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m Paper IF Citations

281 TranscriptionGfactorshGstructuralGfamiliesGandGprinciplesGofGr oGrecognitionVGAnnualhReviewhofh
BiochemistryTG1992TGdYTGYXcaUgc 29.1 1284

280 oooSGproteaseshGoTβUfueledGmachinesGofGproteinGdestructionVGAnnualhReviewhofhBiochemistryTG2011TG
fXTGcfeUdYZ 29.1 525

279 βroteomicGdiscoveryGofGcellularGsubstratesGofGtheGqlpXβGproteaseGrevealsGfiveGclassesGofG
qlpXUrecognitionGsignalsVGMolecularhCellTG2003TGYYTGdeYUfa 17.6 465

278 −•βGpeptideGsignalsGinitiateGtheGenvelopeUstressGresponseGbyGactivatingGregSGproteaseGviaGreliefGofG
inhibitionGmediatedGbyGitsGβrZGdomainVGCellTG2003TGYYaTGdYUeY 56.2 412

277 olternativeGpackingGarrangementsGinGtheGhydrophobicGcoreGofGlambdaGrepressorVGNatureTG1989TGaagTGaYUd 50.4 376

276 SculptingGtheGproteomeGwithGoooPSQGproteasesGandGdisassemblyGmachinesVGCellTG2004TGYYgTGgUYf 56.2 361

275 lambdaGRepressorGandGcroUUcomponentsGofGanGefficientGmolecularGswitchVGNatureTG1981TGZgbTGZYeUZa 50.4 359

274 TheGSsroUSmppGsystemGforGproteinGtaggingTGdirectedGdegradationGandGribosomeGrescueVGNatureh
StructuralhBiologyTG2000TGeTGbbgUcc 327

273 oreGburiedGsaltGbridgesGimportantGforGproteinGstabilityGandGconformationalGspecificitymVGNatureh
StructuralhandhMolecularhBiologyTG1995TGZTGYZZUf 17.6 305

272 RebuiltGoooGSGmotorsGrevealGoperatingGprinciplesGforGoTβUfuelledGmachinesVGNatureTG2005TGbaeTGYYYcUZX 50.4 299

271 qlpXβTGanGoTβUpoweredGunfoldingGandGproteinUdegradationGmachineVGBiochimicahEthBiophysicahActahxh
MolecularhCellhResearchTG2012TGYfZaTGYcUZf 4.9 287

270 rynamicsGofGsubstrateGdenaturationGandGtranslocationGbyGtheGqlpXβGdegradationGmachineVG
MolecularhCellTG2000TGcTGdagUbf 17.6 271

269 oGspecificityUenhancingGfactorGforGtheGqlpXβGdegradationGmachineVGScienceTG2000TGZfgTGZacbUd 33.3 260

268 r oGrecognitionGbyGbetaUsheetsGinGtheGorcGrepressorUoperatorGcrystalGstructureVGNatureTG1994TGadeTGecbUe50.4 260

267 TheGtmR oGsystemGforGtranslationalGsurveillanceGandGribosomeGrescueVGAnnualhReviewhofh
BiochemistryTG2007TGedTGYXYUZb 29.1 253

266 zinkageGbetweenGoTβGconsumptionGandGmechanicalGunfoldingGduringGtheGproteinGprocessingG
reactionsGofGanGoooSGdegradationGmachineVGCellTG2003TGYYbTGcYYUZX 56.2 244

265 resignTGconstructionGandGcharacterizationGofGaGsetGofGinsulatedGbacterialGpromotersVGNucleichAcidsh
ResearchTG2011TGagTGYYaYUbY 20.1 237
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264
−verlappingGrecognitionGdeterminantsGwithinGtheGssroGdegradationGtagGallowGmodulationGofG
proteolysisVGProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTG2001TG
gfTGYXcfbUg

11.5 224

263 squilibriumGdissociationGandGunfoldingGofGtheGorcGrepressorGdimerVGBiochemistryTG1989TGZfTGeYagUba 3.2 223

262 StructuresGofGasymmetricGqlpXGhexamersGrevealGnucleotideUdependentGmotionsGinGaGoooSG
proteinUunfoldingGmachineVGCellTG2009TGYagTGebbUcd 56.2 218

261 oTβUdependentGproteasesGofGbacteriahGrecognitionGlogicGandGoperatingGprinciplesVGTrendshinh
BiochemicalhSciencesTG2006TGaYTGdbeUca 10.3 217

260 βoreGloopsGofGtheGoooSGqlpXGmachineGgripGsubstratesGtoGdriveGtranslocationGandGunfoldingVGNatureh
StructuralhandhMolecularhBiologyTG2008TGYcTGYYbeUcY 17.6 215

259 SingleUmoleculeGproteinGunfoldingGandGtranslocationGbyGanGoTβUfueledGproteolyticGmachineVGCellTG
2011TGYbcTGZceUde 56.2 205

258 •olecularGdeterminantsGofGcomplexGformationGbetweenGqlpWvspYXXGoTβasesGandGtheGqlpβG
peptidaseVGNaturehStructuralhBiologyTG2001TGfTGZaXUa 205

257 TheGroleGofGinternalGpackingGinteractionsGinGdeterminingGtheGstructureGandGstabilityGofGaGproteinVG
JournalhofhMolecularhBiologyTG1991TGZYgTGacgUed 6.5 198

256 qleavageGofGtheGoGsiteGmR oGcodonGduringGribosomeGpausingGprovidesGaGmechanismGforG
translationalGqualityGcontrolVGMolecularhCellTG2003TGYZTGgXaUYY 17.6 190

255 •echanisticGinsightsGintoGbacterialGoooSGproteasesGandGproteinUremodellingGmachinesVGNatureh
ReviewshMicrobiologyTG2016TGYbTGaaUbb 22.2 179

254 RecognitionGofGmisfoldedGproteinsGbyGzonTGaGoooPSQGproteaseVGGeneshandhDevelopmentTG2008TGZZTGZZdeUee12.6 169

253 StructuralGandGenergeticGconsequencesGofGdisruptiveGmutationsGinGaGproteinGcoreVGBiochemistryTG1992
TGaYTGbaZbUaa 3.2 164

252 ReverseGhydrophobicGeffectsGrelievedGbyGaminoUacidGsubstitutionsGatGaGproteinGsurfaceVGNatureTG1990
TGabbTGadaUb 50.4 161

251 •odulatingGsubstrateGchoicehGtheGSsppGadaptorGdeliversGaGregulatorGofGtheGextracytoplasmicUstressG
responseGtoGtheGoooSGproteaseGqlpXβGforGdegradationVGGeneshandhDevelopmentTG2004TGYfTGZZgZUaXY 12.6 160

250 βZZGorcGrepressorhGfoldingGkineticsGofGaGsingleUdomainTGdimericGproteinVGBiochemistryTG1994TGaaTGYYZcUaa 3.2 160

249 sngineeringGcontrollableGproteinGdegradationVGMolecularhCellTG2006TGZZTGeXYUe 17.6 156

248 qrystalGstructureGofGtheGnickelUresponsiveGtranscriptionGfactorG ikRVGNaturehStructuralhandhMolecularh
BiologyTG2003TGYXTGegbUg 17.6 151

247 osymmetricGinteractionsGofGoTβGwithGtheGoooSGqlpXdGunfoldasehGallostericGcontrolGofGaGproteinG
machineVGCellTG2005TGYZYTGYXYeUZe 56.2 145

(2005-2001)
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246 RegulatoryGfunctionsGofGtheGlambdaGrepressorGresideGinGtheGaminoUterminalGdomainVGNatureTG1979TG
ZegTGagdUbXX 50.4 142

245 SequenceGspaceTGfoldingGandGproteinGdesignVGCurrenthOpinionhinhStructuralhBiologyTG1996TGdTGaUYX 8.1 141

244 RegulationGofGhighGaffinityGnickelGuptakeGinGbacteriaVG iZSUrependentGinteractionGofG ikRGwithG
wildUtypeGandGmutantGoperatorGsitesVGJournalhofhBiologicalhChemistryTG2000TGZecTGYgeacUbY 5.4 139

243 zambdaGrepressorGmutationsGthatGincreaseGtheGaffinityGandGspecificityGofGoperatorGbindingVGCellTG
1985TGbZTGcbgUcf 56.2 139

242 pacteriophageGlambdaGrepressorGandGcroGproteinhGinteractionsGwithGoperatorGr oVGMethodshinh
EnzymologyTG1980TGdcTGfagUcd 1.7 139

241 βroteomicGprofilingGofGqlpXβGsubstratesGafterGr oGdamageGrevealsGextensiveGinstabilityGwithinGS−SG
regulonVGMolecularhCellTG2006TGZZTGYgaUZXb 17.6 131

240 rualGmolecularGsignalsGmediateGtheGbacterialGresponseGtoGouterUmembraneGstressVGScienceTG2013TG
abXTGfaeUbY 33.3 130

239 βrolineGresiduesGatGtheGqGterminusGofGnascentGchainsGinduceGSsroGtaggingGduringGtranslationG
terminationVGJournalhofhBiologicalhChemistryTG2002TGZeeTGaafZcUaZ 5.4 130

238 RoleGofGtheGprocessingGporeGofGtheGqlpXGoooSGoTβaseGinGtheGrecognitionGandGengagementGofG
specificGproteinGsubstratesVGGeneshandhDevelopmentTG2004TGYfTGadgUeb 12.6 129

237 qontributionsGofGaGhydrogenGbondWsaltGbridgeGnetworkGtoGtheGstabilityGofGsecondaryGandGtertiaryG
structureGinGlambdaGrepressorVGProteinhScienceTG1994TGaTGZZYeUZc 6.3 127

236 qhangingGtheGr oUbindingGspecificityGofGaGrepressorVGCellTG1983TGacTGeeeUfa 56.2 126

235 riverseGeffectsGofGmutationsGinGtheGsignalGsequenceGonGtheGsecretionGofGbetaUlactamaseGinG
SalmonellaGtyphimuriumVGCellTG1982TGaXTGgXaUYb 56.2 123

234 qooperativelyGfoldedGproteinsGinGrandomGsequenceGlibrariesVGNaturehStructuralhBiologyTG1995TGZTGfcdUdb 122

233 TheG UterminalGarmsGofGlambdaGrepressorGwrapGaroundGtheGoperatorGr oVGNatureTG1982TGZgfTGbbYUa 50.4 122

232 r oGsequenceGofGtheGbacteriophageGgamaGcwGgeneVGNatureTG1978TGZedTGaXYUZ 50.4 122

231 riverseGporeGloopsGofGtheGoooSGqlpXGmachineGmediateGunassistedGandGadaptorUdependentG
recognitionGofGssroUtaggedGsubstratesVGMolecularhCellTG2008TGZgTGbbYUcX 17.6 121

230 βZZGorcGrepressorhGtransitionGstateGpropertiesGinferredGfromGmutationalGeffectsGonGtheGratesGofG
proteinGunfoldingGandGrefoldingVGBiochemistryTG1995TGabTGYagYbUg 3.2 121

229 sffectsGofGproteinGstabilityGandGstructureGonGsubstrateGprocessingGbyGtheGqlpXβGunfoldingGandG
degradationGmachineVGEMBOhJournalTG2001TGZXTGaXgZUYXX 13 120
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228 SpecificityGversusGstabilityGinGcomputationalGproteinGdesignVGProceedingshofhthehNationalhAcademyhofh
ScienceshofhthehUnitedhStateshofhAmericaTG2005TGYXZTGYZeZbUg 11.5 118

227 βrimaryGstructureGofGtheGlambdaGrepressorVGBiochemistryTG1978TGYeTGYXgZUYXX 3.2 114

226 qytoplasmicGdegradationGofGssroUtaggedGproteinsVGMolecularhMicrobiologyTG2005TGceTGYecXUdY 4.1 113

225 qommunicationGbetweenGqlpXGandGqlpβGduringGsubstrateGprocessingGandGdegradationVGNatureh
StructuralhandhMolecularhBiologyTG2004TGYYTGbXbUYY 17.6 109

224 rifferentialGr oUbindingGspecificityGofGtheGengrailedGhomeodomainhGtheGroleGofGresidueGcXVG
BiochemistryTG1994TGaaTGgYfeUgb 3.2 109

223 βrZUlikeGdomainsGmediateGbindingGspecificityGinGtheGqlpWvspYXXGfamilyGofGchaperonesGandGproteaseG
regulatoryGsubunitsVGCellTG1997TGgYTGgagUbe 56.2 106

222 StabilizationGofGlambdaGrepressorGagainstGthermalGdenaturationGbyGsiteUdirectedGulyUUUUolaGchangesG
inGalphaUhelixGaVGProteins:hStructurewhFunctionhandhBioinformaticsTG1986TGYTGbaUd 4.2 103

221 wdentificationGofGendogenousGSsroUtaggedGproteinsGrevealsGtaggingGatGpositionsGcorrespondingGtoG
stopGcodonsVGJournalhofhBiologicalhChemistryTG2001TGZedTGZfcXgUYc 5.4 102

220 βroteinGstabilityGeffectsGofGaGcompleteGsetGofGalanineGsubstitutionsGinGorcGrepressorVGNatureh
StructuralhBiologyTG1994TGYTGcYfUZa 102

219  ikRGisGaGribbonUhelixUhelixGr oUbindingGproteinVGProteinhScienceTG1999TGfTGZbgbUcXX 6.3 101

218 ollostericGactivationGofGregSTGaGstressGsensorGβrZGproteaseVGCellTG2007TGYaYTGceZUfa 56.2 101

217 wdentificationGofGtheGqdcbfâ�¢ZXSGproteasomeGasGanGancientGoooSGproteolyticGmachineVGScienceTG2012TG
aaeTGfbaUd 33.3 100

216  ikRGrepressorhGhighUaffinityGnickelGbindingGtoGtheGqUterminalGdomainGregulatesGbindingGtoGoperatorG
r oVGChemistryhandhBiologyTG2002TGgTGYYbYUf 99

215 βroteinGunfoldingGbyGaGoooSGproteaseGisGdependentGonGoTβUhydrolysisGratesGandGsubstrateGenergyG
landscapesVGNaturehStructuralhandhMolecularhBiologyTG2008TGYcTGYagUbc 17.6 98

214 svolutionGofGaGproteinGfoldGinGvitroVGScienceTG1999TGZfbTGaZcUf 33.3 97

213 ristinctGstaticGandGdynamicGinteractionsGcontrolGoTβaseUpeptidaseGcommunicationGinGaGoooSG
proteaseVGMolecularhCellTG2007TGZeTGbYUcZ 17.6 96

212
StopGcodonsGprecededGbyGrareGarginineGcodonsGareGefficientGdeterminantsGofGSsroGtaggingGinG
sscherichiaGcoliVGProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTG
2002TGggTGabbXUc

11.5 96

211 StochasticGbutGhighlyGcoordinatedGproteinGunfoldingGandGtranslocationGbyGtheGqlpXβGproteolyticG
machineVGCellTG2014TGYcfTGdbeUcf 56.2 95

(2014-2005)
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210 wdentificationGofGproteinGfoldshGmatchingGhydrophobicityGpatternsGofGsequenceGsetsGwithGsolventG
accessibilityGpatternsGofGknownGstructuresVGProteins:hStructurewhFunctionhandhBioinformaticsTG1990TGeTGZceUdb4.2 92

209  ucleotideGbindingGandGconformationalGswitchingGinGtheGhexamericGringGofGaGoooSGmachineVGCellTG
2013TGYcaTGdZfUag 56.2 91

208 RibosomeGrescuehGtmR oGtaggingGactivityGandGcapacityGinGsscherichiaGcoliVGMolecularhMicrobiologyTG
2005TGcfTGbcdUdd 4.1 91

207 SimultaneousGandGfunctionalGbindingGofGSmppGandGstUTuUTβGtoGtheGalanylGacceptorGarmGofGtmR oVG
JournalhofhMolecularhBiologyTG2001TGaYbTGgUZY 6.5 91

206 rexamethasoneâ��•ethotrexatehGGonGsfficientGqhemicalGwnducerGofGβroteinGrimerizationGwnGVivoVG
JournalhofhthehAmericanhChemicalhSocietyTG2000TGYZZTGbZbeUbZbf 16.4 90

205 ominoGacidGsubstitutionsGthatGincreaseGtheGthermalGstabilityGofGtheGlambdaGqroGproteinVGProteins:h
StructurewhFunctionhandhBioinformaticsTG1989TGcTGZXZUYX 4.2 87

204
ristinctGpeptideGsignalsGinGtheGUmurGandGUmurOGsubunitsGofGUmurWrOGmediateGtetheringGandG
substrateGprocessingGbyGtheGqlpXβGproteaseVGProceedingshofhthehNationalhAcademyhofhScienceshofhtheh
UnitedhStateshofhAmericaTG2003TGYXXTGYaZYgUZb

11.5 86

203
βartitioningGbetweenGunfoldingGandGreleaseGofGnativeGdomainsGduringGqlpXβGdegradationG
determinesGsubstrateGselectivityGandGpartialGprocessingVGProceedingshofhthehNationalhAcademyhofh
ScienceshofhthehUnitedhStateshofhAmericaTG2005TGYXZTGYagXUc

11.5 86

202 βrobingGtheGrolesGofGresiduesGatGtheGeGandGgGpositionsGofGtheGuq bGleucineGzipperGbyGcombinatorialG
mutagenesisVGProteinhScienceTG1993TGZTGYXeZUfb 6.3 86

201 SequenceGdeterminantsGofGqUterminalGsubstrateGrecognitionGbyGtheGTspGproteaseVGJournalhofh
BiologicalhChemistryTG1996TGZeYTGZcfgUga 5.4 85

200 βroteinGstabilizationGbyGremovalGofGunsatisfiedGpolarGgroupshGcomputationalGapproachesGandG
experimentalGtestsVGBiochemistryTG1996TGacTGedZYUc 3.2 84

199 StructureGofGaGdeliveryGproteinGforGanGoooSGproteaseGinGcomplexGwithGaGpeptideGdegradationGtagVG
MolecularhCellTG2003TGYZTGadcUeZ 17.6 79

198 tlexibleGlinkersGleashGtheGsubstrateGbindingGdomainGofGSsppGtoGaGpeptideGmoduleGthatGstabilizesG
deliveryGcomplexesGwithGtheGoooSGqlpXβGproteaseVGMolecularhCellTG2003TGYZTGaccUda 17.6 79

197 qharacterizationGofGaGspecificityGfactorGforGanGoooSGoTβasehGassemblyGofGSsppGdimersGwithG
ssroUtaggedGproteinsGandGtheGqlpXGhexamerVGChemistryhandhBiologyTG2002TGgTGYZaeUbc 78

196  onlinearGfreeGenergyGrelationshipsGinGorcGrepressorGunfoldingGimplyGtheGexistenceGofGunstableTG
nativeUlikeGfoldingGintermediatesVGBiochemistryTG1996TGacTGbegcUfXZ 3.2 78

195 rirectGandGadaptorUmediatedGsubstrateGrecognitionGbyGanGessentialGoooSGproteaseVGProceedingshofh
thehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTG2007TGYXbTGdcgXUc 11.5 77

194 zatentGqlpXUrecognitionGsignalsGensureGzexoGdestructionGafterGr oGdamageVGGeneshandh
DevelopmentTG2003TGYeTGYXfbUg 12.6 77

193 βhageGβZZGtailGproteinhGgeneGandGaminoGacidGsequenceVGBiochemistryTG1982TGZYTGcfYYUc 3.2 75
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192 TheGmolecularGbasisGofG UendGruleGrecognitionVGMolecularhCellTG2008TGaZTGbXdUYb 17.6 73

191 βZZGorcGrepressorhGenhancedGexpressionGofGunstableGmutantsGbyGadditionGofGpolarGqUterminalG
sequencesVGProteinhScienceTG1993TGZTGZYgfUZXc 6.3 73

190 SpecificityGofGminorUgrooveGandGmajorUgrooveGinteractionsGinGaGhomeodomainUr oGcomplexVG
BiochemistryTG1995TGabTGYbdXYUf 3.2 72

189 onGevolutionaryGbridgeGtoGaGnewGproteinGfoldVGNaturehStructuralhBiologyTG2000TGeTGYYZgUaZ 71

188 •ajorGgrooveGr oGrecognitionGbyG˛†UsheetshGtheGribbonUhelixUhelixGfamilyGofGgeneGregulatoryG
proteinsVGCurrenthOpinionhinhStructuralhBiologyTG1994TGbTGadUba 8.1 70

187 pacteriophageGβZZG•ntGrepressorVGr oGbindingGandGeffectsGonGtranscriptionGinGvitroVGJournalhofh
MolecularhBiologyTG1987TGYgcTGaYYUZZ 6.5 70

186 βrimaryGstructureGofGtheGimmwGimmunityGregionGofGbacteriophageGβZZVGJournalhofhMolecularhBiologyTG
1983TGYdfTGdggUeYa 6.5 70

185 tunctionallyGacceptableGsubstitutionsGinGtwoGalphaUhelicalGregionsGofGlambdaGrepressorVGProteins:h
StructurewhFunctionhandhBioinformaticsTG1990TGeTGaXdUYd 4.2 69

184 wnhibitionGofGregulatedGproteolysisGbyGRsepVGProceedingshofhthehNationalhAcademyhofhScienceshofhtheh
UnitedhStateshofhAmericaTG2007TGYXbTGaeeYUd 11.5 68

183 qontrolGofGβseudomonasGaeruginosaGolgWGproteaseGcleavageGofG•ucoGbyGpeptideGsignalsGandG
•ucpVGMolecularhMicrobiologyTG2009TGeZTGadfUeg 4.1 67

182
qrystalGstructureGofG•ycobacteriumGtuberculosisGqlpβYβZGsuggestsGaGmodelGforGpeptidaseG
activationGbyGoooSGpartnerGbindingGandGsubstrateGdeliveryVGProceedingshofhthehNationalhAcademyhofh
ScienceshofhthehUnitedhStateshofhAmericaTG2014TGYYYTGsbcfeUgc

11.5 66

181 qontrolGofGsubstrateGgatingGandGtranslocationGintoGqlpβGbyGchannelGresiduesGandGqlpXGbindingVG
JournalhofhMolecularhBiologyTG2010TGaggTGeXeUYf 6.5 66

180 RandomGmutagenesisGofGproteinGsequencesGusingGoligonucleotideGcassettesVGMethodshinhEnzymology
TG1991TGZXfTGcdbUfd 1.7 66

179 βrimaryGstructureGofGtheGphageGβZZGrepressorGandGitsGgeneGcZVGBiochemistryTG1981TGZXTGacgYUf 3.2 66

178 RestrictionGofGtheGconformationalGdynamicsGofGtheGcyclicGacyldepsipeptideGantibioticsGimprovesGtheirG
antibacterialGactivityVGJournalhofhthehAmericanhChemicalhSocietyTG2014TGYadTGYgZZUg 16.4 65

177
regronsGinGproteinGsubstratesGprogramGtheGspeedGandGoperatingGefficiencyGofGtheGoooSGzonG
proteolyticGmachineVGProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmerica
TG2009TGYXdTGYfcXaUf

11.5 65

176 UnderstandingGproteinGhydrogenGbondGformationGwithGkineticGvWrGamideGisotopeGeffectsVGNatureh
StructuralhBiologyTG2002TGgTGbcfUda 64

175 •echanochemicalGbasisGofGproteinGdegradationGbyGaGdoubleUringGoooSGmachineVGNaturehStructuralh
andhMolecularhBiologyTG2014TGZYTGfeYUc 17.6 63

(2014-2008)
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174 qovalentGlinkageGofGdistinctGsubstrateGdegronsGcontrolsGassemblyGandGdisassemblyGofGregβG
proteolyticGcagesVGCellTG2011TGYbcTGdeUef 56.2 63

173  ucleotideUdependentGsubstrateGhandoffGfromGtheGSsppGadaptorGtoGtheGoooSGqlpXβGproteaseVG
MolecularhCellTG2004TGYdTGabaUcX 17.6 63

172 orcGrepressorGisGtetramericGwhenGboundGtoGoperatorGr oVGBiochemistryTG1990TGZgTGYYYfgUgc 3.2 61

171  ickelGcoordinationGisGregulatedGbyGtheGr oUboundGstateGofG ikRVGNaturehStructuralhBiologyTG2003TG
YXTGYZdUaX 60

170 wsolationGandGanalysisGofGarcGrepressorGmutantshGevidenceGforGanGunusualGmechanismGofGr oGbindingVG
Proteins:hStructurewhFunctionhandhBioinformaticsTG1986TGYTGaXZUYY 4.2 60

169 squilibriumGstabilityGandGsubUmillisecondGrefoldingGofGaGdesignedGsingleUchainGorcGrepressorVG
BiochemistryTG1996TGacTGYafefUfb 3.2 59

168 SolutionGstructureGofGdimericG•ntGrepressorGPYUedQVGBiochemistryTG1994TGaaTGYcXadUbc 3.2 59

167 qUterminalGspecificGproteinGdegradationhGactivityGandGsubstrateGspecificityGofGtheGTspGproteaseVG
ProteinhScienceTG1995TGbTGYcXeUYc 6.3 58

166 qlpSGmodulatesGbutGisGnotGessentialGforGbacterialG UendGruleGdegradationVGGeneshandhDevelopmentTG
2007TGZYTGbXaUf 12.6 57

165 StabilityGandGr oGbindingGofGtheGphdGproteinGofGtheGphageGβYGplasmidGaddictionGsystemVGJournalhofh
BiologicalhChemistryTG1999TGZebTGZdcZUe 5.4 57

164
SignalGdetectionGbyGtheGβhoQGsensorUtransmitterVGqharacterizationGofGtheGsensorGdomainGandGaG
responseUimpairedGmutantGthatGidentifiesGligandUbindingGdeterminantsVGJournalhofhBiologicalh
ChemistryTG1996TGZeYTGZddaXUd

5.4 57

163 StepwiseGunfoldingGofGaG˛†GbarrelGproteinGbyGtheGoooSGqlpXβGproteaseVGJournalhofhMolecularhBiologyTG
2011TGbYaTGbUYd 6.5 56

162  ucleotideUdependentGsubstrateGrecognitionGbyGtheGoooSGvslUVGproteaseVGNaturehStructuralhandh
MolecularhBiologyTG2005TGYZTGZbcUcY 17.6 55

161 wdentificationGofGactiveGsiteGresiduesGofGtheGTspGproteaseVGJournalhofhBiologicalhChemistryTG1995TGZeXTGZffdbUf5.4 55

160 zambdaGrepressorhGaGmodelGsystemGforGunderstandingGproteinUr oGinteractionsGandGproteinG
stabilityVGAdvanceshinhProteinhChemistryTG1990TGbXTGYUdY 55

159 qovalentGattachmentGofGorcGrepressorGsubunitsGbyGaGpeptideGlinkerGenhancesGaffinityGforGoperatorG
r oVGBiochemistryTG1996TGacTGYXgUYd 3.2 54

158
SignalGintegrationGbyGregSGandGRsepGgovernsGtheGNKgdaiGsUmediatedGenvelopeGstressGresponseGinG
sscherichiaGcoliVGProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTG
2011TGYXfTGZYXdUYY

11.5 53

157
pipartiteGdeterminantsGmediateGanGevolutionarilyGconservedGinteractionGbetweenGqdcbfGandGtheG
ZXSGpeptidaseVGProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTG
2013TGYYXTGaaZeUaZ

11.5 52
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156 sffectsGofGlocalGproteinGstabilityGandGtheGgeometricGpositionGofGtheGsubstrateGdegradationGtagGonGtheG
efficiencyGofGqlpXβGdenaturationGandGdegradationVGJournalhofhStructuralhBiologyTG2004TGYbdTGYaXUbX 3.4 52

155 pivalentGtetheringGofGSsppGtoGqlpXβGisGrequiredGforGefficientGsubstrateGdeliveryhGaGproteinUdesignG
studyVGMolecularhCellTG2004TGYaTGbbaUg 17.6 52

154 rimerizationGofGtheGoperatorGbindingGdomainGofGphageGlambdaGrepressorVGBiochemistryTG1987TGZdTGfgeUgXb3.2 52

153 rynamicGandGstaticGcomponentsGpowerGunfoldingGinGtopologicallyGclosedGringsGofGaGoooSGproteolyticG
machineVGNaturehStructuralhandhMolecularhBiologyTG2012TGYgTGdYdUZZ 17.6 51

152 qharacterizationGofGtheG UterminalGrepeatGdomainGofGsscherichiaGcoliGqlpoUoGclassGwGqlpWvSβYXXG
oTβaseVGProteinhScienceTG2001TGYXTGccYUg 6.3 51

151 ossemblyGofGtheGorcGrepressorUoperatorGcomplexhGcooperativeGinteractionsGbetweenGr oUboundG
dimersVGBiochemistryTG1993TGaZTGYacbUda 3.2 51

150 TheGqlpSGadaptorGmediatesGstagedGdeliveryGofG UendGruleGsubstratesGtoGtheGoooSGqlpoβGproteaseVG
MolecularhCellTG2011TGbaTGZYeUZf 17.6 50

149 βolypeptideGtranslocationGbyGtheGoooSGqlpXβGproteaseGmachineVGChemistryhandhBiologyTG2009TGYdTGdXcUYZ 50

148 TraYGproteinsGofGtGandGrelatedGepisomesGareGmembersGofGtheGorcGandG•ntGrepressorGfamilyVGJournalh
ofhMolecularhBiologyTG1990TGZYYTGcUd 6.5 50

147 βhageGlambdaGrepressorGrevertantsVGominoGacidGsubstitutionsGthatGrestoreGactivityGtoGmutantG
proteinsVGJournalhofhMolecularhBiologyTG1985TGYfdTGcaUda 6.5 50

146 StructuresGofGtheGoTβUfueledGqlpXβGproteolyticGmachineGboundGtoGproteinGsubstrateVGELifeTG2020TGgTG 8.9 50

145 qoordinatedGgrippingGofGsubstrateGbyGsubunitsGofGaGoooSGproteolyticGmachineVGNaturehChemicalh
BiologyTG2015TGYYTGZXYUd 11.7 49

144 orchitectureGandGassemblyGofGtheGarchaealGqdcbfRZXSGproteasomeVGProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaTG2014TGYYYTGsYdfeUgb 11.5 49

143 TheGwbpoGandGwbppGsmallGheatUshockGproteinsGareGsubstratesGofGtheGoooSGzonGproteaseVGMolecularh
MicrobiologyTG2010TGecTGYcagUbg 4.1 49

142 snergyUdependentGdegradationhGzinkageGbetweenGqlpXUcatalyzedGnucleotideGhydrolysisGandG
proteinUsubstrateGprocessingVGProteinhScienceTG2003TGYZTGfgaUgXZ 6.3 49

141 TheGrocGtoxinGandGβhdGantidoteGproteinsGofGtheGbacteriophageGβYGplasmidGaddictionGsystemGformGaG
heterotrimericGcomplexVGJournalhofhBiologicalhChemistryTG1999TGZebTGYdfYaUf 5.4 49

140
qageGassemblyGofGregβGproteaseGisGnotGrequiredGforGsubstrateUdependentGregulationGofGproteolyticG
activityGorGhighUtemperatureGcellGsurvivalVGProceedingshofhthehNationalhAcademyhofhScienceshofhtheh
UnitedhStateshofhAmericaTG2012TGYXgTGeZdaUf

11.5 48

139 svolutionGofGtheGssroGdegradationGtagGinG•ycoplasmahGspecificityGswitchGtoGaGdifferentGproteaseVG
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTG2008TGYXcTGYdYYaUf 11.5 48

(2008-2004)

9



138
RibosomalGproteinGSYGbindsGmR oGandGtmR oGsimilarlyGbutGplaysGdistinctGrolesGinGtranslationGofG
theseGmoleculesVGProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTG
2004TGYXYTGYabcbUg

11.5 48

137 occelerationGofGtheGrefoldingGofGorcGrepressorGbyGnucleicGacidsGandGotherGpolyanionsVGNatureh
StructuralhBiologyTG1999TGdTGcdgUea 48

136 onalysisGofGr oUproteinGinteractionsGbyGaffinityGcoelectrophoresisVGMethodshinhEnzymologyTG1991TG
ZXfTGYgdUZYX 1.7 48

135 ristinctGquaternaryGstructuresGofGtheGoooSGzonGproteaseGcontrolGsubstrateGdegradationVG
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTG2013TGYYXTGsZXXZUf 11.5 47

134 •olecularGbasisGofGsubstrateGselectionGbyGtheG UendGruleGadaptorGproteinGqlpSVGProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTG2009TGYXdTGffffUga 11.5 47

133 wsolationGofGlambdaGrepressorGmutantsGwithGdefectsGinGcooperativeGoperatorGbindingVGBiochemistryTG
1993TGaZTGgXeaUg 3.2 47

132 zambdaGrepressorGmutantsGthatGareGbetterGsubstratesGforGRecoUmediatedGcleavageVGJournalhofh
MolecularhBiologyTG1989TGZXdTGZgUag 6.5 47

131 wnteractionGofGtheGbacteriophageGβZZGorcGrepressorGwithGoperatorGr oVGJournalhofhMolecularhBiology
TG1987TGYgcTGaZaUaY 6.5 47

130 zambdaGrepressorGinactivationhGpropertiesGofGpurifiedGindUGproteinsGinGtheGautodigestionGandG
RecoUmediatedGcleavageGreactionsVGJournalhofhMolecularhBiologyTG1986TGYgZTGagUbe 6.5 47

129 osymmetricGnucleotideGtransactionsGofGtheGvslUVGproteaseVGJournalhofhMolecularhBiologyTG2008TGafXTGgbdUce6.5 46

128 TuningGtheGstrengthGofGaGbacterialG UendGruleGdegradationGsignalVGJournalhofhBiologicalhChemistryTG
2008TGZfaTGZbdXXUe 5.4 46

127 TheGtetramerizationGdomainGofGtheG•ntGrepressorGconsistsGofGtwoGrightUhandedGcoiledGcoilsVGNatureh
StructuralhBiologyTG1999TGdTGeccUg 46

126 −riginGandGtunctionalGsvolutionGofGtheGqdcbfWpgeWVqβGoooSGβroteinGUnfoldingGandGRemodelingG
•achineVGJournalhofhMolecularhBiologyTG2016TGbZfTGYfdYUg 6.5 45

125 ontibacterialGactivityGofGandGresistanceGtoGsmallGmoleculeGinhibitorsGofGtheGqlpβGpeptidaseVGACSh
ChemicalhBiologyTG2013TGfTGZddgUee 4.9 44

124 •echanicalGβroteinGUnfoldingGandGregradationVGAnnualhReviewhofhPhysiologyTG2018TGfXTGbYaUbZg 23.1 43

123 SubstrateGdeliveryGbyGtheGoooSGqlpXGandGqlpqYGunfoldasesGactivatesGtheGmycobacterialGqlpβYβZG
peptidaseVGMolecularhMicrobiologyTG2014TGgaTGdYeUZf 4.1 43

122 qriticalGsideUchainGinteractionsGatGaGsubunitGinterfaceGinGtheGorcGrepressorGdimerVGBiochemistryTG1995TG
abTGaabbUcY 3.2 43

121 −•βGpeptidesGmodulateGtheGactivityGofGregSGproteaseGbyGdifferentialGbindingGtoGactiveGandGinactiveG
conformationsVGMolecularhCellTG2009TGaaTGdbUeb 17.6 41
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120 ristinctGstructuralGelementsGofGtheGadaptorGqlpSGareGrequiredGforGregulatingGdegradationGbyGqlpoβVG
NaturehStructuralhandhMolecularhBiologyTG2008TGYcTGZffUgb 17.6 41

119 SsppGdeliveryGofGsubstratesGforGqlpXβGproteolysisGprobedGbyGtheGdesignGofGimprovedGdegradationG
tagsVGProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTG2004TGYXYTGYZYadUbY11.5 41

118 ToleranceGofGaGproteinGtoGmultipleGpolarUtoUhydrophobicGsurfaceGsubstitutionsVGProteinhScienceTG1999
TGfTGaYfUZc 6.3 40

117 ToxinUantitoxinGpairsGinGbacteriahGkillersGorGstressGregulatorsmVGCellTG2003TGYYZTGZUb 56.2 40

116 romainGstructureGandGquaternaryGorganizationGofGtheGbacteriophageGβZZGsrfGproteinVGJournalhofh
MolecularhBiologyTG1983TGYeYTGbXYUYf 6.5 40

115 wncreasingGandGdecreasingGproteinGstabilityhGeffectsGofGrevertantGsubstitutionsGonGtheGthermalG
denaturationGofGphageGlambdaGrepressorVGJournalhofhCellularhBiochemistryTG1985TGZgTGZYeUZb 4.7 40

114 rissectionGofGoxialUβoreGzoopGtunctionGduringGUnfoldingGandGTranslocationGbyGaGoooSGβroteolyticG
•achineVGCellhReportsTG2015TGYZTGYXaZUbY 10.6 39

113 −•βGpeptidesGactivateGtheGregSGstressUsensorGproteaseGbyGaGreliefGofGinhibitionGmechanismVG
StructureTG2009TGYeTGYbYYUZY 5.2 39

112 wnteractionGofGmutantGlambdaGrepressorsGwithGoperatorGandGnonUoperatorGr oVGJournalhofhMolecularh
BiologyTG1986TGYgZTGZeUaf 6.5 39

111 ScanningGmutagenesisGofGtheGorcGrepressorGasGaGfunctionalGprobeGofGoperatorGrecognitionVGNatureh
StructuralhBiologyTG1994TGYTGYdbUf 37

110 βroteinGunfoldingGandGdegradationGbyGtheGoooSGzonGproteaseVGProteinhScienceTG2012TGZYTGZdfUef 6.3 36

109 RevisitingGtheGmechanismGofGmacrolideUantibioticGresistanceGmediatedGbyGribosomalGproteinGzZZVG
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTG2008TGYXcTGYfZdYUd 11.5 36

108 VersatileGmodesGofGpeptideGrecognitionGbyGtheGoooSGadaptorGproteinGSsppVGNaturehStructuralhandh
MolecularhBiologyTG2005TGYZTGcZXUc 17.6 36

107 RemodelingGofGaGdeliveryGcomplexGallowsGqlpSUmediatedGdegradationGofG UdegronGsubstratesVG
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTG2014TGYYYTGsafcaUg 11.5 35

106 SmallGmoleculeGinhibitionGofGapicomplexanGttsvYGdisruptsGplastidGbiogenesisGinGhumanGpathogensVG
ELifeTG2017TGdTG 8.9 35

105 olteredGspecificityGofGaGoooSGproteaseVGMolecularhCellTG2007TGZcTGYdYUd 17.6 35

104 ToleranceGofGaGproteinGhelixGtoGmultipleGalanineGandGvalineGsubstitutionsVGFoldinghphDesignTG1998TGaTGYYgUZd 34

103 qrystalGstructureTGfoldingTGandGoperatorGbindingGofGtheGhyperstableGorcGrepressorGmutantGβzfVG
BiochemistryTG1995TGabTGYbXcUYZ 3.2 34

(1995-2008)
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102 reletionGofGtheGprcGPtspQGgeneGprovidesGevidenceGforGadditionalGtailUspecificGproteolyticGactivityGinG
sscherichiaGcoliGyUYZVGMolecularhGeneticshandhGenomicsTG1994TGZbZTGZaeUbX 34

101 SingleUmoleculeGdenaturationGandGdegradationGofGproteinsGbyGtheGoooSGqlpXβGproteaseVG
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTG2009TGYXdTGYgabXUc 11.5 33

100 βroteinGfoldingGfromGaGcombinatorialGperspectiveVGFoldinghphDesignTG1996TGYTGRZeUaX 33

99 qontrolGofGphageGβZZGtailGproteinGexpressionGbyGtranscriptionGterminationVGJournalhofhMolecularh
BiologyTG1983TGYdbTGcdYUeZ 6.5 33

98 SubunitGasymmetryGandGrolesGofGconformationalGswitchingGinGtheGhexamericGoooSGringGofGqlpXVG
NaturehStructuralhandhMolecularhBiologyTG2015TGZZTGbYYUd 17.6 32

97 tormationGofGaGdenaturedGdimerGlimitsGtheGthermalGstabilityGofGorcGrepressorVGJournalhofhMolecularh
BiologyTG1997TGZeaTGdgZUeXX 6.5 32

96 YvU •RGstudyGofGtheGlambdaGoperatorGsiteG−zYhGassignmentGofGtheGiminoGandGadenineGvZG
resonancesVGNucleichAcidshResearchTG1984TGYZTGbXacUbe 20.1 32

95 RolesGofGtheG GdomainGofGtheGoooSGzonGproteaseGinGsubstrateGrecognitionTGallostericGregulationGandG
chaperoneGactivityVGMolecularhMicrobiologyTG2014TGgYTGddUef 4.1 30

94 UniqueGcontactsGdirectGhighUpriorityGrecognitionGofGtheGtetramericG•uGtransposaseUr oGcomplexGbyG
theGoooSGunfoldaseGqlpXVGMolecularhCellTG2008TGaXTGagUcX 17.6 30

93 onGessentialGprolineGinGlambdaGrepressorGisGrequiredGforGresistanceGtoGintracellularGproteolysisVG
BiochemistryTG1990TGZgTGecdaUeY 3.2 30

92 pacteriophageGβZZGqroGproteinhGsequenceTGpurificationTGandGpropertiesVGBiochemistryTG1986TGZcTGZcYUd 3.2 30

91 ollosteryGisGanGintrinsicGpropertyGofGtheGproteaseGdomainGofGregShGimplicationsGforGenzymeGfunctionG
andGevolutionVGJournalhofhBiologicalhChemistryTG2010TGZfcTGabXagUbe 5.4 29

90 svidenceGforGpartialGsecondaryGstructureGformationGinGtheGtransitionGstateGforGarcGrepressorG
refoldingGandGdimerizationVGBiochemistryTG2000TGagTGfaXfUYb 3.2 29

89 romainsGofG•ntGrepressorhGrolesGinGtetramerGformationTGproteinGstabilityTGandGoperatorGr oG
bindingVGBiochemistryTG1995TGabTGYaYXgUYd 3.2 29

88 StructureGofGtheG•itochondrialGominolevulinicGocidGSynthaseTGaGyeyGvemeGpiosyntheticGsnzymeVG
StructureTG2018TGZdTGcfXUcfgVeb 5.2 28

87
sffectGofGdirectionalGpullingGonGmechanicalGproteinGdegradationGbyGoTβUdependentGproteolyticG
machinesVGProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTG2017TG
YYbTGsdaXdUsdaYa

11.5 28

86 StrikingGstabilizationGofGorcGrepressorGbyGanGengineeredGdisulfideGbondVGBiochemistryTG2000TGagTGYZbgbUcXZ3.2 28

85 SequenceGdeterminantsGofGaGconformationalGswitchGinGaGproteinGstructureVGProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTG2005TGYXZTGYfabbUg 11.5 27
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84 oGsimpleGfragmentGofGcyclicGacyldepsipeptidesGisGnecessaryGandGsufficientGforGqlpβGactivationGandG
antibacterialGactivityVGChemBioChemTG2014TGYcTGZZYdUZX 3.8 26

83 ollostericGregulationGofGregSGproteaseGsubunitsGthroughGaGsharedGenergyGlandscapeVGNatureh
ChemicalhBiologyTG2013TGgTGgXUd 11.7 26

82 •utationalGanalysisGofGproteinGstabilityVGCurrenthOpinionhinhStructuralhBiologyTG1992TGZTGbdUcY 8.1 25

81  •RGstudiesGofGorcGrepressorGmutantshGprotonGassignmentsTGsecondaryGstructureTGandGlongUrangeG
contactsGforGtheGthermostableGprolineUfUUUUleucineGvariantGofGorcVGBiochemistryTG1989TGZfTGgfYaUZc 3.2 24

80 StructuralGpasisGofGanG UregronGodaptorGwithG•oreGStringentGSpecificityVGStructureTG2016TGZbTGZaZUbZ 5.2 23

79 olteredGtetheringGofGtheGSsppGadaptorGtoGtheGqlpXβGproteaseGcausesGchangesGinGsubstrateGdeliveryVG
JournalhofhBiologicalhChemistryTG2007TGZfZTGYYbdcUea 5.4 23

78 oGconservedGactivationGclusterGisGrequiredGforGallostericGcommunicationGinGvtroUfamilyGproteasesVG
StructureTG2015TGZaTGcYeUcZd 5.2 22

77 βZZGorcGrepressorhGroleGofGcooperativityGinGrepressionGandGbindingGtoGoperatorsGwithGalteredG
halfUsiteGspacingVGJournalhofhMolecularhBiologyTG1995TGZbgTGeZgUbZ 6.5 22

76 YvG •RGaromaticGspectrumGofGtheGoperatorGbindingGdomainGofGtheGlambdaGrepressorhGresonanceG
assignmentGwithGapplicationGtoGstructureGandGdynamicsVGBiochemistryTG1987TGZdTGfgXUe 3.2 22

75
ossayingGtheGkineticsGofGproteinGdenaturationGcatalyzedGbyGoooSGunfoldingGmachinesGandG
proteasesVGProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTG2015TG
YYZTGcaeeUfZ

11.5 21

74 SmallUmoleculeGcontrolGofGproteinGdegradationGusingGsplitGadaptorsVGACShChemicalhBiologyTG2011TGdTGYZXcUYa4.9 21

73 torcedGextractionGofGtargetedGcomponentsGfromGcomplexGmacromolecularGassembliesVGProceedingsh
ofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTG2008TGYXcTGYYdfcUgX 11.5 20

72 rramaticGchangesGinGr oUbindingGspecificityGcausedGbyGsingleGresidueGsubstitutionsGinGanGorcW•ntG
hybridGrepressorVGNaturehStructuralhandhMolecularhBiologyTG1995TGZTGYYYcUZZ 17.6 20

71 TheG•ntGrepressorGofGbacteriophageGβZZhGroleGofGqUterminalGresiduesGinGoperatorGbindingGandG
tetramerGformationVGBiochemistryTG1988TGZeTGZXffUgb 3.2 20

70 oGmutagenesisGscreenGforGessentialGplastidGbiogenesisGgenesGinGhumanGmalariaGparasitesVGPLoSh
BiologyTG2019TGYeTGeaXXXYad 9.7 19

69 vighlyGrynamicGwnteractionsG•aintainGyineticGStabilityGofGtheGqlpXβGβroteaseGruringGtheGoTβUtueledG
•echanicalGqycleVGACShChemicalhBiologyTG2016TGYYTGYccZUYcdX 4.9 19

68 TheGoooSGqlpXGmachineGunfoldsGaGkeystoneGsubunitGtoGremodelGtheG•uGtranspososomeVG
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTG2010TGYXeTGZbaeUbZ 11.5 19

67 TheGsolutionGstructureGandGdynamicsGofGanGorcGrepressorGmutantGrevealGpremeltingGconformationalG
changesGrelatedGtoGr oGbindingVGBiochemistryTG1999TGafTGdXacUbZ 3.2 19

(1999-2014)
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66 ristinctGregulatoryGmechanismsGbalanceGregβGproteolysisGtoGmaintainGcellularGfitnessGduringGheatG
stressVGGeneshandhDevelopmentTG2014TGZfTGgXZUYY 12.6 18

65 sngineeringGfluorescentGproteinGsubstratesGforGtheGoooSGzonGproteaseVGProteinhEngineeringwhDesignh
andhSelectionTG2013TGZdTGZggUaXc 1.9 18

64 sngineeringGsyntheticGadaptorsGandGsubstratesGforGcontrolledGqlpXβGdegradationVGJournalhofh
BiologicalhChemistryTG2009TGZfbTGZYfbfUZYfcc 5.4 18

63 SolutionG •RGstudiesGofGintactGlambdaGrepressorVGJournalhofhBiomolecularhStructurehandhDynamicsTG
1983TGYTGYcYUe 3.6 18

62 RolesGofGtheGqlpXGwutGloopsGinGqlpβGassociationTGdissociationTGandGproteinGdegradationVGProteinh
ScienceTG2019TGZfTGecdUedc 6.3 17

61 onGozSGdiseaseGmutationGinGqdcbfWpgeGimpairsGZXSGproteasomeGbindingGandGproteolyticG
communicationVGProteinhScienceTG2015TGZbTGYcZYUe 6.3 17

60 RationalGresignGofGSelectiveGandGpioactiveGwnhibitorsGofGtheG•ycobacteriumGtuberculosisG
βroteasomeVGACShInfectioushDiseasesTG2017TGaTGYedUYfY 5.5 16

59 StructureGandGsubstrateGspecificityGofGanGSsppGorthologhGdesignGimplicationsGforGoooSGadaptorsVG
StructureTG2007TGYcTGYZgdUaXc 5.2 16

58 piophysicalGcharacterizationGofGtheGTraYGproteinGofGsscherichiaGcoliGtGfactorVGJournalhofhBiologicalh
ChemistryTG1998TGZeaTGYaZgUaa 5.4 16

57 VersatileGmodesGofGpeptideGrecognitionGbyGtheGqlpXG GdomainGmediateGalternativeGadaptorUbindingG
specificitiesGinGdifferentGbacterialGspeciesVGProteinhScienceTG2010TGYgTGZbZUcb 6.3 15

56 sxpressionGofG UformylatedGproteinsGinGsscherichiaGcoliVGProteinhExpressionhandhPurificationTG2003TG
aZTGaYeUZZ 2 15

55 βreferentialGheterodimerGformationGviaGundercompensatedGelectrostaticGinteractionsVGJournalhofh
thehAmericanhChemicalhSocietyTG2001TGYZaTGYZdbUc 16.4 15

54 SolutionGstructureGofGswitchGorcTGaGmutantGwithGaPYXQGhelicesGreplacingGaGwildUtypeGbetaUribbonVG
JournalhofhMolecularhBiologyTG2003TGaZdTGfggUgXg 6.5 13

53 zacGrepressorGatGlastVGStructureTG1996TGbTGZYgUZZ 5.2 13

52 StructuralGandGtunctionalGonalysisGofGsV´ coliGqyclopropaneGtattyGocidGSynthaseVGStructureTG2018TGZdTGYZcYUYZcfVea5.2 12

51 TheGwGdomainGofGtheGoooSGvslUVGproteaseGcoordinatesGsubstrateGbindingTGoTβGhydrolysisTGandG
proteinGdegradationVGProteinhScienceTG2012TGZYTGYffUgf 6.3 12

50 qUterminalGdomainGmutationsGinGqlpXGuncoupleGsubstrateGbindingGfromGanGengagementGstepG
requiredGforGunfoldingVGMolecularhMicrobiologyTG2003TGbfTGdeUed 4.1 12

49 TheGlambdaGandGβZZGphageGrepressorsVGJournalhofhBiomolecularhStructurehandhDynamicsTG1983TGYTGYXYYUZZ3.6 12
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48 wnteractionsGbetweenGaGsubsetGofGsubstrateGsideGchainsGandGoooSGmotorGporeGloopsGdetermineGgripG
duringGproteinGunfoldingVGELifeTG2019TGfTG 8.9 11

47 StericGclashesGwithGboundG−•βGpeptidesGactivateGtheGregSGstressUresponseGproteaseVGProceedingsh
ofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTG2015TGYYZTGaaZdUaY 11.5 10

46 oGstreptomycinGselectionGforGr oUbindingGactivityVGMethodshinhEnzymologyTG1991TGZXfTGdXbUYg 1.7 10

45 •ultistepGsubstrateGbindingGandGengagementGbyGtheGoooSGqlpXβGproteaseVGProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTG2020TGYYeTGZfXXcUZfXYa 11.5 10

44 TheGoooSGttsvGβroteaseGregradesGanGssroUTaggedG•odelGβroteinGinGtheGwnnerG•embraneGofG
sscherichiaGcoliVGBiochemistryTG2016TGccTGcdbgUcdcZ 3.2 10

43 qovalentlyGlinkedGvslUGhexamersGsupportGaGprobabilisticGmechanismGthatGlinksGoTβGhydrolysisGtoG
proteinGunfoldingGandGtranslocationVGJournalhofhBiologicalhChemistryTG2017TGZgZTGcdgcUceXb 5.4 9

42 TheG onUdominantGoooSGRingGinGtheGqlpoβGβroteaseGtunctionsGasGanGontiUstallingG•otorGtoG
occelerateGβroteinGUnfoldingGandGTranslocationVGCellhReportsTG2020TGaXTGZdbbUZdcbVea 10.6 9

41 oGmutationGinGtheG GdomainGofGsscherichiaGcoliGlonGstabilizesGdodecamersGandGselectivelyGaltersG
degradationGofGmodelGsubstratesVGJournalhofhBacteriologyTG2013TGYgcTGcdZZUf 3.5 9

40
onalyzingGtheGinteractionGofGRseoGandGRsepTGtheGtwoGnegativeGregulatorsGofGtheGsigmasGenvelopeG
stressGresponseTGusingGaGcombinedGbioinformaticGandGexperimentalGstrategyVGJournalhofhBiologicalh
ChemistryTG2009TGZfbTGcbXaUYa

5.4 9

39 RoleGofGanG PcapQGresidueGinGdeterminingGtheGstabilityGandGoperatorUbindingGaffinityGofGorcG
repressorVGBiophysicalhChemistryTG2003TGYXXTGabYUcX 3.5 9

38 vingeUzinkerGslementsGinGtheGoooSGβroteinGUnfoldaseGqlpXG•ediateGwntersubunitGqommunicationTG
ossemblyTGandG•echanicalGoctivityVGBiochemistryTG2018TGceTGdefeUdegd 3.2 9

37 recipheringGtheGRolesGofG•ulticomponentGRecognitionGSignalsGbyGtheGoooSGUnfoldaseGqlpXVGJournalh
ofhMolecularhBiologyTG2015TGbZeTGZgddUfZ 6.5 8

36 SubstrateUguidedGoptimizationGofGtheGsyringolinsGyieldsGpotentGproteasomeGinhibitorsGwithGactivityG
againstGleukemiaGcellGlinesVGBioorganichandhMedicinalhChemistryTG2015TGZaTGdZYfUZZ 3.4 8

35 qrystallizationGofGtheGorcGrepressorVGJournalhofhMolecularhBiologyTG1985TGYfcTGbbcUd 6.5 8

34 qlpoβGproteolysisGdoesGnotGrequireGrotationGofGtheGqlpoGunfoldaseGrelativeGtoGqlpβVGELifeTG2020TGgTG 8.9 8

33 StructuralGbasisGofGqlpXβGrecognitionGandGunfoldingGofGssroUtaggedGsubstratesVGELifeTG2020TGgTG 8.9 8

32 sxaminationGofGaGStructuralG•odelGofGβeptidomimicryGbyGqyclicGocyldepsipeptideGontibioticsGinG
TheirGwnteractionGwithGtheGqlpβGβeptidaseVGChemBioChemTG2015TGYdTGYfecUYfeg 3.8 7

31 •ultipleGsequenceGsignalsGdirectGrecognitionGandGdegradationGofGproteinGsubstratesGbyGtheGoooSG
proteaseGvslUVVGJournalhofhMolecularhBiologyTG2010TGbXaTGbZXUg 6.5 7

(2010-2019)
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30 wnteractionsGofGorgZGinGtheG•ntG UterminalGarmGwithGtheGcentralGandGflankingGregionsGofGtheG•ntG
operatorVGJournalhofhMolecularhBiologyTG2000TGaXYTGgcgUea 6.5 7

29
•odularGandGcoordinatedGactivityGofGoooSGactiveGsitesGinGtheGdoubleUringGqlpoGunfoldaseGofGtheG
qlpoβGproteaseVGProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTG
2020TGYYeTGZcbccUZcbda

11.5 7

28 ocyldepsipeptideGontibioticsGandGaGpioactiveGtragmentGThereofGrifferentiallyGβerturbG
•ycobacteriumGtuberculosisGqlpXβYβZGoctivityGinGvitroVGACShChemicalhBiologyTG2020TG 4.9 6

27 −verexpressionGofGquppcGactivatesGalginateGoverproductionGinGβseudomonasGaeruginosaGbyGaGnovelG
olgWUdependentGmechanismVGMolecularhMicrobiologyTG2014TGgaTGbYcUZc 4.1 6

26 •utationalGstudiesGofGproteinGstabilityGandGfoldingGofGtheGhyperstableG•YzGorcGrepressorGvariantVG
BiophysicalhChemistryTG2002TGYXYUYXZTGacUbZ 3.5 6

25
qonsolidatingGcriticalGbindingGdeterminantsGbyGnoncyclicGrearrangementGofGproteinGsecondaryG
structureVGProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTG2005TG
YXZTGZaXcUg

11.5 5

24 RoleGofGoperatorGsubsitesGinGorcGrepressionVGJournalhofhMolecularhBiologyTG1996TGZdbTGZaaUbZ 6.5 5

23 QuaternaryGstructureGandGfunctionGinGphageGlambdaGrepressorhGYvU •RGstudiesGofGgeneticallyG
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