15

papers

15

all docs

687363

/730 13
citations h-index
15 15
docs citations times ranked

996975
15

g-index

648

citing authors



10

12

14

m

ARTICLE IF CITATIONS

Classification of highd€grade cervical intraepithelial neoplasia by p16<sup>ink4a</sup>, Kid€67, <scp>HPV
E4<[scp> and <i><scp>FAM19A4<[scp>[<scp>miR124<[scp>a€2<[i> methylation status demonstrates

considerable heterogeneity with potential consequences for management. International Journal of
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Long-term CIN3+ risk of HPV positive women after triage with FAM19A4/miR124-2 methylation analysis.
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Cervical cancer risk in HPVa€positive women after a negative <i>FAM19A4/mir1244€2<[i> methylation test: A
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supports reflex triage of self-samples using HPV16/18 and FAM19A4/miR124-2 methylation. Gynecologic 1.4 7
Oncology, 2018, 151, 311-318.
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FAM19A4 methylation analysis in self-samples compared with cervical scrapes for detecting cervical
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Comparing the performance of <i>FAM19A4<i> methylation analysis, cytology and HPV16/18 genotyping
for the detection of cervical (pre)cancer in higha€risk HPVa€positive women of a gynecologic outpatient
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Cervical Carcinomas and Advanced CIN2/3 Lesions. Cancer Prevention Research, 2014, 7, 1251-1257. :

Development of a multiplex methylation-specific PCR as candidate triage test for women with an
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