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l Paper IF Citations

438  ultilocusKsequenceKtypingKforKcharacterizationKofKmethicillinXresistantKandKmethicillinXsusceptibleK
clonesKofKStaphylococcusKaureusYKJournaldofdClinicaldMicrobiologyWK2000WKafWK][[fX]c 9.7 2450

437 PathophysiologyWKTransmissionWKriagnosisWKandKTreatmentKofKqoronavirusKriseaseK_[]gKSqOVwrX]gThK
oKReviewYKJAMAdtdJournaldofdthedAmericandMedicaldAssociationWK2020WKa_bWKef_Xega 27.4 1978

436 SoRSXqoVX_KvariantsWKspikeKmutationsKandKimmuneKescapeYKNaturedReviewsdMicrobiologyWK2021WK]gWKb[gXb_b22.2 873

435 svolutionKofK RSoKduringKhospitalKtransmissionKandKintercontinentalKspreadYKScienceWK2010WKa_eWKbdgXeb 33.3 858

434
qompleteKgenomesKofKtwoKclinicalKStaphylococcusKaureusKstrainshKevidenceKforKtheKrapidKevolutionK
ofKvirulenceKandKdrugKresistanceYKProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUnitedd
StatesdofdAmericaWK2004WK][]WKgefdXg]

11.5 717

433  eticillinXresistantKStaphylococcusKaureusKwithKaKnovelKmecoKhomologueKinKhumanKandKbovineK
populationsKinKtheKUyKandKrenmarkhKaKdescriptiveKstudyYKLancetdInfectiousdDiseasessdTheWK2011WK]]WKcgcXd[a25.5 617

432 uenomicKplasticityKofKtheKcausativeKagentKofKmelioidosisWKpurkholderiaKpseudomalleiYKProceedingsdofd
thedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaWK2004WK][]WK]b_b[Xc 11.5 569

431  elioidosisYKNewdEnglanddJournaldofdMedicineWK2012WKadeWK][acXbb 59.2 527

430 smergenceKandKglobalKspreadKofKepidemicKhealthcareXassociatedKqlostridiumKdifficileYKNatured
GeneticsWK2013WKbcWK][gX]a 36.3 509

429 vowKclonalKisKStaphylococcusKaureusmYKJournaldofdBacteriologyWK2003WK]fcWKaa[eX]d 3.5 499

428 RapidKwholeXgenomeKsequencingKforKinvestigationKofKaKneonatalK RSoKoutbreakYKNewdEnglandd
JournaldofdMedicineWK2012WKaddWK__deXec 59.2 480

427 VirulentKcombinationsKofKadhesinKandKtoxinKgenesKinKnaturalKpopulationsKofKStaphylococcusKaureusYK
InfectiondanddImmunityWK2002WKe[WKbgfeXgd 3.7 466

426 PredictedKglobalKdistributionKofKandKburdenKofKmelioidosisYKNaturedMicrobiologyWK2016WK]WK 26.6 463

425 WholeXgenomeKsequencingKtoKidentifyKtransmissionKofK ycobacteriumKabscessusKbetweenKpatientsK
withKcysticKfibrosishKaKretrospectiveKcohortKstudyYKLancetsdTheWK2013WKaf]WK]cc]Xd[ 40 449

424  elioidosishKinsightsKintoKtheKpathogenicityKofKpurkholderiaKpseudomalleiYKNaturedReviewsd
MicrobiologyWK2006WKbWK_e_Xf_ 22.2 445

423 WholeXgenomeKsequencingKforKanalysisKofKanKoutbreakKofKmeticillinXresistantKStaphylococcusK
aureushKaKdescriptiveKstudyYKLancetdInfectiousdDiseasessdTheWK2013WK]aWK]a[Xd 25.5 414

422 RoutineKuseKofKmicrobialKwholeKgenomeKsequencingKinKdiagnosticKandKpublicKhealthKmicrobiologyYK
PLoSdPathogensWK2012WKfWKe][[_f_b 7.6 358
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421 vumanKplacentaKhasKnoKmicrobiomeKbutKcanKcontainKpotentialKpathogensYKNatureWK2019WKce_WKa_gXaab 50.4 323

420 wncreasingKincidenceKofKhumanKmelioidosisKinKβortheastKThailandYKAmericandJournaldofdTropicald
MedicinedanddHygieneWK2010WKf_WK]]]aXe 3.2 287

419  icroarraysKrevealKthatKeachKofKtheKtenKdominantKlineagesKofKStaphylococcusKaureusKhasKaKuniqueK
combinationKofKsurfaceXassociatedKandKregulatoryKgenesYKJournaldofdBacteriologyWK2006WK]ffWKddgXed 3.5 271

418  echanismsKofK ethicillinKResistanceKinKStaphylococcusKaureusYKAnnualdReviewdofdBiochemistryWK
2015WKfbWKceeXd[] 29.1 268

417 WhatKdeterminesKnasalKcarriageKofKStaphylococcusKaureusmYKTrendsdindMicrobiologyWK2001WKgWKd[cX][ 12.4 261

416  elioidosisYKNaturedReviewsdDiseasedPrimersWK2018WKbWK]e][e 51.1 236

415 RapidKimplementationKofKSoRSXqoVX_KsequencingKtoKinvestigateKcasesKofKhealthXcareKassociatedK
qOVwrX]ghKaKprospectiveKgenomicKsurveillanceKstudyYKLancetdInfectiousdDiseasessdTheWK2020WK_[WK]_daX]_e_25.5 200

414  ntRKmodulatesKexpressionKofKtheKPerRKregulonKandKsuperoxideKresistanceKinKStaphylococcusK
aureusKthroughKcontrolKofKmanganeseKuptakeYKMoleculardMicrobiologyWK2002WKbbWK]_dgXfd 4.1 197

413 RiskKfactorsKforKhematogenousKcomplicationsKofKintravascularKcatheterXassociatedKStaphylococcusK
aureusKbacteremiaYKClinicaldInfectiousdDiseasesWK2005WKb[WKdgcXe[a 11.6 197

412 TheKclusterK]KtypeKVwKsecretionKsystemKisKaKmajorKvirulenceKdeterminantKinKpurkholderiaK
pseudomalleiYKInfectiondanddImmunityWK2011WKegWK]c]_X_c 3.7 188

411 StaphylococcusKaureusKclumpingKfactorKpKSqlfpTKpromotesKadherenceKtoKhumanKtypeKwKcytokeratinK
][hKimplicationsKforKnasalKcolonizationYKCellulardMicrobiologyWK2002WKbWKecgXe[ 3.9 178

410 wdentificationKofKinKvivoXexpressedKantigensKofKStaphylococcusKaureusKandKtheirKuseKinKvaccinationsK
forKprotectionKagainstKnasalKcarriageYKJournaldofdInfectiousdDiseasesWK2006WK]gaWK][gfX][f 7 171

409  elioidosishKaKclinicalKoverviewYKBritishdMedicaldBulletinWK2011WKggWK]_cXag 5.4 170

408
pacterialKfibronectinXbindingKproteinsKandKendothelialKcellKsurfaceKfibronectinKmediateKadherenceK
ofKStaphylococcusKaureusKtoKrestingKhumanKendothelialKcellsYKMicrobiologydnUniteddKingdomoWK1999WK
]bcKSKPtK]_TWKabeeXabfd

2.9 170

407 WhatK akesKaKpacterialKSpeciesKPathogenicmhqomparativeKuenomicKonalysisKofKtheKuenusK
zeptospiraYKPLoSdNeglecteddTropicaldDiseasesWK2016WK][WKe[[[bb[a 4.8 170

406 WholeXgenomeKsequencingKforKrapidKsusceptibilityKtestingKofK YKtuberculosisYKNewdEnglanddJournald
ofdMedicineWK2013WKadgWK_g[X_ 59.2 167

405 WholeKgenomeKsequencingKidentifiesKzoonoticKtransmissionKofK RSoKisolatesKwithKtheKnovelKmecoK
homologueKmecqYKEMBOdMoleculardMedicineWK2013WKcWKc[gX]c 12 166

404 wmprovedKmultilocusKsequenceKtypingKschemeKforKStaphylococcusKepidermidisYKJournaldofdClinicald
MicrobiologyWK2007WKbcWKd]dXg 9.7 166

(2007-2019)
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403 RecognizingKtheKreagentKmicrobiomeYKNaturedMicrobiologyWK2018WKaWKfc]Xfca 26.6 161

402 qharacterizationKofKnovelKzPXTuXcontainingKproteinsKofKStaphylococcusKaureusKidentifiedKfromK
genomeKsequencesYKMicrobiologydnUniteddKingdomoWK2003WK]bgWKdbaXdcb 2.9 161

401 WholeXgenomeKsequencingKtoKcontrolKantimicrobialKresistanceYKTrendsdindGeneticsWK2014WKa[WKb[]Xe 8.5 158

400 reterminantsKofKacquisitionKandKcarriageKofKStaphylococcusKaureusKinKinfancyYKJournaldofdClinicald
MicrobiologyWK2003WKb]WKce]fX_c 9.7 154

399 RapidKbacterialKwholeXgenomeKsequencingKtoKenhanceKdiagnosticKandKpublicKhealthKmicrobiologyYK
JAMAdInternaldMedicineWK2013WK]eaWK]ageXb[b 11.5 152

398
tibronectinXbindingKproteinKoKofKStaphylococcusKaureusKhasKmultipleWKsubstitutingWKbindingKregionsK
thatKmediateKadherenceKtoKfibronectinKandKinvasionKofKendothelialKcellsYKCellulardMicrobiologyWK2001WK
aWKfagXc]

3.9 149

397 toolRsKgoldhKWhyKimperfectKreferenceKtestsKareKunderminingKtheKevaluationKofKnovelKdiagnosticshKaK
reevaluationKofKcKdiagnosticKtestsKforKleptospirosisYKClinicaldInfectiousdDiseasesWK2012WKccWKa__Xa] 11.6 139

396 oKpurkholderiaKpseudomalleiKproteinKmicroarrayKrevealsKserodiagnosticKandKcrossXreactiveKantigensYK
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaWK2009WK][dWK]abggXc[b 11.5 139

395 spidemiologyKandKburdenKofKmultidrugXresistantKbacterialKinfectionKinKaKdevelopingKcountryYKELifeWK
2016WKcWK 8.9 138

394 oKdominantKcloneKofKzeptospiraKinterrogansKassociatedKwithKanKoutbreakKofKhumanKleptospirosisKinK
ThailandYKPLoSdNeglecteddTropicaldDiseasesWK2007WK]WKecd 4.8 133

393 wdentificationKandKpreliminaryKcharacterizationKofKcellXwallXanchoredKproteinsKofKStaphylococcusK
epidermidisYKMicrobiologydnUniteddKingdomoWK2005WK]c]WK]bcaX]bdb 2.9 132

392 ontibodyKresponseKtoKSoRSXqoVX_KinfectionKinKhumanshKoKsystematicKreviewYKPLoSdONEWK2020WK]cWKe[_bb]_d3.7 130

391 wtβXgammaKatKtheKsiteKofKinfectionKdeterminesKrateKofKclearanceKofKinfectionKinKcryptococcalK
meningitisYKJournaldofdImmunologyWK2005WK]ebWK]ebdXc[ 5.3 129

390 WorkshopKonKtreatmentKofKandKpostexposureKprophylaxisKforKpurkholderiaKpseudomalleiKandKpYK
malleiKwnfectionWK_[][YKEmergingdInfectiousdDiseasesWK2012WK]fWKe_ 10.2 128

389 PredictingKtheKvirulenceKofK RSoKfromKitsKgenomeKsequenceYKGenomedResearchWK2014WK_bWKfagXbg 9.7 126

388 SystematicKlongitudinalKsurveyKofKinvasiveKinKsnglandKdemonstratesKaKstableKpopulationKstructureK
onlyKtransientlyKdisturbedKbyKtheKemergenceKofKST]a]YKGenomedResearchWK2017WK 9.7 122

387
 olecularKtracingKofKtheKemergenceWKdiversificationWKandKtransmissionKofKSYKaureusKsequenceKtypeKfK
inKaKβewKYorkKcommunityYKProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofd
AmericaWK2014WK]]]WKdeafXba

11.5 121

386 oKsingleKmultilocusKsequenceKtypingKS zSTTKschemeKforKsevenKpathogenicKzeptospiraKspeciesYKPLoSd
NeglecteddTropicaldDiseasesWK2013WKeWKe]gcb 4.8 118
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385 TollXlikeKreceptorK_KimpairsKhostKdefenseKinKgramXnegativeKsepsisKcausedKbyKpurkholderiaK
pseudomalleiKS elioidosisTYKPLoSdMedicineWK2007WKbWKe_bf 11.6 118

384 roxycyclineKversusKazithromycinKforKtreatmentKofKleptospirosisKandKscrubKtyphusYKAntimicrobiald
AgentsdanddChemotherapyWK2007WKc]WKa_cgXda 5.9 112

383 octivitiesKofKdailyKlivingKassociatedKwithKacquisitionKofKmelioidosisKinKnortheastKThailandhKaKmatchedK
caseXcontrolKstudyYKPLoSdNeglecteddTropicaldDiseasesWK2013WKeWKe_[e_ 4.8 109

382 piologicalKrelevanceKofKcolonyKmorphologyKandKphenotypicKswitchingKbyKpurkholderiaK
pseudomalleiYKJournaldofdBacteriologyWK2007WK]fgWKf[eX]e 3.5 108

381 PhenotypicKswitchingKofKantibioticKresistanceKcircumventsKpermanentKcostsKinKStaphylococcusK
aureusYKCurrentdBiologyWK2001WK]]WK]f][Xb 6.3 103

380 RiskKfactorsKforKrecurrentKmelioidosisKinKnortheastKThailandYKClinicaldInfectiousdDiseasesWK2006WKbaWKgegXfd 11.6 99

379 oKrandomizedKcontrolledKtrialKofKgranulocyteKcolonyXstimulatingKfactorKforKtheKtreatmentKofKsevereK
sepsisKdueKtoKmelioidosisKinKThailandYKClinicaldInfectiousdDiseasesWK2007WKbcWKa[fX]b 11.6 98

378 refiningKtheKtrueKsensitivityKofKcultureKforKtheKdiagnosisKofKmelioidosisKusingKpayesianKlatentKclassK
modelsYKPLoSdONEWK2010WKcWKe]_bfc 3.7 96

377  elioidosisKinKdKtsunamiKsurvivorsKinKsouthernKThailandYKClinicaldInfectiousdDiseasesWK2005WKb]WKgf_Xg[ 11.6 92

376  anagementKofKaccidentalKlaboratoryKexposureKtoKpurkholderiaKpseudomalleiKandKpYKmalleiYK
EmergingdInfectiousdDiseasesWK2008WK]bWKe_ 10.2 91

375 oKlinkKbetweenKvirulenceKandKecologicalKabundanceKinKnaturalKpopulationsKofKStaphylococcusK
aureusYKScienceWK2001WK_g_WK]]bXd 33.3 90

374
TrimethoprimXsulfamethoxazoleKversusKtrimethoprimXsulfamethoxazoleKplusKdoxycyclineKasKoralK
eradicativeKtreatmentKforKmelioidosisKS sRTvThKaKmulticentreWKdoubleXblindWKnonXinferiorityWK
randomisedKcontrolledKtrialYKLancetsdTheWK2014WKafaWKf[eX]b

40 89

373 ulyburideKisKantiXinflammatoryKandKassociatedKwithKreducedKmortalityKinKmelioidosisYKClinicald
InfectiousdDiseasesWK2011WKc_WKe]eX_c 11.6 89

372 ulobalKandKregionalKdisseminationKandKevolutionKofKpurkholderiaKpseudomalleiYKNaturedMicrobiology
WK2017WK_WK]d_da 26.6 87

371  anagementKofKmelioidosisYKExpertdReviewdofdAntitInfectivedTherapyWK2006WKbWKbbcXcc 5.5 87

370 qapturingKtheKcloudKofKdiversityKrevealsKcomplexityKandKheterogeneityKofK RSoKcarriageWKinfectionK
andKtransmissionYKNaturedCommunicationsWK2015WKdWKdcd[ 17.4 83

369 svolutionKofKpurkholderiaKpseudomalleiKinKrecurrentKmelioidosisYKPLoSdONEWK2012WKeWKeadc[e 3.7 83

368 SystematicKreviewKandKconsensusKguidelinesKforKenvironmentalKsamplingKofKpurkholderiaK
pseudomalleiYKPLoSdNeglecteddTropicaldDiseasesWK2013WKeWKe_][c 4.8 82

(2013-2007)
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367 ossociationKofKhighKOrientiaKtsutsugamushiKrβoKloadsKwithKdiseaseKofKgreaterKseverityKinKadultsK
withKscrubKtyphusYKJournaldofdClinicaldMicrobiologyWK2009WKbeWKba[Xb 9.7 82

366 riagnosticKaccuracyKofKrealXtimeKPqRKassaysKtargetingK]dSKrRβoKandKlipza_KgenesKforKhumanK
leptospirosisKinKThailandhKaKcaseXcontrolKstudyYKPLoSdONEWK2011WKdWKe]d_ad 3.7 82

365 ueneKexchangeKdrivesKtheKecologicalKsuccessKofKaKmultiXhostKbacterialKpathogenYKNaturedEcologydandd
EvolutionWK2018WK_WK]bdfX]bef 12.3 80

364 StrategiesKtoKreduceKmortalityKfromKbacterialKsepsisKinKadultsKinKdevelopingKcountriesYKPLoSd
MedicineWK2008WKcWKe]ec 11.6 80

363
ProspectiveKSurveillanceKandKRapidKWholeXuenomeKSequencingKretectsKTwoKUnsuspectedK
OutbreaksKofKqarbapenemaseXProducingKylebsiellaKpneumoniaeKinKaKUyKTeachingKvospitalYKOpend
ForumdInfectiousdDiseasesWK2017WKbWKSbaXSbb

1 78

362 TheKtoxinZimmunityKnetworkKofKpurkholderiaKpseudomalleiKcontactXdependentKgrowthKinhibitionK
SqrwTKsystemsYKMoleculardMicrobiologyWK2012WKfbWKc]dX_g 4.1 78

361 oKpilotKstudyKofKrapidKwholeXgenomeKsequencingKforKtheKinvestigationKofKaKzegionellaKoutbreakYK
BMJdOpenWK2013WKaWK 3 78

360 qoUSsSKOtKqO  UβwTYXoqQUwRsrKpoqTsRs woKoβrKPoTTsRβSKOtKoβTw wqROpwozK
RsSwSToβqsKwβKVwsβTwoβsWKzoOSYKAmericandJournaldofdTropicaldMedicinedanddHygieneWK2006WKecWKgefXgfc 3.2 78

359 TheKzancetKwnfectiousKriseasesKqommissionKonKantimicrobialKresistancehKdKyearsKlaterYKLancetd
InfectiousdDiseasessdTheWK2020WK_[WKec]Xed[ 25.5 77

358 svolutionaryKTradeXOffsKUnderlieKtheK ultiXfacetedKVirulenceKofKStaphylococcusKaureusYKPLoSd
BiologyWK2015WK]aWKe][[___g 9.7 76

357 svolutionaryKdynamicsKofKmethicillinXresistantKStaphylococcusKaureusKwithinKaKhealthcareKsystemYK
GenomedBiologyWK2015WK]dWKf] 18.3 76

356
rsVszOP sβTKOtKoβTwpOrwsSKTOKpURyvOzrsRwoKPSsUrO ozzswKrURwβuKqvwzrvOOrKwβK
 szwOwrOSwSXsβrs wqKβORTvsoSTKTvowzoβrYKAmericandJournaldofdTropicaldMedicinedanddHygieneWK
2006WKebWK][ebX][ec

3.2 76

355 sarlyKinsightsKintoKtheKpotentialKofKtheKOxfordKβanoporeK inwOβKforKtheKdetectionKofKantimicrobialK
resistanceKgenesYKJournaldofdAntimicrobialdChemotherapyWK2015WKe[WK_eecXf 5.1 75

354 uenomeKsequencingKdefinesKphylogenyKandKspreadKofKmethicillinXresistantKStaphylococcusKaureusK
inKaKhighKtransmissionKsettingYKGenomedResearchWK2015WK_cWK]]]Xf 9.7 75

353 uenomicKislandsKfromKfiveKstrainsKofKpurkholderiaKpseudomalleiYKBMCdGenomicsWK2008WKgWKcdd 4.5 75

352  elioidosisKvaccineshKaKsystematicKreviewKandKappraisalKofKtheKpotentialKtoKexploitKbiodefenseK
vaccinesKforKpublicKhealthKpurposesYKPLoSdNeglecteddTropicaldDiseasesWK2012WKdWKe]bff 4.8 74

351  elioidosisYKCurrentdOpiniondindInfectiousdDiseasesWK2006WK]gWKb_]Xf 5.4 74

350
ontimicrobialKresistanceKtoKceftazidimeKinvolvingKlossKofKpenicillinXbindingKproteinKaKinKpurkholderiaK
pseudomalleiYKProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaWK2011
WK][fWK]e]dcXe[

11.5 73
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349 RecurrentKmelioidosisKinKpatientsKinKnortheastKThailandKisKfrequentlyKdueKtoKreinfectionKratherKthanK
relapseYKJournaldofdClinicaldMicrobiologyWK2005WKbaWKd[a_Xb 9.7 73

348 o RKSurveillanceKinKlowKandKmiddleXincomeKsettingsKXKoKroadmapKforKparticipationKinKtheKulobalK
ontimicrobialKSurveillanceKSystemKSuzoSSTYKWellcomedOpendResearchWK2017WK_WKg_ 4.8 72

347 oKhorizontalKgeneKtransferKeventKdefinesKtwoKdistinctKgroupsKwithinKpurkholderiaKpseudomalleiKthatK
haveKdissimilarKgeographicKdistributionsYKJournaldofdBacteriologyWK2007WK]fgWKg[bbXg 3.5 71

346 zongitudinalKgenomicKsurveillanceKofK RSoKinKtheKUyKrevealsKtransmissionKpatternsKinKhospitalsKandK
theKcommunityYKSciencedTranslationaldMedicineWK2017WKgWK 17.5 70

345 oKsharedKpopulationKofKepidemicKmethicillinXresistantKStaphylococcusKaureusK]cKcirculatesKinK
humansKandKcompanionKanimalsYKMBioWK2014WKcWKe[[gfcX]a 7.8 70

344 StaphylococcusKaureusKdiseaseKandKdrugKresistanceKinKresourceXlimitedKcountriesKinKsouthKandKeastK
osiaYKLancetdInfectiousdDiseasessdTheWK2009WKgWK]a[Xc 25.5 70

343 βonrandomKdistributionKofKpurkholderiaKpseudomalleiKclonesKinKrelationKtoKgeographicalKlocationK
andKvirulenceYKJournaldofdClinicaldMicrobiologyWK2006WKbbWK_ccaXe 9.7 68

342 TrimethoprimZsulfamethoxazoleKresistanceKinKclinicalKisolatesKofKpurkholderiaKpseudomalleiYK
JournaldofdAntimicrobialdChemotherapyWK2005WKccWK][_gXa] 5.1 68

341
OpenXlabelKrandomizedKtrialKofKoralKtrimethoprimXsulfamethoxazoleWKdoxycyclineWKandK
chloramphenicolKcomparedKwithKtrimethoprimXsulfamethoxazoleKandKdoxycyclineKforKmaintenanceK
therapyKofKmelioidosisYKAntimicrobialdAgentsdanddChemotherapyWK2005WKbgWKb[_[Xc

5.9 67

340
βovelKmutationsKinKpenicillinXbindingKproteinKgenesKinKclinicalKStaphylococcusKaureusKisolatesKthatK
areKmethicillinKresistantKonKsusceptibilityKtestingWKbutKlackKtheKmecKgeneYKJournaldofdAntimicrobiald
ChemotherapyWK2014WKdgWKcgbXe

5.1 65

339 OneKvealthKuenomicKSurveillanceKofKsscherichiaKcoliKremonstratesKristinctKzineagesKandK obileK
ueneticKslementsKinKwsolatesKfromKvumansKversusKzivestockYKMBioWK2019WK][WK 7.8 64

338 qlonalKdifferencesKinKStaphylococcusKaureusKbacteraemiaXassociatedKmortalityYKNaturedMicrobiologyWK
2017WK_WK]af]X]aff 26.6 64

337 TheKcoreKandKaccessoryKgenomesKofKpurkholderiaKpseudomalleihKimplicationsKforKhumanKmelioidosisYK
PLoSdPathogensWK2008WKbWKe][[[]ef 7.6 64

336 wmmunosuppressionKassociatedKwithKinterleukinX]RXassociatedXkinaseX KupregulationKpredictsK
mortalityKinKuramXnegativeKsepsisKSmelioidosisTYKCriticaldCaredMedicineWK2009WKaeWKcdgXed 1.4 63

335 oKdecadeKofKgenomicKhistoryKforKhealthcareXassociatedKsnterococcusKfaeciumKinKtheKUnitedK
yingdomKandKwrelandYKGenomedResearchWK2016WK_dWK]affX]agd 9.7 62

334 oKnovelKhybridKSqqmecXmecqKregionKinKStaphylococcusKsciuriYKJournaldofdAntimicrobiald
ChemotherapyWK2014WKdgWKg]]Xf 5.1 62

333 spidemiologyWKmicrobiologyKandKmortalityKassociatedKwithKcommunityXacquiredKbacteremiaKinK
northeastKThailandhKaKmulticenterKsurveillanceKstudyYKPLoSdONEWK2013WKfWKecbe]b 3.7 62

332 revelopmentKofKaKprototypeKlateralKflowKimmunoassayKSztwTKforKtheKrapidKdiagnosisKofKmelioidosisYK
PLoSdNeglecteddTropicaldDiseasesWK2014WKfWKe_e_e 4.8 61

(2014-2005)
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331 TheKmicroscopicKagglutinationKtestKS oTTKisKanKunreliableKpredictorKofKinfectingKzeptospiraKserovarK
inKThailandYKAmericandJournaldofdTropicaldMedicinedanddHygieneWK2009WKf]WKdgcXe 3.2 61

330 SurveyKofKantimicrobialKresistanceKinKclinicalKpurkholderiaKpseudomalleiKisolatesKoverKtwoKdecadesK
inKβortheastKThailandYKAntimicrobialdAgentsdanddChemotherapyWK2011WKccWKcaffXg] 5.9 60

329
TwoKrandomizedKcontrolledKtrialsKofKceftazidimeKaloneKversusKceftazidimeKinKcombinationKwithK
trimethoprimXsulfamethoxazoleKforKtheKtreatmentKofKsevereKmelioidosisYKClinicaldInfectiousdDiseases
WK2005WKb]WK]][cX]a

11.6 60

328 svolutionKandKspidemiologyKofK ultidrugXResistantKinKtheKUnitedKyingdomKandKwrelandYKMBioWK2017WK
fWK 7.8 59

327 qomplexKRoutesKofKβosocomialKVancomycinXResistantKsnterococcusKfaeciumKTransmissionK
RevealedKbyKuenomeKSequencingYKClinicaldInfectiousdDiseasesWK2017WKdbWKffdXfga 11.6 59

326 StaphylococcusKaureusKbacteraemiaKinKaKtropicalKsettinghKpatientKoutcomeKandKimpactKofKantibioticK
resistanceYKPLoSdONEWK2009WKbWKeba[f 3.7 59

325 qausesKofKcommunityXacquiredKbacteremiaKandKpatternsKofKantimicrobialKresistanceKinKVientianeWK
zaosYKAmericandJournaldofdTropicaldMedicinedanddHygieneWK2006WKecWKgefXfc 3.2 59

324 oKStaphylococcusKxylosusKisolateKwithKaKnewKmecqKallotypeYKAntimicrobialdAgentsdanddChemotherapyWK
2013WKceWK]c_bXf 5.9 58

323 uenomicKacquisitionKofKaKcapsularKpolysaccharideKvirulenceKclusterKbyKnonXpathogenicKpurkholderiaK
isolatesYKGenomedBiologyWK2010WK]]WKRfg 18.3 58

322
WhatKwsKResistancemKwmpactKofKPhenotypicKversusK olecularKrrugKResistanceKTestingKonKTherapyKforK
 ultiXKandKsxtensivelyKrrugXResistantKTuberculosisYKAntimicrobialdAgentsdanddChemotherapyWK2018WK
d_WK

5.9 58

321 zeptospirosisKoutbreakKinKSriKzankaKinK_[[fhKlessonsKforKassessingKtheKglobalKburdenKofKdiseaseYK
AmericandJournaldofdTropicaldMedicinedanddHygieneWK2011WKfcWKbe]Xf 3.2 57

320 TheKgeneticKandKmolecularKbasisKofKOXantigenicKdiversityKinKpurkholderiaKpseudomalleiK
lipopolysaccharideYKPLoSdNeglecteddTropicaldDiseasesWK2012WKdWKe]bca 4.8 56

319 RapidKdetectionKofKtheKpandemicKmethicillinXresistantKStaphylococcusKaureusKcloneKSTK_agWKaK
dominantKstrainKinKosianKhospitalsYKJournaldofdClinicaldMicrobiologyWK2008WKbdWK]c_[X_ 9.7 56

318 wnnateKimmunityYKoKSpaetzleXlikeKroleKforKnerveKgrowthKfactorK˛†KinKvertebrateKimmunityKtoK
StaphylococcusKaureusYKScienceWK2014WKabdWKdb]Xdbd 33.3 55

317 RapidKwholeXgenomeKsequencingKforKinvestigationKofKaKsuspectedKtuberculosisKoutbreakYKJournaldofd
ClinicaldMicrobiologyWK2013WKc]WKd]]Xb 9.7 55

316 occuracyKofKpurkholderiaKpseudomalleiKidentificationKusingKtheKoPwK_[βsKsystemKandKaKlatexK
agglutinationKtestYKJournaldofdClinicaldMicrobiologyWK2007WKbcWKaeebXd 9.7 55

315 paselineKcorrelationKandKcomparativeKkineticsKofKcerebrospinalKfluidKcolonyXformingKunitKcountsKandK
antigenKtitersKinKcryptococcalKmeningitisYKJournaldofdInfectiousdDiseasesWK2005WK]g_WKdf]Xb 7 55

314 tromKgenotypeKtoKphenotypehKcanKsystemsKbiologyKbeKusedKtoKpredictKStaphylococcusKaureusK
virulencemYKNaturedReviewsdMicrobiologyWK2012WK][WKeg]Xe 22.2 54
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313 OptimizationKofKcultureKofKzeptospiraKfromKhumansKwithKleptospirosisYKJournaldofdClinicald
MicrobiologyWK2007WKbcWK]adaXc 9.7 54

312 qlinicalKandKmolecularKepidemiologyKofKStaphylococcusKargenteusKinfectionsKinKThailandYKJournaldofd
ClinicaldMicrobiologyWK2015WKcaWK][[cXf 9.7 53

311 qharacterizationKofKceftazidimeKresistanceKmechanismsKinKclinicalKisolatesKofKpurkholderiaK
pseudomalleiKfromKoustraliaYKPLoSdONEWK2012WKeWKea[efg 3.7 53

310 orthropodKborneKdiseasehKtheKleadingKcauseKofKfeverKinKpregnancyKonKtheKThaiXpurmeseKborderYK
PLoSdNeglecteddTropicaldDiseasesWK2010WKbWKefff 4.8 52

309 purkholderiaKpseudomalleiKgenomeKplasticityKassociatedKwithKgenomicKislandKvariationYKBMCd
GenomicsWK2008WKgWK]g[ 4.5 52

308 octivationKofKtheKcoagulationKcascadeKinKpatientsKwithKleptospirosisYKClinicaldInfectiousdDiseasesWK
2008WKbdWK_cbXd[ 11.6 52

307 SurvivalKofKpurkholderiaKpseudomalleiKinKdistilledKwaterKforK]dKyearsYKTransactionsdofdthedRoyald
SocietydofdTropicaldMedicinedanddHygieneWK2011WK][cWKcgfXd[[ 2 51

306 qlinicalKdiagnosisKandKgeographicKdistributionKofKleptospirosisWKThailandYKEmergingdInfectiousd
DiseasesWK2007WK]aWK]_bXd 10.2 51

305
ueneticKtypingKofKtheKcdXkraKtypeXspecificKantigenKgeneKofKcontemporaryKOrientiaKtsutsugamushiK
isolatesKcausingKhumanKscrubKtyphusKatKtwoKsitesKinKnorthXeasternKandKwesternKThailandYKFEMSd
ImmunologydanddMedicaldMicrobiologyWK2008WKc_WKaacXb_

51

304 vostKresponsesKtoKmelioidosisKandKtuberculosisKareKbothKdominatedKbyKinterferonXmediatedK
signalingYKPLoSdONEWK2013WKfWKecbgd] 3.7 50

303 uenomeXbasedKcharacterizationKofKhospitalXadaptedKlineagesYKNaturedMicrobiologyWK2016WK]WK 26.6 49

302 zoopXmediatedKisothermalKamplificationKmethodKtargetingKtheKTTS]KgeneKclusterKforKdetectionKofK
purkholderiaKpseudomalleiKandKdiagnosisKofKmelioidosisYKJournaldofdClinicaldMicrobiologyWK2008WKbdWKcdfXea9.7 49

301 WholeKgenomeKsequencingKofKsSpzXproducingKsscherichiaKcoliKisolatedKfromKpatientsWKfarmKwasteK
andKcanalsKinKThailandYKGenomedMedicineWK2017WKgWKf] 14.4 48

300 ueneticKdiversityKandKmicroevolutionKofKpurkholderiaKpseudomalleiKinKtheKenvironmentYKPLoSd
NeglecteddTropicaldDiseasesWK2008WK_WKe]f_ 4.8 48

299  olecularKbasisKofKrareKaminoglycosideKsusceptibilityKandKpathogenesisKofKpurkholderiaK
pseudomalleiKclinicalKisolatesKfromKThailandYKPLoSdNeglecteddTropicaldDiseasesWK2009WKaWKec]g 4.8 47

298 RecentKindependentKemergenceKofKmultipleKmultidrugXresistantKSerratiaKmarcescensKclonesKwithinK
theKUnitedKyingdomKandKwrelandYKGenomedResearchWK2016WK_dWK]][]Xg 9.7 47

297 WholeXgenomeKsequencingKrevealsKtransmissionKofKvancomycinXresistantKsnterococcusKfaeciumKinKaK
healthcareKnetworkYKGenomedMedicineWK2016WKfWKb 14.4 46

296 vighXthroughputKmRβoKprofilingKcharacterizesKtheKexpressionKofKinflammatoryKmoleculesKinKsepsisK
causedKbyKpurkholderiaKpseudomalleiYKInfectiondanddImmunityWK2007WKecWKa[ebXg 3.7 46

(2007-2007)
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295 WithinXhostKevolutionKofKpurkholderiaKpseudomalleiKinKfourKcasesKofKacuteKmelioidosisYKPLoSd
PathogensWK2010WKdWKe][[[e_c 7.6 45

294
TheKppestXOprqKeffluxKpumpKisKresponsibleKforKwidespreadKtrimethoprimKresistanceKinKclinicalKandK
environmentalKpurkholderiaKpseudomalleiKisolatesYKAntimicrobialdAgentsdanddChemotherapyWK2013WK
ceWKbaf]Xd

5.9 44

293 svaluatingKpurkholderiaKpseudomalleiKpipKproteinsKasKvaccinesKandKpipKantibodiesKasKdetectionK
agentsYKFEMSdImmunologydanddMedicaldMicrobiologyWK2008WKc_WKefXfe 44

292 revelopmentKofKceftazidimeKresistanceKinKanKacuteKpurkholderiaKpseudomalleiKinfectionYKInfectiond
anddDrugdResistanceWK2012WKcWK]_gXa_ 4.2 43

291 UseKofKVitekK_KantimicrobialKsusceptibilityKprofileKtoKidentifyKmecqKinKmethicillinXresistantK
StaphylococcusKaureusYKJournaldofdClinicaldMicrobiologyWK2013WKc]WK_ea_Xb 9.7 43

290 UrokinaseKreceptorKisKnecessaryKforKbacterialKdefenseKagainstKpneumoniaXderivedKsepticKmelioidosisK
byKfacilitatingKphagocytosisYKJournaldofdImmunologyWK2010WK]fbWKa[egXfd 5.3 43

289 purkholderiaKpseudomalleiKisKspatiallyKdistributedKinKsoilKinKnortheastKThailandYKPLoSdNeglectedd
TropicaldDiseasesWK2010WKbWKedgb 4.8 43

288 piogeographyKandKvirulenceKofKStaphylococcusKaureusYKPLoSdONEWK2009WKbWKed_]d 3.7 43

287 RapidKimmunofluorescenceKmicroscopyKforKdiagnosisKofKmelioidosisYKVaccinedJournalWK2005WK]_WKcccXd 43

286 TsunamiKinKThailandXXdisasterKmanagementKinKaKdistrictKhospitalYKNewdEnglanddJournaldofdMedicineWK
2005WKac_WKgd_Xb 59.2 43

285 TKcellKresponseKtoKSoRSXqoVX_KinfectionKinKhumanshKoKsystematicKreviewYKPLoSdONEWK2021WK]dWKe[_bcca_ 3.7 43

284 RapidKsingleXcolonyKwholeXgenomeKsequencingKofKbacterialKpathogensYKJournaldofdAntimicrobiald
ChemotherapyWK2014WKdgWK]_ecXf] 5.1 42

283 SerologicalKandKbloodKcultureKinvestigationsKofKβepaleseKfeverKpatientsYKTransactionsdofdthedRoyald
SocietydofdTropicaldMedicinedanddHygieneWK2007WK][]WKdfdXg[ 2 42

282
qomparisonKofKoshdownRsKmediumWKpurkholderiaKcepaciaKmediumWKandKpurkholderiaKpseudomalleiK
selectiveKagarKforKclinicalKisolationKofKpurkholderiaKpseudomalleiYKJournaldofdClinicaldMicrobiologyWK
2005WKbaWKcacgXd]

9.7 42

281 wmprovingKtheKestimationKofKtheKglobalKburdenKofKantimicrobialKresistantKinfectionsYKLancetd
InfectiousdDiseasessdTheWK2019WK]gWKeag_Xeagf 25.5 41

280  olecularKdetectionKandKspeciationKofKpathogenicKzeptospiraKsppYKinKbloodKfromKpatientsKwithK
cultureXnegativeKleptospirosisYKBMCdInfectiousdDiseasesWK2011WK]]WKaaf 4 41

279 occuracyKofKaKcommercialKwg KszwSoKforKtheKdiagnosisKofKhumanKleptospirosisKinKThailandYKAmericand
JournaldofdTropicaldMedicinedanddHygieneWK2012WKfdWKc_bXc_e 3.2 41

278 puildingKaKgenomicKframeworkKforKprospectiveK RSoKsurveillanceKinKtheKUnitedKyingdomKandKtheK
RepublicKofKwrelandYKGenomedResearchWK2016WK_dWK_daXe[ 9.7 41
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277  elioidosisKcausedKbyKpurkholderiaKpseudomalleiKinKdrinkingKwaterWKThailandWK_[]_YKEmergingd
InfectiousdDiseasesWK2014WK_[WK_dcXf 10.2 40

276 smergenceKofKpediatricKmelioidosisKinKSiemKReapWKqambodiaYKAmericandJournaldofdTropicaldMedicined
anddHygieneWK2010WKf_WK]][dX]_ 3.2 40

275 PhenotypicKandKfunctionalKcharacterizationKofKhumanKmemoryKTKcellKresponsesKtoKpurkholderiaK
pseudomalleiYKPLoSdNeglecteddTropicaldDiseasesWK2009WKaWKeb[e 4.8 40

274 qonsensusKonKtheKdevelopmentKofKvaccinesKagainstKnaturallyKacquiredKmelioidosisYKEmergingd
InfectiousdDiseasesWK2015WK_]WK 10.2 39

273 occuracyKofKloopXmediatedKisothermalKamplificationKforKdiagnosisKofKhumanKleptospirosisKinK
ThailandYKAmericandJournaldofdTropicaldMedicinedanddHygieneWK2011WKfbWKd]bX_[ 3.2 39

272 TheKpotentialKemergenceKofKleptospirosisKinKSriKzankaYKLancetdInfectiousdDiseasessdTheWK2009WKgWKc_bXd 25.5 39

271 occuracyKofKenzymeXlinkedKimmunosorbentKassayKusingKcrudeKandKpurifiedKantigensKforK
serodiagnosisKofKmelioidosisYKVaccinedJournalWK2007WK]bWK]][Xa 39

270 smergenceKofKcommunityXassociatedKmethicillinXresistantKStaphylococcusKaureusKassociatedKwithK
pediatricKinfectionKinKqambodiaYKPLoSdONEWK2009WKbWKedda[ 3.7 39

269 ReconstructingKtransmissionKtreesKforKcommunicableKdiseasesKusingKdenselyKsampledKgeneticKdataYK
AnnalsdofdApplieddStatisticsWK2016WK][WKagcXb]e 2.1 39

268 revelopmentKofKantibodiesKtoKpurkholderiaKpseudomalleiKduringKchildhoodKinKmelioidosisXendemicK
northeastKThailandYKAmericandJournaldofdTropicaldMedicinedanddHygieneWK2006WKebWK][ebXc 3.2 39

267 qlinicalKdefinitionsKofKmelioidosisYKAmericandJournaldofdTropicaldMedicinedanddHygieneWK2013WKffWKb]]Xb]a 3.2 38

266 TheKautopsyhKaKusefulKtoolKorKanKoldKrelicmYKJournaldofdPathologyWK1988WK]cdWKgX]b 9.4 38

265 qhangingKtheKparadigmKforKhospitalKoutbreakKdetectionKbyKleadingKwithKgenomicKsurveillanceKofK
nosocomialKpathogensYKMicrobiologydnUniteddKingdomoWK2018WK]dbWK]_]aX]_]g 2.9 38

264
WholeXgenomeKsequencingKconfirmsKthatKpurkholderiaKpseudomalleiKmultilocusKsequenceKtypesK
commonKtoKbothKqambodiaKandKoustraliaKareKdueKtoKhomoplasyYKJournaldofdClinicaldMicrobiologyWK
2015WKcaWKa_aXd

9.7 37

263 SubpopulationsKofKStaphylococcusKaureusKclonalKcomplexK]_]KareKassociatedKwithKdistinctKclinicalK
entitiesYKPLoSdONEWK2013WKfWKecf]cc 3.7 37

262 vighKratesKofKhomologousKrecombinationKinKtheKmiteKendosymbiontKandKopportunisticKhumanK
pathogenKOrientiaKtsutsugamushiYKPLoSdNeglecteddTropicaldDiseasesWK2010WKbWKeec_ 4.8 37

261 qomparisonKofKtwoKmultilocusKsequenceKbasedKgenotypingKschemesKforKzeptospiraKspeciesYKPLoSd
NeglecteddTropicaldDiseasesWK2011WKcWKe]aeb 4.8 37

260
sffectKofKcolonyKmorphologyKvariationKofKpurkholderiaKpseudomalleiKonKintracellularKsurvivalKandK
resistanceKtoKantimicrobialKenvironmentsKinKhumanKmacrophagesKinKvitroYKBMCdMicrobiologyWK2010WK
][WKa[a

4.5 37

(2010-2014)
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259 uenomicKSurveillanceKofKsnterococcusKfaeciumKRevealsKzimitedKSharingKofKStrainsKandKResistanceK
uenesKbetweenKzivestockKandKvumansKinKtheKUnitedKyingdomYKMBioWK2018WKgWK 7.8 37

258 PatientKandKsampleXrelatedKfactorsKthatKeffectKtheKsuccessKofKinKvitroKisolationKofKOrientiaK
tsutsugamushiYKSoutheastdAsiandJournaldofdTropicaldMedicinedanddPublicdHealthWK2007WKafWKg]Xd 1 37

257 RandomizedKsoilKsurveyKofKtheKdistributionKofKpurkholderiaKpseudomalleiKinKriceKfieldsKinKzaosYK
ApplieddanddEnvironmentaldMicrobiologyWK2011WKeeWKca_Xd 4.8 36

256 sndogenousKinterleukinX]fKimprovesKtheKearlyKantimicrobialKhostKresponseKinKsevereKmelioidosisYK
InfectiondanddImmunityWK2007WKecWKaeagXbd 3.7 36

255 WholeKgenomeKsequencingKrevealsKhighXresolutionKepidemiologicalKlinksKbetweenKclinicalKandK
environmentalKylebsiellaKpneumoniaeYKGenomedMedicineWK2017WKgWKd 14.4 35

254 wmpairedKTzRcKfunctionalityKisKassociatedKwithKsurvivalKinKmelioidosisYKJournaldofdImmunologyWK2013WK
]g[WKaaeaXg 5.3 35

253 tactorsKpredictingKandKreducingKmortalityKinKpatientsKwithKinvasiveKStaphylococcusKaureusKdiseaseK
inKaKdevelopingKcountryYKPLoSdONEWK2009WKbWKedc]_ 3.7 35

252 rosingKregimensKofKcotrimoxazoleKStrimethoprimXsulfamethoxazoleTKforKmelioidosisYKAntimicrobiald
AgentsdanddChemotherapyWK2009WKcaWKb]gaXg 5.9 35

251 RoPwrKrwouβOSwSKOtKSqRUpKTYPvUSKwβKRURozKTvowzoβrKUSwβuKPOzY sRoSsKqvowβKRsoqTwOβYK
AmericandJournaldofdTropicaldMedicinedanddHygieneWK2006WKecWK][ggX]][_ 3.2 35

250 QuantitationKofKpYKPseudomalleiKinKqlinicalKSamplesYKAmericandJournaldofdTropicaldMedicinedandd
HygieneWK2007WKeeWKf]_Xf]a 3.2 35

249 smergentKandKevolvingKantimicrobialKresistanceKcassettesKinKcommunityXassociatedKfusidicKacidKandK
meticillinXresistantKStaphylococcusKaureusYKInternationaldJournaldofdAntimicrobialdAgentsWK2015WKbcWKbeeXfb14.3 34

248
vighlyKsensitiveKdirectKdetectionKandKquantificationKofKpurkholderiaKpseudomalleiKbacteriaKinK
environmentalKsoilKsamplesKbyKusingKrealXtimeKPqRYKApplieddanddEnvironmentaldMicrobiologyWK2011WK
eeWKdbfdXgb

4.8 34

247 sxpressionKprofileKandKfunctionKofKtriggeringKreceptorKexpressedKonKmyeloidKcellsX]KduringK
melioidosisYKJournaldofdInfectiousdDiseasesWK2007WK]gdWK]e[eX]d 7 34

246 purkholderiaKvep_vagKautotransporterKSpuvoTKproteinsKelicitKaKstrongKantibodyKresponseKduringK
experimentalKglandersKbutKnotKhumanKmelioidosisYKBMCdMicrobiologyWK2007WKeWK]g 4.5 33

245 smergenceKofKmethicillinKresistanceKpredatesKtheKclinicalKuseKofKantibioticsYYKNatureWK2022WK 50.4 33

244 revelopmentKandKvalidationKofKpurkholderiaKpseudomalleiXspecificKrealXtimeKPqRKassaysKforKclinicalWK
environmentalKorKforensicKdetectionKapplicationsYKPLoSdONEWK2012WKeWKeaee_a 3.7 33

243 vealthKcarehKpringKmicrobialKsequencingKtoKhospitalsYKNatureWK2014WKc[gWKcceXg 50.4 32

242 svolutionKofKtheKST__c[KqloneKinKβortheasternKThailandKwsKzinkedKwithKtheKocquisitionKofK
zivestockXossociatedKStaphylococcalKuenesYKMBioWK2017WKfWK 7.8 32
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241 ulyburideKreducesKbacterialKdisseminationKinKaKmouseKmodelKofKmelioidosisYKPLoSdNeglecteddTropicald
DiseasesWK2013WKeWKe_c[[ 4.8 32

240 purkholderiaKpseudomalleiKantibodiesKinKchildrenWKqambodiaYKEmergingdInfectiousdDiseasesWK2008WK]bWKa[]Xa10.2 32

239 retectionKofKpurkholderiaKpseudomalleiKinKsoilKwithinKtheKzaoKPeopleRsKremocraticKRepublicYK
JournaldofdClinicaldMicrobiologyWK2005WKbaWKg_aXb 9.7 32

238 rwSsoSsKSsVsRwTYKoβrKOUTqO sKOtK szwOwrOSwSKwβKvwVKqOwβtsqTsrKwβrwVwrUozSYKAmericand
JournaldofdTropicaldMedicinedanddHygieneWK2005WKeaWK]]dcX]]dd 3.2 32

237 qharacterizationKofKplasmidsKinKextensivelyKdrugXresistantKacinetobacterKstrainsKisolatedKinKwndiaK
andKPakistanYKAntimicrobialdAgentsdanddChemotherapyWK2015WKcgWKg_aXg 5.9 31

236 purkriffhKaKrealXtimeKPqRKallelicKdiscriminationKassayKforKpurkholderiaKpseudomalleiKandKpYKmalleiYK
PLoSdONEWK2010WKcWKe]cb]a 3.7 31

235 purkholderiaKPseudomalleiKisKgeneticallyKdiverseKinKagriculturalKlandKinKβortheastKThailandYKPLoSd
NeglecteddTropicaldDiseasesWK2009WKaWKebgd 4.8 31

234 PrevalenceKandKsequenceKdiversityKofKaKfactorKrequiredKforKactinXbasedKmotilityKinKnaturalK
populationsKofKpurkholderiaKspeciesYKJournaldofdClinicaldMicrobiologyWK2008WKbdWK_b]fX__ 9.7 31

233 sxponentialKgrowthWKhighKprevalenceKofKSoRSXqoVX_WKandKvaccineKeffectivenessKassociatedKwithKtheK
reltaKvariantYKScienceWK2021WKaebWKeablgcc] 33.3 31

232 qonsensusKuuidelinesKforKrosingKofKomoxicillinXqlavulanateKinK elioidosisYKAmericandJournaldofd
TropicaldMedicinedanddHygieneWK2008WKefWK_[fX_[g 3.2 31

231 PhylogeneticallyKinformativeKmutationsKinKgenesKimplicatedKinKantibioticKresistanceKinK
 ycobacteriumKtuberculosisKcomplexYKGenomedMedicineWK2020WK]_WK_e 14.4 30

230  elioidosisKinKanimalsWKThailandWK_[[dX_[][YKEmergingdInfectiousdDiseasesWK2012WK]fWKa_cXe 10.2 30

229 RoleKandKsignificanceKofKquantitativeKurineKculturesKinKdiagnosisKofKmelioidosisYKJournaldofdClinicald
MicrobiologyWK2005WKbaWK__ebXd 9.7 30

228 SoilKβutrientKrepletionKwsKossociatedKwithKtheKPresenceKofKpurkholderiaKpseudomalleiYKApplieddandd
EnvironmentaldMicrobiologyWK2016WKf_WKe[fdXe[g_ 4.8 30

227 qlinicalWKenvironmentalWKandKserologicKsurveillanceKstudiesKofKmelioidosisKinKuabonWK_[]_X_[]aYK
EmergingdInfectiousdDiseasesWK2015WK_]WKb[Xe 10.2 29

226 wdentificationKofKcirculatingKbacterialKantigensKbyKinKvivoKmicrobialKantigenKdiscoveryYKMBioWK2011WK_WK 7.8 29

225 ProspectiveKqlinicalKsvaluationKofKtheKoccuracyKofK]dSKrRβoKRealXTimeKPqRKossayKforKtheKriagnosisK
ofK elioidosisYKAmericandJournaldofdTropicaldMedicinedanddHygieneWK2007WKeeWKf]bXf]e 3.2 29

224 qomparisonKofKbacterialKgenomeKassemblyKsoftwareKforK inwOβKdataKandKtheirKapplicabilityKtoK
medicalKmicrobiologyYKMicrobialdGenomicsWK2016WK_WKe[[[[fc 4.4 29

(2016-2013)
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223 TransmissionKofKmethicillinXresistantKStaphylococcusKaureusKinKlongXtermKcareKfacilitiesKandKtheirK
relatedKhealthcareKnetworksYKGenomedMedicineWK2016WKfWK][_ 14.4 28

222 RapidKdiagnosisKofKscrubKtyphusKinKruralKThailandKusingKpolymeraseKchainKreactionYKAmericandJournald
ofdTropicaldMedicinedanddHygieneWK2006WKecWK][ggX][_ 3.2 28

221 zongitudinalKgenomicKsurveillanceKofKmultidrugXresistantKsscherichiaKcoliKcarriageKinKaKlongXtermK
careKfacilityKinKtheKUnitedKyingdomYKGenomedMedicineWK2017WKgWKe[ 14.4 27

220 ProteomicKanalysisKofKcolonyKmorphologyKvariantsKofKpurkholderiaKpseudomalleiKdefinesKaKroleKforK
theKarginineKdeiminaseKsystemKinKbacterialKsurvivalYKJournaldofdProteomicsWK2012WKecWK][a]Xb_ 3.9 27

219 smergenceKofKcommunityXassociatedKmethicillinXresistantKStaphylococcusKaureusKcarriageKinK
childrenKinKqambodiaYKAmericandJournaldofdTropicaldMedicinedanddHygieneWK2011WKfbWKa]aXe 3.2 27

218 SurveyKofKinnateKimmuneKresponsesKtoKpurkholderiaKpseudomalleiKinKhumanKbloodKidentifiesKaK
centralKroleKforKlipopolysaccharideYKPLoSdONEWK2013WKfWKef]d]e 3.7 27

217
OldKrrugsKToKTreatKResistantKpugshK ethicillinXResistantKStaphylococcusKaureusKwsolatesKwithKmecqK
oreKSusceptibleKtoKaKqombinationKofKPenicillinKandKqlavulanicKocidYKAntimicrobialdAgentsdandd
ChemotherapyWK2015WKcgWKeagdXb[b

5.9 26

216 RapidKisolationKandKsusceptibilityKtestingKofKzeptospiraKsppYKusingKaKnewKsolidKmediumWKzVWKagarYK
AntimicrobialdAgentsdanddChemotherapyWK2013WKceWK_geXa[_ 5.9 26

215 wncreasingKincidenceKofKhospitalXacquiredKandKhealthcareXassociatedKbacteremiaKinKnortheastK
ThailandhKaKmulticenterKsurveillanceKstudyYKPLoSdONEWK2014WKgWKe][ga_b 3.7 26

214 riversityKofK]dSX_aSKrrβoKinternalKtranscribedKspacerKSwTSTKrevealsKphylogeneticKrelationshipsKinK
purkholderiaKpseudomalleiKandKitsKnearXneighborsYKPLoSdONEWK2011WKdWKe_ga_a 3.7 26

213 PathogenicityKofKhighXdoseKenteralKinoculationKofKpurkholderiaKpseudomalleiKtoKmiceYKAmericand
JournaldofdTropicaldMedicinedanddHygieneWK2010WKfaWK][ddXg 3.2 26

212 wntensityKofKexposureKandKincidenceKofKmelioidosisKinKThaiKchildrenYKTransactionsdofdthedRoyaldSocietyd
ofdTropicaldMedicinedanddHygieneWK2008WK][_KSupplK]WKSaeXg 2 26

211
ProspectiveKevaluationKofKaKrapidKimmunochromogenicKcassetteKtestKforKtheKdiagnosisKofK
melioidosisKinKnortheastKThailandYKTransactionsdofdthedRoyaldSocietydofdTropicaldMedicinedanddHygieneWK
2006WK][[WKdbXe

2 26

210
 atrixXassistedKlaserKdesorptionZionizationKtimeXofXflightKmassKspectrometryKforKtheKidentificationK
ofKpurkholderiaKpseudomalleiKfromKosiaKandKoustraliaKandKdifferentiationKbetweenKpurkholderiaK
speciesYKPLoSdONEWK2017WK]_WKe[]ec_gb

3.7 25

209 rurationKofKexposureKtoKmultipleKantibioticsKisKassociatedKwithKincreasedKriskKofKVRsKbacteraemiahKaK
nestedKcaseXcontrolKstudyYKJournaldofdAntimicrobialdChemotherapyWK2018WKeaWK]dg_X]dgg 5.1 25

208
SystematicKSurveillanceKretectsK ultipleKSilentKwntroductionsKandKvouseholdKTransmissionKofK
 ethicillinXResistantKStaphylococcusKaureusKUSoa[[KinKtheKsastKofKsnglandYKJournaldofdInfectiousd
DiseasesWK2016WK_]bWKbbeXca

7 25

207 PublicKhealthKimpactKofKestablishingKtheKcauseKofKbacterialKinfectionsKinKruralKosiaYKTransactionsdofd
thedRoyaldSocietydofdTropicaldMedicinedanddHygieneWK2008WK][_WKcXd 2 25

206 teasibilityKofKmodifiedKsurvivingKsepsisKcampaignKguidelinesKinKaKresourceXrestrictedKsettingKbasedK
onKaKcohortKstudyKofKsevereKSYKaureusKsepsisK[corrected]YKPLoSdONEWK2012WKeWKe_gfcf 3.7 25
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205 QuantitationKofKpYKPseudomalleiKinKclinicalKsamplesYKAmericandJournaldofdTropicaldMedicinedandd
HygieneWK2007WKeeWKf]_Xa 3.2 25

204 uenomicKidentificationKofKcrypticKsusceptibilityKtoKpenicillinsKandK˛†XlactamaseKinhibitorsKinK
methicillinXresistantKStaphylococcusKaureusYKNaturedMicrobiologyWK2019WKbWK]df[X]dg] 26.6 24

203
PopulationKstructureKofKmultidrugKresistantKylebsiellaKoxytocaKwithinKhospitalsKacrossKtheKUyKandK
wrelandKidentifiesKsharingKofKvirulenceKandKresistanceKgenesKwithKyYKpneumoniaeYKGenomedBiologyd
anddEvolutionWK2017WKgWKcebXcfe

3.9 24

202 ZeroKtoleranceKforKhealthcareXassociatedK RSoKbacteraemiahKisKitKrealisticmYKJournaldofdAntimicrobiald
ChemotherapyWK2014WKdgWK__afXbc 5.1 24

201  eticillinXresistantKStaphylococcusKaureusKinKruralKosiaYKLancetdInfectiousdDiseasessdTheWK2006WKdWKe[X] 25.5 24

200 wncidenceKandKcharacterisationKofKmethicillinXresistantKStaphylococcusKaureusKS RSoTKfromKnasalK
colonisationKinKparticipantsKattendingKaKcattleKveterinaryKconferenceKinKtheKUyYKPLoSdONEWK2013WKfWKedfbda3.7 24

199 UsingKaKwebXbasedKapplicationKtoKdefineKtheKaccuracyKofKdiagnosticKtestsKwhenKtheKgoldKstandardKisK
imperfectYKPLoSdONEWK2013WKfWKeegbfg 3.7 24

198 oKOneKvealthKStudyKofKtheKueneticKRelatednessKofKylebsiellaKpneumoniaeKandKTheirK obileK
slementsKinKtheKsastKofKsnglandYKClinicaldInfectiousdDiseasesWK2020WKe[WK_]gX__d 11.6 24

197 RontibioticKfootprintRKasKaKcommunicationKtoolKtoKaidKreductionKofKantibioticKconsumptionYKJournaldofd
AntimicrobialdChemotherapyWK2019WKebWK_]__X_]_e 5.1 23

196 ReadKandKassemblyKmetricsKinconsequentialKforKclinicalKutilityKofKwholeXgenomeKsequencingKinK
mappingKoutbreaksYKNaturedBiotechnologyWK2013WKa]WKcg_Xb 44.5 23

195
svolutionKofKmobileKgeneticKelementKcompositionKinKanKepidemicKmethicillinXresistantK
StaphylococcusKaureushKtemporalKchangesKcorrelatedKwithKfrequentKlossKandKgainKeventsYKBMCd
GenomicsWK2017WK]fWKdfb

4.5 23

194 zeptospiraKspeciesKinKfloodwaterKduringKtheK_[]]KfloodsKinKtheKpangkokK etropolitanKRegionWK
ThailandYKAmericandJournaldofdTropicaldMedicinedanddHygieneWK2013WKfgWKegbXegd 3.2 23

193
snhancedKdeterminationKofKStreptococcusKpneumoniaeKserotypesKassociatedKwithKinvasiveKdiseaseK
inKzaosKbyKusingKaKrealXtimeKpolymeraseKchainKreactionKserotypingKassayKwithKcerebrospinalKfluidYK
AmericandJournaldofdTropicaldMedicinedanddHygieneWK2010WKfaWKbc]Xe

3.2 23

192 odhesionKofKStaphylococcusKaureusKtoKcollagenKisKnotKaKmajorKvirulenceKdeterminantKforKsepticK
arthritisWKosteomyelitisWKorKendocarditisYKJournaldofdInfectiousdDiseasesWK1999WK]egWK_g]Xa 7 23

191 qompetitionKbetweenKpurkholderiaKpseudomalleiKandKpYKthailandensisYKBMCdMicrobiologyWK2015WK]cWKcd 4.5 22

190 βeutrophilKextracellularKtrapsKinKtheKhostKdefenseKagainstKsepsisKinducedKbyKpurkholderiaK
pseudomalleiKSmelioidosisTYKIntensivedCaredMedicinedExperimentalWK2014WK_WK_] 3.7 22

189 snzymeXlinkedKimmunosorbentKassayKforKtheKdiagnosisKofKmelioidosishKbetterKthanKweKthoughtYK
ClinicaldInfectiousdDiseasesWK2011WKc_WK][_bXf 11.6 22

188 spidemiologicalKtrackingKandKpopulationKassignmentKofKtheKnonXclonalKbacteriumWKpurkholderiaK
pseudomalleiYKPLoSdNeglecteddTropicaldDiseasesWK2011WKcWKe]af] 4.8 22

(2011-2007)
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187 VariableKPresentationKofKβeurologicalK elioidosisKinKβortheastKThailandYKAmericandJournaldofd
TropicaldMedicinedanddHygieneWK2007WKeeWK]]fX]_[ 3.2 22

186 parriersKandKRecommendedKwnterventionsKtoKPreventK elioidosisKinKβortheastKThailandhKoKtocusK
uroupKStudyKUsingKtheKpehaviourKqhangeKWheelYKPLoSdNeglecteddTropicaldDiseasesWK2016WK][WKe[[[bf_a 4.8 22

185 svolutionKandKulobalKTransmissionKofKaK ultidrugXResistantWKqommunityXossociatedK
 ethicillinXResistantKStaphylococcusKaureusKzineageKfromKtheKwndianKSubcontinentYKMBioWK2019WK][WK 7.8 22

184
retectionKofKvancomycinXresistantKhospitalXadaptedKlineagesKinKmunicipalKwastewaterKtreatmentK
plantsKindicatesKwidespreadKdistributionKandKreleaseKintoKtheKenvironmentYKGenomedResearchWK2019WK
_gWKd_dXdab

9.7 21

183 qolonyKmorphologyKvariationKofKpurkholderiaKpseudomalleiKisKassociatedKwithKantigenicKvariationK
andKOXpolysaccharideKmodificationYKInfectiondanddImmunityWK2015WKfaWK_]_eXaf 3.7 21

182 WholeXgenomeKsequencingKofKmultidrugXresistantK ycobacteriumKtuberculosisKisolatesKfromK
 yanmarYKJournaldofdGlobaldAntimicrobialdResistanceWK2016WKdWK]]aX]]e 3.4 21

181 sffectivenessKofKaKsimplifiedKmethodKforKisolationKofKpurkholderiaKpseudomalleiKfromKsoilYKAppliedd
anddEnvironmentaldMicrobiologyWK2012WKefWKfedXe 4.8 21

180
ontibodiesKfromKpatientsKwithKmelioidosisKrecognizeKpurkholderiaKmalleiKbutKnotKpurkholderiaK
thailandensisKantigensKinKtheKindirectKhemagglutinationKassayYKJournaldofdClinicaldMicrobiologyWK2005WK
baWKbfe_Xb

9.7 21

179 oKsimpleKscoringKsystemKtoKdifferentiateKbetweenKrelapseKandKreXinfectionKinKpatientsKwithK
recurrentKmelioidosisYKPLoSdNeglecteddTropicaldDiseasesWK2008WK_WKea_e 4.8 21

178 PanXgenomicKperspectiveKonKtheKevolutionKofKtheKUSoa[[KepidemicYKMicrobialdGenomicsWK2016WK_WKe[[[[cf4.4 21

177 wdentificationKandKqharacterizationKofKueneticKreterminantsKofKwsoniazidKandKRifampicinKResistanceK
inK ycobacteriumKtuberculosisKinKSouthernKwndiaYKScientificdReportsWK2019WKgWK][_fa 4.9 20

176 βzRqbKandKTzRcKeachKcontributeKtoKhostKdefenseKinKrespiratoryKmelioidosisYKPLoSdNeglecteddTropicald
DiseasesWK2014WKfWKea]ef 4.8 20

175
 onoclonalKantibodyXbasedKimmunofluorescenceKmicroscopyKforKtheKrapidKidentificationKofK
purkholderiaKpseudomalleiKinKclinicalKspecimensYKAmericandJournaldofdTropicaldMedicinedanddHygieneWK
2013WKfgWK]dcX]df

3.2 20

174 SerologicalKevidenceKforKincreasedKhumanKexposureKtoKpurkholderiaKpseudomalleiKfollowingKtheK
tsunamiKinKsouthernKThailandYKJournaldofdClinicaldMicrobiologyWK2006WKbbWK_agXb[ 9.7 20

173 SimultaneousKinfectionKwithKmoreKthanKoneKstrainKofKpurkholderiaKpseudomalleiKisKuncommonKinK
humanKmelioidosisYKJournaldofdClinicaldMicrobiologyWK2007WKbcWKafa[X_ 9.7 20

172 WholeXgenomeKsequencingKofKaKquarterXcenturyKmelioidosisKoutbreakKinKtemperateKoustraliaK
uncoversKaKregionKofKlowXprevalenceKendemicityYKMicrobialdGenomicsWK2016WK_WKe[[[[de 4.4 20

171 TrimethoprimZsulfamethoxazoleKresistanceKinKclinicalKisolatesKofKpurkholderiaKpseudomalleiKfromK
ThailandYKInternationaldJournaldofdAntimicrobialdAgentsWK2015WKbcWKcceXg 14.3 19

170 SharingKofKcarbapenemaseXencodingKplasmidsKbetweenKsnterobacteriaceaeKinKUyKsewageK
uncoveredKbyK inwOβKsequencingYKMicrobialdGenomicsWK2017WKaWKe[[[]]b 4.4 19
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169  icroevolutionKofKpurkholderiaKpseudomalleiKduringKanKacuteKinfectionYKJournaldofdClinicald
MicrobiologyWK2014WKc_WKab]fX_] 9.7 19

168 rrugXresistanceKmechanismsKandKtuberculosisKdrugsYKLancetsdTheWK2015WKafcWKa[cXe 40 19

167 RapidKdetectionKofKpurkholderiaKpseudomalleiKinKbloodKculturesKusingKaKmonoclonalKantibodyXbasedK
immunofluorescentKassayYKAmericandJournaldofdTropicaldMedicinedanddHygieneWK2013WKfgWKge]Xge_ 3.2 19

166 wnKtheKcriticallyKillKpatientWKdiabetesKpredictsKmortalityKindependentKofKstatinKtherapyKbutKisKnotK
associatedKwithKacuteKlungKinjuryhKaKcohortKstudyYKCriticaldCaredMedicineWK2012WKb[WK]facXba 1.4 19

165 odherenceKofKStaphylococcusKaureusKfibronectinKbindingKproteinKoKmutantshKanKinvestigationKusingK
opticalKtweezersYKNewdBiotechnologyWK2004WK_]WK][cX]] 19

164
SomeKSynonymousKandKβonsynonymousK utationsKinK ycobacteriumKtuberculosisKzeadKtoK
SystematicKtalseXPositiveKtluoroquinoloneKResistanceKResultsKwithKtheKvainKuenoTypeK TprRK
ossaysYKAntimicrobialdAgentsdanddChemotherapyWK2017WKd]WK

5.9 18

163 WithinXhostKevolutionKofKsnterococcusKfaeciumKduringKlongitudinalKcarriageKandKtransitionKtoK
bloodstreamKinfectionKinKimmunocompromisedKpatientsYKGenomedMedicineWK2017WKgWK]]g 14.4 18

162 tunctionalKblockingKofKStaphylococcusKaureusKadhesinsKfollowingKgrowthKinKexKvivoKmediaYKInfectiond
anddImmunityWK2002WKe[WKcaagXbc 3.7 18

161 qommunityKoutbreaksKofKgroupKoKStreptococcusKrevealedKbyKgenomeKsequencingYKScientificdReportsWK
2017WKeWKfccb 4.9 17

160  olecularKepidemiologyKandKexpressionKofKcapsularKpolysaccharidesKinKStaphylococcusKaureusK
clinicalKisolatesKinKtheKUnitedKStatesYKPLoSdONEWK2019WK]bWKe[_[facd 3.7 17

159 RoleKofKolanineKRacemaseK utationsKinK ycobacteriumKtuberculosisKdXqycloserineKResistanceYK
AntimicrobialdAgentsdanddChemotherapyWK2017WKd]WK 5.9 16

158 TheKdisseminationKofKmultidrugXresistantKsnterobacterKcloacaeKthroughoutKtheKUyKandKwrelandYK
NaturedMicrobiologyWK2016WK]WK]d]ea 26.6 16

157 PpP_aKsubstitutionsKlinkedKtoKceftarolineKresistanceKinK RSoKisolatesKfromKtheKUyYKJournaldofd
AntimicrobialdChemotherapyWK2016WKe]WK_dfXg 5.1 16

156 ontimicrobialKdrugXselectionKmarkersKforKpurkholderiaKpseudomalleiKandKpYKmalleiYKEmergingd
InfectiousdDiseasesWK2008WK]bWK]dfgXg_ 10.2 16

155 SurvivingKsepsisKinKdevelopingKcountriesYKCriticaldCaredMedicineWK2008WKadWK_bfeiKauthorKreplyK_bfeXf 1.4 16

154 svaluationKofKimmunoglobulinK KSwg TKandKwguKrapidKcassetteKtestKkitsKforKdiagnosisKofKmelioidosisK
inKanKareaKofKendemicityYKJournaldofdClinicaldMicrobiologyWK2004WKb_WKabacXe 9.7 16

153 ontibioticXresistantKsubXpopulationsKofKtheKpathogenicKbacteriumKStaphylococcusKaureusKconferK
populationXwideKresistanceYKCurrentdBiologyWK2002WK]_WKRdfdXe 6.3 16

152 uenomicKsurveillanceKofKST]a]KidentifiesKlocalKexpansionKandKserialKreplacementKofKsubclonesYK
MicrobialdGenomicsWK2020WKdWK 4.4 16

(2020-2014)
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151 ProspectiveKclinicalKevaluationKofKtheKaccuracyKofK]dSKrRβoKrealXtimeKPqRKassayKforKtheKdiagnosisKofK
melioidosisYKAmericandJournaldofdTropicaldMedicinedanddHygieneWK2007WKeeWKf]bXe 3.2 16

150 uenomicKsurveillanceKrevealsKlowKprevalenceKofKlivestockXassociatedKmethicillinXresistantK
StaphylococcusKaureusKinKtheKsastKofKsnglandYKScientificdReportsWK2017WKeWKeb[d 4.9 15

149 PublicKawarenessKofKmelioidosisKinKThailandKandKpotentialKuseKofKvideoKclipsKasKeducationalKtoolsYK
PLoSdONEWK2015WK][WKe[]_]a]] 3.7 15

148
PrevalenceKofKmelioidosisKinKpatientsKwithKsuspectedKpulmonaryKtuberculosisKandKsputumKsmearK
negativeKforKacidXfastKbacilliKinKnortheastKThailandYKAmericandJournaldofdTropicaldMedicinedandd
HygieneWK2013WKfgWKgfaXgfc

3.2 15

147 wmprovedKcultureXbasedKdetectionKandKquantificationKofKpurkholderiaKpseudomalleiKfromKsoilYK
TransactionsdofdthedRoyaldSocietydofdTropicaldMedicinedanddHygieneWK2011WK][cWKabdXc] 2 15

146 RepeatKbloodKcultureKpositiveKforKpYKpseudomalleiKindicatesKanKincreasedKriskKofKdeathKfromK
melioidosisYKAmericandJournaldofdTropicaldMedicinedanddHygieneWK2011WKfbWKfcfXd] 3.2 15

145 RoleKofKselectiveKandKnonselectiveKmediaKforKisolationKofKpurkholderiaKpseudomalleiKfromKthroatK
swabsKofKpatientsKwithKmelioidosisYKJournaldofdClinicaldMicrobiologyWK2006WKbbWK_a]d 9.7 15

144 PatternsKofKorganKinvolvementKinKrecurrentKmelioidosisYKAmericandJournaldofdTropicaldMedicinedandd
HygieneWK2009WKf]WKaacXe 3.2 15

143 QuantifyingKacquisitionKandKtransmissionKofKsnterococcusKfaeciumKusingKgenomicKsurveillanceYK
NaturedMicrobiologyWK2021WKdWK][aX]]] 26.6 15

142 SuperspreadersKdriveKtheKlargestKoutbreaksKofKhospitalKonsetKqOVwrX]gKinfectionsYKELifeWK2021WK][WK 8.9 15

141 ShortKreporthKdiseaseKseverityKandKoutcomeKofKmelioidosisKinKvwVKcoinfectedKindividualsYKAmericand
JournaldofdTropicaldMedicinedanddHygieneWK2005WKeaWK]]dcXd 3.2 15

140 qonsequencesKofKwhipeKSRva]geoTKmutationsKinKpeijingKgenotypeKisolatesKofKtheK ycobacteriumK
tuberculosisKcomplexYKAntimicrobialdAgentsdanddChemotherapyWK2013WKceWKabd] 5.9 14

139 sxpressionKandKfunctionKofKmacrophageKmigrationKinhibitoryKfactorKS wtTKinKmelioidosisYKPLoSd
NeglecteddTropicaldDiseasesWK2010WKbWKed[c 4.8 14

138
PresenceKofKpYKthailandensisKandKpYKthailandensisKexpressingKpYKpseudomalleiXlikeKcapsularK
polysaccharideKinKThailandWKandKtheirKassociationsKwithKserologicalKresponseKtoKpYKpseudomalleiYK
PLoSdNeglecteddTropicaldDiseasesWK2018WK]_WKe[[[d]ga

4.8 14

137 qonvergentKevolutionKandKtopologicallyKdisruptiveKpolymorphismsKamongKmultidrugXresistantK
tuberculosisKinKPeruYKPLoSdONEWK2017WK]_WKe[]fgfaf 3.7 14

136 ProspectiveKgenomicKsurveillanceKofKmethicillinXresistantKS RSoTKassociatedKwithKbloodstreamK
infectionWKsnglandWK]KOctoberK_[]_KtoKa[KSeptemberK_[]aYKEurosurveillanceWK2019WK_bWK 19.8 14

135
PUzSsrXtwszrKuszKszsqTROPvORsSwSKoSKoKrwSqRw wβoTORYKTYPwβuKTsqvβwQUsKtORKTvsK
pwOTvRsoTKousβTKpURyvOzrsRwoK ozzswYKAmericandJournaldofdTropicaldMedicinedanddHygieneWK
2006WKebWKabcXabe

3.2 14

134 refinitionKofKaKgeneticKrelatednessKcutoffKtoKexcludeKrecentKtransmissionKofKmeticillinXresistantKhKaK
genomicKepidemiologyKanalysisYKLancetdMicrobesdTheWK2020WK]WKea_fXeaac 22.2 14
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133 ShortKreporthK elioidosisKinK yanmarhKforgottenKbutKnotKgonemYKAmericandJournaldofdTropicald
MedicinedanddHygieneWK2006WKecWKgbcXd 3.2 14

132
ProspectiveKobservationalKstudyKofKtheKfrequencyKandKfeaturesKofKintraXabdominalKabscessesKinK
patientsKwithKmelioidosisKinKnortheastKThailandYKTransactionsdofdthedRoyaldSocietydofdTropicald
MedicinedanddHygieneWK2012WK][dWKd_gXa]

2 13

131 riabetesKdoesKnotKinfluenceKactivationKofKcoagulationWKfibrinolysisKorKanticoagulantKpathwaysKinK
uramXnegativeKsepsisKSmelioidosisTYKThrombosisdanddHaemostasisWK2011WK][dWK]]agXbf 7 13

130  olecularKtypingKofKzeptospiraKsppYKbasedKonKputativeKOXantigenKpolymeraseKgeneKSwzyTWKtheK
benefitKoverK]dSKrRβoKgeneKsequenceYKFEMSdMicrobiologydLettersWK2007WK_e]WK]e[Xg 2.9 13

129 dfroKthyoKroubleKreletionKinKparaXominosalicylicKocidXResistantK ycobacteriumKtuberculosisK
peijingKStrainsYKAntimicrobialdAgentsdanddChemotherapyWK2016WKd[WKafdbXe 5.9 13

128 qlinicalKspidemiologyKofKe]_dK elioidosisKPatientsKinKThailandKandKtheKwmplicationsKforKaKβationalK
βotifiableKriseasesKSurveillanceKSystemYKOpendForumdInfectiousdDiseasesWK2019WKdWKofzbgf 1 13

127 retectingKeukaryoticKmicrobiotaKwithKsingleXcellKsensitivityKinKhumanKtissueYKMicrobiomeWK2018WKdWK]c] 16.6 13

126 VariableKpresentationKofKneurologicalKmelioidosisKinKβortheastKThailandYKAmericandJournaldofd
TropicaldMedicinedanddHygieneWK2007WKeeWK]]fX_[ 3.2 13

125 qontrastingKpatternsKofKlongitudinalKpopulationKdynamicsKandKantimicrobialKresistanceKmechanismsK
inKtwoKpriorityKbacterialKpathogensKoverKe´ yearsKinKaKsingleKcenterYKGenomedBiologyWK2019WK_[WK]fb 18.3 12

124 RevisedKwnterpretationKofKtheKvainKzifescienceKuenoTypeK TpqKToKrifferentiateKandK embersKofK
theK ycobacteriumKtuberculosisKqomplexYKAntimicrobialdAgentsdanddChemotherapyWK2019WKdaWK 5.9 12

123 tetalKinheritanceKofKchromosomallyKintegratedKhumanKherpesvirusKdKpredisposesKtheKmotherKtoK
preXeclampsiaYKNaturedMicrobiologyWK2020WKcWKg[]Xg[f 26.6 12

122 TheKcompositionKandKfunctionalKproteinKsubsystemsKofKtheKhumanKnasalKmicrobiomeKinK
granulomatosisKwithKpolyangiitishKaKpilotKstudyYKMicrobiomeWK2019WKeWK]ae 16.6 12

121 TheKroleKofKβOr_KinKmurineKandKhumanKmelioidosisYKJournaldofdImmunologyWK2014WK]g_WKa[[Xe 5.3 12

120
 olecularKconfirmationKofKcoXinfectionKbyKpathogenicKzeptospiraKsppYKandKOrientiaKtsutsugamushiK
inKpatientsKwithKacuteKfebrileKillnessKinKThailandYKAmericandJournaldofdTropicaldMedicinedanddHygieneWK
2013WKfgWKegeXegg

3.2 12

119 riagnosticKandKtreatmentKdifficultiesKofKpyelonephritisKinKpregnancyKinKresourceXlimitedKsettingsYK
AmericandJournaldofdTropicaldMedicinedanddHygieneWK2010WKfaWK]a__Xg 3.2 12

118 OsteopontinKimpairsKhostKdefenseKduringKestablishedKgramXnegativeKsepsisKcausedKbyKpurkholderiaK
pseudomalleiKSmelioidosisTYKPLoSdNeglecteddTropicaldDiseasesWK2010WKbWKef[d 4.8 12

117 TyphoidKfeverKamongKhospitalizedKfebrileKchildrenKinKSiemKReapWKqambodiaYKJournaldofdTropicald
PediatricsWK2012WKcfWKdfXe[ 1.2 12

116 PharmacokineticKandKpharmacodynamicKassessmentKofKcoXamoxiclavKinKtheKtreatmentKofK
melioidosisYKJournaldofdAntimicrobialdChemotherapyWK2006WKcfWK]_]cX_[ 5.1 12

(2006-2006)

19



115
odditionKofKtrimethoprimXsulfamethoxazoleKtoKceftazidimeKduringKparenteralKtreatmentKofK
melioidosisKisKnotKassociatedKwithKaKlongXtermKoutcomeKbenefitYKClinicaldInfectiousdDiseasesWK2007WK
bcWKc_]Xa

11.6 12

114 zeapfroggingKlaboratorieshKtheKpromiseKandKpitfallsKofKhighXtechKsolutionsKforKantimicrobialK
resistanceKsurveillanceKinKlowXincomeKsettingsYKBMJdGlobaldHealthWK2020WKcWK 6.6 12

113 PopulationKgeneticKstructuringKofKmethicillinXresistantKcloneKs RSoX]cKwithinKUyKreflectsKpatientK
referralKpatternsYKMicrobialdGenomicsWK2017WKaWKe[[[]]a 4.4 12

112 uenomicKSurveillanceKofK ethicillinXresistantKStaphylococcusKaureushKoK athematicalKsarlyK
 odelingKStudyKofKqostXeffectivenessYKClinicaldInfectiousdDiseasesWK2020WKe[WK]d]aX]d]g 11.6 12

111  ultitargetKQuantitativeKPqRKwmprovesKretectionKandKPredictsKqultivabilityKofKtheKPathogenK
purkholderiaKpseudomalleiYKApplieddanddEnvironmentaldMicrobiologyWK2017WKfaWK 4.8 11

110 varnessingKalternativeKsourcesKofKantimicrobialKresistanceKdataKtoKsupportKsurveillanceKinK
lowXresourceKsettingsYKJournaldofdAntimicrobialdChemotherapyWK2019WKebWKcb]Xcbd 5.1 11

109 ontimicrobialKriskKSusceptibilityKTestingKofKzeptospiraKsppYKUsingKzeptospiraKVanapornK
WuthiekanunKSzVWTKogarYKAmericandJournaldofdTropicaldMedicinedanddHygieneWK2015WKgaWK_b]X_ba 3.2 11

108
WildXTypeKandKβonXWildXTypeK ycobacteriumKtuberculosisK wqKristributionsKforKtheKβovelK
tluoroquinoloneKontofloxacinKqomparedKwithKThoseKforKOfloxacinWKzevofloxacinWKandK oxifloxacinYK
AntimicrobialdAgentsdanddChemotherapyWK2016WKd[WKc_a_Xe

5.9 11

107 sffectKofKtemperatureKonKpurkholderiaKpseudomalleiKgrowthWKproteomicKchangesWKmotilityKandK
resistanceKtoKstressKenvironmentsYKScientificdReportsWK2018WKfWKg]de 4.9 11

106 uenomicKsurveyKofKqlostridiumKdifficileKreservoirsKinKtheKsastKofKsnglandKimplicatesKenvironmentalK
contaminationKofKwastewaterKtreatmentKplantsKbyKclinicalKlineagesYKMicrobialdGenomicsWK2018WKbWK 4.4 11

105 wmpactKofKinfectiousKdiseasesKconsultationKonKtheKmanagementKofKStaphylococcusKaureusK
bacteraemiaKinKchildrenYKBMJdOpenWK2014WKbWKe[[bdcg 3 11

104 sxpressionKandKfunctionKofKtransformingKgrowthKfactorK˛†KinKmelioidosisYKInfectiondanddImmunityWK
2012WKf[WK]fcaXe 3.7 11

103 qonsensusKguidelinesKforKdosingKofKamoxicillinXclavulanateKinKmelioidosisYKAmericandJournaldofd
TropicaldMedicinedanddHygieneWK2008WKefWK_[fXg 3.2 11

102 PresenceKofKinKSoilKandKPaddyKRiceKWaterKinKaKRiceKtieldKinKβortheastKThailandWKbutKβotKinKoirKandK
RainwaterYKAmericandJournaldofdTropicaldMedicinedanddHygieneWK2017WKgeWK]e[_X]e[c 3.2 11

101 wmprovedKcharacterisationKofK RSoKtransmissionKusingKwithinXhostKbacterialKsequenceKdiversityYK
ELifeWK2019WKfWK 8.9 11

100 uenomeXpasedKonalysisKofKsnterococcusKfaeciumKpacteremiaKossociatedKwithKRecurrentKandK
 ixedXStrainKwnfectionYKJournaldofdClinicaldMicrobiologyWK2018WKcdWK 9.7 10

99 ueneticKdiversityKwithinK ycobacteriumKtuberculosisKcomplexKimpactsKonKtheKaccuracyKofKgenotypicK
pyrazinamideKdrugXsusceptibilityKassayYKTuberculosisWK2014WKgbWKbc]Xa 2.6 10

98 opplicationKofKPolysaccharideK icroarrayKTechnologyKforKtheKSerodiagnosisKofKpurkholderiaK
pseudomalleiKwnfectionKS elioidosisTKinKvumansYKJournaldofdCarbohydratedChemistryWK2008WK_eWKa_Xb[ 1.7 10
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97 uenomicKsurveillanceKofKsscherichiaKcoliKinKmunicipalKwastewaterKtreatmentKplantsKasKanKindicatorK
ofKclinicallyKrelevantKpathogensKandKtheirKresistanceKgenesYKMicrobialdGenomicsWK2019WKcWK 4.4 10

96 TvsKROzsKoβrKSwuβwtwqoβqsKOtKSPUTU KqUzTURsSKwβKTvsKrwouβOSwSKOtK szwOwrOSwSYK
AmericandJournaldofdTropicaldMedicinedanddHygieneWK2005WKeaWKdceXdd] 3.2 9

95 ueneticKvariationKassociatedKwithKinfectionKandKtheKenvironmentKinKtheKaccidentalKpathogenYK
CommunicationsdBiologyWK2019WK_WKb_f 6.7 9

94 wnvestigationKofKaKqlusterKofKSequenceKTypeK__K ethicillinXResistantKStaphylococcusKaureusK
TransmissionKinKaKqommunityKSettingYKClinicaldInfectiousdDiseasesWK2017WKdcWK_[dgX_[ee 11.6 8

93  ethodologyKforKWholeXuenomeKSequencingKofK ethicillinXResistantKwsolatesKinKaKRoutineKvospitalK
 icrobiologyKzaboratoryYKJournaldofdClinicaldMicrobiologyWK2019WKceWK 9.7 8

92 purkholderiaKpseudomalleiKinKwaterKsuppliesWKsouthernKThailandYKEmergingdInfectiousdDiseasesWK2014WK
_[WK]gbeXg 10.2 8

91 TheKuseKofKpositiveKserologicalKtestsKasKevidenceKofKexposureKtoKpurkholderiaKpseudomalleiYK
AmericandJournaldofdTropicaldMedicinedanddHygieneWK2011WKfbWK][_]X_iKauthorKreplyK][_a 3.2 8

90 WholeXgenomeKsequencingKtoKinvestigateKaKnonXclonalKmelioidosisKclusterKonKaKremoteKoustralianK
islandYKMicrobialdGenomicsWK2017WKaWKe[[[]]e 4.4 8

89 uenomicKepidemiologyKofKqOVwrX]gKinKcareKhomesKinKtheKeastKofKsnglandYKELifeWK2021WK][WK 8.9 8

88 TheKsmergenceKofKSuccessfulKStreptococcusKpyogenesKzineagesKthroughKqonvergentKPathwaysKofK
qapsuleKzossKandKRecombinationKrirectingKvighKToxinKsxpressionYKMBioWK2019WK][WK 7.8 8

87 βasalKcarriageKofKStaphylococcusKpseudintermediusKinKpatientsKwithKgranulomatosisKwithK
polyangiitisYKRheumatologyWK2019WKcfWKcbfXcc[ 3.9 8

86
PatientKqharacteristicsWK anagementWKandKPredictorsKofKOutcomeKfromKSevereKqommunityXOnsetK
StaphylococcalKSepsisKinKβortheastKThailandhKoKProspectiveK ulticenterKStudyYKAmericandJournaldofd
TropicaldMedicinedanddHygieneWK2017WKgdWK][b_X][bg

3.2 7

85 RapidKsequencingKofK RSoKdirectKfromKclinicalKplatesKinKaKroutineKmicrobiologyKlaboratoryYKJournald
ofdAntimicrobialdChemotherapyWK2019WKebWK_]caX_]cd 5.1 7

84
qomparisonKofK_KchromogenicKmediaKforKtheKdetectionKofKextendedXspectrumK˛†XlactamaseK
producingKsnterobacteriaceaeKstoolKcarriageKinKnursingKhomeKresidentsYKDiagnosticdMicrobiologydandd
InfectiousdDiseaseWK2016WKfbWK]f]Xa

2.9 7

83 uenomicKepidemiologyKofKSoRSXqoVX_KinKaKUyKuniversityKidentifiesKdynamicsKofKtransmissionYYK
NaturedCommunicationsWK2022WK]aWKec] 17.4 7
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