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8
Developmental exposure to environmental levels of cadmium induces neurotoxicity and activates
microglia in zebrafish larvae: From the perspectives of neurobehavior and neuroimaging.
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10 Investigation of Copy Number Variations (CNVs) of the Goat PPP3CA Gene and Their Effect on Litter
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15 Detection of 15-bp Deletion Mutation within PLAG1 Gene and Its Effects on Growth Traits in Goats.
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16 Ronin governs the metabolic capacity of the embryonic lineage for postâ€•implantation development.
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Insertion/deletion variants within the IGF2BP2 gene identified in reported genome-wide selective sweep
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18 Palliative effects of metformin on testicular damage induced by triptolide in male rats. Ecotoxicology
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19 Detection of mRNA Expression and Copy Number Variations Within the Goat FecB Gene Associated With
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20 A deletion mutation within the <i>ATBF1</i> gene is strongly associated with goat litter size. Animal
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21 Indel variants within the <i>PRL</i> and <i>GHR</i> genes associated with sheep litter size.
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Two Novel Rare Strongly Linked Missense SNPs (P27R and A85G) Within the GDF9 Gene Were
Significantly Associated With Litter Size in Shaanbei White Cashmere (SBWC) Goats. Frontiers in
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27 A 5-bp mutation withinMSTN/GDF8gene was significantly associated with growth traits in Inner
Mongolia White Cashmere goats. Animal Biotechnology, 2020, 32, 1-6. 0.7 8

28 miR-205 Expression Elevated With EDS Treatment and Induced Leydig Cell Apoptosis by Targeting RAP2B
via the PI3K/AKT Signaling Pathway. Frontiers in Cell and Developmental Biology, 2020, 8, 448. 1.8 4
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30 Myostatin (MSTN) Gene Indel Variation and Its Associations with Body Traits in Shaanbei White
Cashmere Goat. Animals, 2020, 10, 168. 1.0 19

31 Goat CMTM2: mRNA expression profiles of different alternative spliced variants and associations
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33 Multiple morphological abnormalities of the sperm flagella (MMAF)-associated genes: The
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34 Pig SOX9: Expression profiles of Sertoli cell (SCs) and a functional 18 bp indel affecting testis weight.
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36 Genetic Effects of Single Nucleotide Polymorphisms in the Goat GDF9 Gene on Prolificacy: True or
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43 An 11-bp Indel Polymorphism within the CSN1S1 Gene Is Associated with Milk Performance and Body
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58 Identification of novel isoforms of dairy goat EEF1D and their mRNA expression characterization.
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59 Identification of novel alternative splicing transcript and expression analysis of bovine TMEM95 gene.
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60 Novel alternative splice variants of NFIX and their diverse mRNA expression patterns in dairy goat.
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insect cells. Gene, 2015, 556, 245-248. 1.0 9
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Molecular Biology Reports, 2010, 37, 2117-2124. 1.0 42
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46, 424-432. 0.8 9


