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The mRNA expression profile of the goat prion protein testis-specific (PRNT) gene and its associations
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Detection of 15-bp Deletion Mutation within PLAG1 Gene and Its Effects on Growth Traits in Goats.
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Ronin governs the metabolic capacity of the embryonic lineage for posta€implantation development. 20 4
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Insertion/deletion variants within the IGF2BP2 gene identified in reported genome-wide selective sweep
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Palliative effects of metformin on testicular damage induced by triptolide in male rats. Ecotoxicology
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Indel variants within the <i>PRL</i> and <i>GHR«<[i> genes associated with sheep litter size.
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Goat sperm associated antigen 17 protein gene (SPAG17): Small and large fragment genetic variation
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C2C12 Mouse Myoblasts Damage Induced by Oxidative Stress Is Alleviated by the Antioxidant Capacity of
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miR-205 Expression Elevated With EDS Treatment and Induced Leydig Cell Apoptosis by Targeting RAP2B
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Goat CMTM2: mRNA expression profiles of different alternative spliced variants and associations
analyses with growth traits. 3 Biotech, 2020, 10, 131.
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Multiple morphological abnormalities of the sperm flagella (MMAF)-associated genes: The
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Pig SOX9: Expression profiles of Sertoli cell (SCs) and a functional 18 bp indel affecting testis weight.
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Pig Hsd17b3: Alternative splice variants expression, insertion/deletion (indel) in promoter region and
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Goat SPEF2: Expression profile, indel variants identification and association analysis with litter size.
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Gene, 2016, 581, 14-20. )

Identification of novel alternative splicing transcript and expression analysis of bovine TMEM95 gene.
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insect cells. Gene, 2015, 556, 245-248.
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