrialONx OpoolOviaONx OtransporterOiOisOessentialOforOmatrixONx HO
homeostasisOandOROSOproductionOinOxrabidopsiseOScienceoChinaoLifeoSciencescO2019cOmicOpphdhggi 8.5 17

32 xzaspOexpandsOtheOscopeOofOgenomeOeditingOwithOreducedOefficiencyOinOriceeOPlantoBiotechnologyo
JournalcO2019cOhncOngpdnhh 11.6 65

31 GeneticOvariationsOinOxREhOmediateOgrainOyieldObyOmodulatingOnitrogenOutilizationOinOriceeONatureo
CommunicationscO2018cOpcOnjl 17.4 45

30 GenomicOvariationOinOjcghgOdiverseOaccessionsOofOxsianOcultivatedOriceeONaturecO2018cOllncOkjdkp 50.4 582

29 MalateOtransportedOfromOchloroplastOtoOmitochondrionOtriggersOproductionOofOROSOandOPz OinO
xrabidopsisOthalianaeOCelloResearchcO2018cOiocOkkodkmh 24.7 71

28 GenomeOanalysisOofOTaraxacumOkokdsaghyzORodinOprovidesOnewOinsightsOintoOrubberObiosynthesiseO
NationaloScienceoReviewcO2018cOlcOnodon 10.8 47

27 GenomedwideOidentificationOofOtranscriptionOfactorsOthatOareOcriticalOtoOnondsmallOcellOlungOcancereO
CanceroLetterscO2018cOkjkcOhjidhkj 9.9 31

26  etectionOofOmajorOlociOassociatedOwithOtheOvariationOofOhoOimportantOagronomicOtraitsObetweenO
SolanumOpimpinellifoliumOandOcultivatedOtomatoeseOPlantoJournalcO2018cOplcOjhidjij 6.9 16

25 xOzoreORegulatoryOPathwayOzontrollingORiceOTillerOxngleOMediatedObyOtheOd ependentOxsymmetricO
 istributionOofOxuxineOPlantoCellcO2018cOjgcOhkmhdhknl 11.6 55
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24 TowardsOmolecularOdesignOofOriceOplantOarchitectureOandOgrainOqualityeOChineseoScienceoBulletincO2018
cOmjcOhinldhiop 2.9 2

23 RetrospectiveOandOperspectiveOofOriceObreedingOinOzhinaeOJournaloofoGeneticsoandoGenomicscO2018cOklcOmgjdmhi4 25

22 xOsingleOtranscriptionOfactorOpromotesObothOyieldOandOimmunityOinOriceeOSciencecO2018cOjmhcOhgimdhgio 33.3 138

21 zonstructionOofOaOGenomedWideOMutantOLibraryOin´ RiceOUsingOzRISPRfzaspeOMolecularoPlantcO2017cO
hgcOhijodhikh 14.4 127

20 xO ljOrepressionOmotifOinducesOoligomerizationOofOTOPLESSOcorepressorsOandOpromotesOassemblyO
ofOaOcorepressordnucleosomeOcomplexeOScienceoAdvancescO2017cOjcOehmghihn 14.3 40

19 TissuedSpecificOUbiquitinationObyOIPxhOINTERxzTINGOPROTEINhOModulatesOIPxhOProteinOLevelsOtoO
RegulateOPlantOxrchitectureOinORiceeOPlantoCellcO2017cOipcOmpndngn 11.6 58

18 xOnaturalOtandemOarrayOalleviatesOepigeneticOrepressionOofOIPxhOandOleadsOtoOsuperiorOyieldingOriceeO
NatureoCommunicationscO2017cOocOhknop 17.4 85

17 GenomedwideOassociationOstudiesOdissectOtheOgeneticOnetworksOunderlyingOagronomicalOtraitsOinO
soybeaneOGenomeoBiologycO2017cOhocOhmh 18.3 190

16 IPxhOfunctionsOasOaOdownstreamOtranscriptionOfactorOrepressedObyO ljOinOstrigolactoneOsignalingOinO
riceeOCelloResearchcO2017cOincOhhiodhhkh 24.7 115

15  WxRFhkcOxOReceptorOzovalentlyOLinkedOwithOtheOxctiveOFormOofOStrigolactonescOUndergoesO
Strigolactoned ependentO egradationOinORiceeOFrontiersoinoPlantoSciencecO2017cOocOhpjl 6.2 24

14
zriticalOrolesOofOsolubleOstarchOsynthaseOSSIIIaOandOgranuledboundOstarchOsynthaseOWaxyOinO
synthesizingOresistantOstarchOinOriceeOProceedingsoofotheoNationaloAcademyoofoSciencesoofotheoUnitedo
StatesoofoAmericacO2016cOhhjcOhiokkdhiokp

11.5 100

13 GuestOEditorialOforOSpecialOSectionOonOyigO ataOzomputingOandOProcessingOinOzomputationalOyiologyO
andOyioinformaticseOIEEE/ACMoTransactionsoonoComputationaloBiologyoandoBioinformaticscO2016cOhjcOohgdohh3

12 IdentificationOofORegulatoryO NxOElementsOUsingOGenomedwideOMappingOofO NaseOIOHypersensitiveO
SitesOduringOTomatoOFruitO evelopmenteOMolecularoPlantcO2016cOpcOhhmodhhoi 14.4 16

11 zopyOnumberOvariationOatOtheOGLnOlocusOcontributesOtoOgrainOsizeOdiversityOinOriceeONatureoGeneticscO
2015cOkncOpkkdo 36.3 317

10 RiceOfunctionalOgenomicsOandObreedingOdatabaseOXRFGyYdjKdriceOSNPOandOIn elOsubddatabaseeO
ChineseoScienceoBulletincO2015cOmgcOjmndjnh 2.9 27

9  eficientOplastidicOfattyOacidOsynthesisOtriggersOcellOdeathObyOmodulatingOmitochondrialOreactiveO
oxygenOspecieseOCelloResearchcO2015cOilcOmihdjj 24.7 57

8 HeterogeneousOzloudOFrameworkOforOyigO ataOGenomeOSequencingeOIEEE/ACMoTransactionsoono
ComputationaloBiologyoandoBioinformaticscO2015cOhicOhmmdno 3 22

7 GenomedwideObindingOanalysisOofOtheOtranscriptionOactivatorOidealOplantOarchitecturehOrevealsOaO
complexOnetworkOregulatingOriceOplantOarchitectureeOPlantoCellcO2013cOilcOjnkjdlp 11.6 417
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6  WxRFOljOactsOasOaOrepressorOofOstrigolactoneOsignallingOinOriceeONaturecO2013cOlgkcOkghdl 50.4 475

5 NetworkOxnalysisOtoOInterpretOzomplexOPhenotypesO2011cOhdhi 1

4 eResponseNetqOaOpackageOprioritizingOcandidateOdiseaseOgenesOthroughOcellularOpathwayseO
BioinformaticscO2011cOincOijhpdig 7.2 8

3 EvaluatingOdiabetesOandOhypertensionOdiseaseOcausalityOusingOmouseOphenotypeseOBMCoSystemso
BiologycO2010cOkcOpn 3.5 3

2 ImprovingOtheOthermostabilityOofONdcarbamyld daminoOacidOamidohydrolaseObyOerrordproneOPzReO
AppliedoMicrobiologyoandoBiotechnologycO2009cOoicOinpdol 5.7 12

1 InferringOcausalOrelationshipsOamongOdifferentOhistoneOmodificationsOandOgeneOexpressioneOGenomeo
ResearchcO2008cOhocOhjhkdik 9.7 97
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