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k Paper IF Citations

77 QuantificationQofQpopulationQstructureQinQaQnaturalQhostfQProceedingsoofotheoNationaloAcademyoofo
SciencesoofotheoUnitedoStatesoofoAmericadQ2021dQiiqdQ 11.5 4

76 BrucellaQovisQΔysteineQBiosynthesisQΔontributesQtoQPeroxideQStressQSurvivalQandQFitnessQinQtheQ
IntracellularQNichefQInfectionoandoImmunitydQ2021dQqrdQ 3.7 2

75 FlagellarQPerturbationsQzctivateQzdhesionQthroughQTwoQαistinctQPathwaysQinfQMBiodQ2021dQikdQ 7.8 7

74 TheQΔhvGeΔhvIQandQNtrYeNtrXQTwoeΔomponentQSystemsQΔoordinatelyQRegulateQGrowthQofQ
ΔaulobacterQcrescentusfQJournaloofoBacteriologydQ2021dQkhldQehhirrki 3.5 1

73 σarlyeLifeQMicrobialQRestitutionQReducesQΔolitisQRiskQPromotedQbyQzntibioticeInducedQGutQαysbiosisQ
inQInterleukinQihQMicefQGastroenterologydQ2021dQioidQrmhernkfein 13.3 4

72 σxtremeQzntagonismQzrisingQfromQGeneeσnvironmentQInteractionsfQBiophysicaloJournaldQ2020dQiirdQkhpmekhqo2.9 1

71 FeedbackQΔontrolQofQaQTwoeΔomponentQSignalingQSystemQbyQanQFeeSeBindingQReceiverQαomainfQMBio
dQ2020dQiidQ 7.8 8

70 ΔompositionQofQtheQHoldfastQPolysaccharideQfromfQJournaloofoBacteriologydQ2019dQkhidQ 3.5 7

69 RegulationQofQtheQσrythrobacterQlitoralisQαSMQqnhrQgeneralQstressQresponseQbyQvisibleQlightfQ
MolecularoMicrobiologydQ2019dQiikdQmmkemoh 4.1 3

68 RegulationQofQbacterialQsurfaceQattachmentQbyQaQnetworkQofQsensoryQtransductionQproteinsfQPLoSo
GeneticsdQ2019dQindQeihhqhkk 6 4

67 PeriplasmicQProteinQσipBQIsQaQMolecularQαeterminantQofQΔellQσnvelopeQIntegrityQandQVirulencefQ
JournaloofoBacteriologydQ2019dQkhidQ 3.5 5

66 zQGenomeeWideQznalysisQofQzdhesionQinQIdentifiesQNewQRegulatoryQandQBiosyntheticQΔomponentsQ
forQHoldfastQzssemblyfQMBiodQ2019dQihdQ 7.8 14

65 zQΔarbonicQznhydraseQPseudogeneQSensitizesQSelectQLineagesQtoQLowQΔOQTensionfQJournaloofo
BacteriologydQ2019dQkhidQ 3.5 7

64 GenomeescaleQfitnessQprofileQofQΔaulobacterQcrescentusQgrownQinQnaturalQfreshwaterfQISMEoJournaldQ
2019dQildQnklenlo 11.9 18

63 PeriplasmicQproteinQσipzQdeterminesQenvelopeQstressQresistanceQandQvirulenceQinQBrucellaQabortusfQ
MolecularoMicrobiologydQ2019dQiiidQolpeooi 4.1 10

62 BridgingQtheQTimescalesQofQSingleeΔellQandQPopulationQαynamicsfQPhysicaloReviewoXdQ2018dQqdQ 9.1 13

61 MolecularQcontrolQofQgeneQexpressionQbyQBaaRdQanQIclRetypeQtranscriptionalQrepressorfQJournaloofo
BiologicaloChemistrydQ2018dQkrldQpmlpepmno 5.4 3
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60 zllostericQcontrolQofQaQbacterialQstressQresponseQsystemQbyQanQantieˇ�QfactorfQMolecularoMicrobiologydQ
2018dQihpdQiomeipr 4.1 4

59 ΔoherentQFeedforwardQRegulationQofQGeneQσxpressionQbyQΔaulobacterQˇ�QandQGsrNQduringQ
HyperosmoticQStressfQJournaloofoBacteriologydQ2018dQkhhdQ 3.5 3

58 σxperimentalQevolutionQofQdiverseQσscherichiaQcoliQmetabolicQmutantsQidentifiesQgeneticQlociQforQ
convergentQadaptationQofQgrowthQratefQPLoSoGeneticsdQ2018dQimdQeihhpkqm 6 17

57 GeneQnetworkQanalysisQidentifiesQaQcentralQpostetranscriptionalQregulatorQofQcellularQstressQsurvivalfQ
ELifedQ2018dQpdQ 8.9 12

56 StructureQandQfunctionQofQHWσgHisKzkefamilyQsensorQhistidineQkinasesfQCurrentoOpinionoino
MicrobiologydQ2017dQlodQmpenm 7.9 13

55 BrucellaQabortusQInducesQaQWarburgQShiftQinQHostQMetabolismQThatQIsQLinkedQtoQσnhancedQ
IntracellularQSurvivalQofQtheQPathogenfQJournaloofoBacteriologydQ2017dQirrdQ 3.5 36

54 ΔonservedQzBΔQTransportQSystemQRegulatedQbyQtheQGeneralQStressQResponseQPathwaysQofQzlphaeQ
andQGammaproteobacteriafQJournaloofoBacteriologydQ2017dQirrdQ 3.5 11

53 ztypicalQmodesQofQbacterialQhistidineQkinaseQsignalingfQMolecularoMicrobiologydQ2017dQihldQirpekhk 4.1 18

52 IdentificationQofQtheQPhoBQRegulonQandQRoleQofQPhoUQinQtheQPhosphateQStarvationQResponseQofQ
ΔaulobacterQcrescentusfQJournaloofoBacteriologydQ2016dQirqdQiqpekhh 3.5 36

51 BrucellaQabortusQ˛�rpoσiQconfersQprotectiveQimmunityQagainstQwildQtypeQchallengeQinQaQmouseQmodelQ
ofQbrucellosisfQVaccinedQ2016dQlmdQnhplenhqi 4.1 5

50 zQdualetargetingQapproachQtoQinhibitQBrucellaQabortusQreplicationQinQhumanQcellsfQScientificoReportsdQ
2016dQodQlnqln 4.9 5

49 αataQpublicationQwithQtheQstructuralQbiologyQdataQgridQsupportsQliveQanalysisfQNatureoCommunications
dQ2016dQpdQihqqk 17.4 78

48 WrpzQIsQanQztypicalQFlavodoxinQFamilyQProteinQunderQRegulatoryQΔontrolQofQtheQBrucellaQabortusQ
GeneralQStressQResponseQSystemfQJournaloofoBacteriologydQ2016dQirqdQikqierl 3.5 12

47 ProperQΔontrolQofQΔaulobacterQcrescentusQΔellQSurfaceQzdhesionQRequiresQtheQGeneralQProteinQ
ΔhaperoneQαnaKfQJournaloofoBacteriologydQ2016dQirqdQkoliemk 3.5 7

46 zctivationQMechanismQofQtheQBacteroidesQfragilisQΔysteineQPeptidasedQFragipainfQBiochemistrydQ2016dQ
nndQmhppeqm 3.2 11

45 zctivationQofQBacteroidesQfragilisQtoxinQbyQaQnovelQbacterialQproteaseQcontributesQtoQanaerobicQ
sepsisQinQmicefQNatureoMedicinedQ2016dQkkdQnolep 50.5 55

44 NexteGenerationQHigheThroughputQFunctionalQznnotationQofQMicrobialQGenomesfQMBiodQ2016dQpdQ 7.8 16

43
StructuralQasymmetryQinQaQconservedQsignalingQsystemQthatQregulatesQdivisiondQreplicationdQandQ
virulenceQofQanQintracellularQpathogenfQProceedingsoofotheoNationaloAcademyoofoSciencesoofotheoUnitedo
StatesoofoAmericadQ2015dQiikdQσlphreiq

11.5 43

(2015-2018)
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42 VirulenceQregulationQwithQVenusQflytrapQdomainssQstructureQandQfunctionQofQtheQperiplasmicQmoietyQ
ofQtheQsensorekinaseQBvgSfQPLoSoPathogensdQ2015dQiidQeihhmphh 7.6 26

41 BrucellaQabortusQΔellQΔycleQandQInfectionQzreQΔoordinatedfQTrendsoinoMicrobiologydQ2015dQkldQqikeqki 12.4 24

40 σvolvingQnewQproteineproteinQinteractionQspecificityQthroughQpromiscuousQintermediatesfQCelldQ2015dQ
ioldQnrmeoho 56.2 99

39 GeneralQStressQSignalingQinQtheQzlphaproteobacteriafQAnnualoReviewoofoGeneticsdQ2015dQmrdQohlekn 14.5 44

38 IntergenerationalQcontinuityQofQcellQshapeQdynamicsQinQΔaulobacterQcrescentusfQScientificoReportsdQ
2015dQndQrinn 4.9 10

37 StructuredQandQαynamicQαisorderedQαomainsQRegulateQtheQzctivityQofQaQMultifunctionalQzntieˇ�Q
FactorfQMBiodQ2015dQodQehhrih 7.8 10

36 TheQcodingQandQnoncodingQarchitectureQofQtheQΔaulobacterQcrescentusQgenomefQPLoSoGeneticsdQ2014
dQihdQeihhmmol 6 101

35 zQcellQcycleQandQnutritionalQcheckpointQcontrollingQbacterialQsurfaceQadhesionfQPLoSoGeneticsdQ2014dQ
ihdQeihhmihi 6 52

34 TheQBrucellaQabortusQvirulenceQregulatordQLovhKdQisQaQsensorQkinaseQinQtheQgeneralQstressQresponseQ
signallingQpathwayfQMolecularoMicrobiologydQ2014dQrmdQrilekn 4.1 35

33 BacterialQlifestyleQshapesQstringentQresponseQactivationfQTrendsoinoMicrobiologydQ2013dQkidQipmeqh 12.4 148

32 myoeinositolQandQαeriboseQligandQdiscriminationQinQanQzBΔQperiplasmicQbindingQproteinfQJournaloofo
BacteriologydQ2013dQirndQklpreqq 3.5 12

31 TheQBrucellaQabortusQgeneralQstressQresponseQsystemQregulatesQchronicQmammalianQinfectionQandQisQ
controlledQbyQphosphorylationQandQproteolysisfQJournaloofoBiologicaloChemistrydQ2013dQkqqdQilrhoeio 5.4 47

30 ΔhromosomeQreplicationQandQsegregationQgovernQtheQbiogenesisQandQinheritanceQofQinorganicQ
polyphosphateQgranulesfQMolecularoBiologyoofotheoCelldQ2013dQkmdQlippeqo 3.5 28

29
StructuralQbasisQofQaQproteinQpartnerQswitchQthatQregulatesQtheQgeneralQstressQresponseQofQ
˛–eproteobacteriafQProceedingsoofotheoNationaloAcademyoofoSciencesoofotheoUnitedoStatesoofoAmericadQ
2012dQihrdQσiminekl

11.5 38

28 TheQLovKeLovRQtwoecomponentQsystemQisQaQregulatorQofQtheQgeneralQstressQpathwayQinQΔaulobacterQ
crescentusfQJournaloofoBacteriologydQ2012dQirmdQlhlqemr 3.5 58

27 ΔellQbiologyQofQmicroeorganismsQandQtheQevolutionQofQtheQeukaryoticQcellfQMolecularoBiologyoofotheo
CelldQ2012dQkldQrpmerpm 3.5 78

26 MolecularQstructureQandQfunctionQofQtheQnovelQBrnTgBrnzQtoxineantitoxinQsystemQofQBrucellaQ
abortusfQJournaloofoBiologicaloChemistrydQ2012dQkqpdQikhrqeiih 5.4 42

25 ppGppQandQpolyphosphateQmodulateQcellQcycleQprogressionQinQΔaulobacterQcrescentusfQJournaloofo
BacteriologydQ2012dQirmdQkqeln 3.5 66
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24 FunctiondQstructureQandQmechanismQofQbacterialQphotosensoryQLOVQproteinsfQNatureoReviewso
MicrobiologydQ2011dQrdQpilekl 22.2 168

23 LigandebindingQPzSQdomainsQinQaQgenomicdQcellulardQandQstructuralQcontextfQAnnualoReviewoofo
MicrobiologydQ2011dQondQkoieqo 17.5 268

22 TheQcomplexQlogicQofQstringentQresponseQregulationQinQΔaulobacterQcrescentussQstarvationQsignallingQ
inQanQoligotrophicQenvironmentfQMolecularoMicrobiologydQ2011dQqhdQornepim 4.1 58

21 InteractionQspecificitydQtoxicityQandQregulationQofQaQparalogousQsetQofQParσgRelσefamilyQ
toxineantitoxinQsystemsfQMolecularoMicrobiologydQ2010dQppdQkloeni 4.1 77

20 zQstructuralQmodelQofQantieantieˇ�QinhibitionQbyQaQtwoecomponentQreceiverQdomainsQtheQPhyRQstressQ
responseQregulatorfQMolecularoMicrobiologydQ2010dQpqdQkrhelhm 4.1 45

19 TheQgeneticQbasisQofQlaboratoryQadaptationQinQΔaulobacterQcrescentusfQJournaloofoBacteriologydQ2010dQ
irkdQlopqeqq 3.5 124

18 znQanalysisQofQtheQsolutionQstructureQandQsignalingQmechanismQofQLovKdQaQsensorQhistidineQkinaseQ
integratingQlightQandQredoxQsignalsfQBiochemistrydQ2010dQmrdQopoieph 3.2 58

17 zQconservedQmodeQofQproteinQrecognitionQandQbindingQinQaQParαeParσQtoxineantitoxinQcomplexfQ
BiochemistrydQ2010dQmrdQkkhnein 3.2 61

16 σlectronicQandQproteinQstructuralQdynamicsQofQaQphotosensoryQhistidineQkinasefQBiochemistrydQ2010dQ
mrdQmpnker 3.2 18

15 TheQphotobiologyQofQmicrobialQpathogenesisfQPLoSoPathogensdQ2009dQndQeihhhmph 7.6 42

14 TightlyQregulatedQandQheritableQdivisionQcontrolQinQsingleQbacterialQcellsfQBiophysicaloJournaldQ2008dQ
rndQkholepk 2.9 49

13 PhotoregulationQinQprokaryotesfQCurrentoOpinionoinoMicrobiologydQ2008dQiidQioqepq 7.9 83

12 GeneticQandQcomputationalQidentificationQofQaQconservedQbacterialQmetabolicQmodulefQPLoSoGeneticsdQ
2008dQmdQeihhhlih 6 24

11 zQphotosensoryQtwoecomponentQsystemQregulatesQbacterialQcellQattachmentfQProceedingsoofotheo
NationaloAcademyoofoSciencesoofotheoUnitedoStatesoofoAmericadQ2007dQihmdQiqkmieo 11.5 136

10 MicrobiologyfQzQbacterialQpathogenQseesQtheQlightfQSciencedQ2007dQlipdQihmiek 33.3 7

9 LOVeαomainQStructuredQαynamicsdQandQαiversityQ2005dQlklello 4

8 ΔonservedQmodularQdesignQofQanQoxygenQsensorygsignalingQnetworkQwithQspeciesespecificQoutputfQ
ProceedingsoofotheoNationaloAcademyoofoSciencesoofotheoUnitedoStatesoofoAmericadQ2005dQihkdQqhiqekl 11.5 71

7 zQgeneticQoscillatorQandQtheQregulationQofQcellQcycleQprogressionQinQΔaulobacterQcrescentusfQCello
CycledQ2004dQldQiknkem 4.7 7

(2004-2011)
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6 TheQLOVkQdomainQofQphototropinsQaQreversibleQphotochromicQswitchfQJournaloofotheoAmericano
ChemicaloSocietydQ2004dQikodQmnikel 16.4 83

5 TheQLOVQdomainQfamilysQphotoresponsiveQsignalingQmodulesQcoupledQtoQdiverseQoutputQdomainsfQ
BiochemistrydQ2003dQmkdQkeih 3.2 352

4 PrimaryQreactionsQofQtheQLOVkQdomainQofQphototropindQaQplantQblueelightQphotoreceptorfQ
BiochemistrydQ2003dQmkdQllqnerk 3.2 200

3 PhotoexcitedQstructureQofQaQplantQphotoreceptorQdomainQrevealsQaQlightedrivenQmolecularQswitchfQ
PlantoCelldQ2002dQimdQihopepn 11.6 328

2 QuantificationQofQBrucellaQabortusQpopulationQstructureQinQaQnaturalQhost 3

1 GeneQnetworkQanalysisQidentifiesQaQcentralQpostetranscriptionalQregulatorQofQcellularQstressQsurvival 2
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