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Exploring DNA Methylation Diversity in the Honey Bee Brain by Ultra-Deep Amplicon Sequencing. 18 12
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Differentially methylated obligatory epialleles modulate context-dependent<i>LAMc< [i>gene expression
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Extensive histone post-translational modification in honey bees. Insect Biochemistry and Molecular 07 63
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Standard methods for molecular research in<i>Apis mellifera</i>. Journal of Apicultural Research,
2013, 52, 1-54.

DNA methylation dynamics, metabolic fluxes, gene splicing, and alternative phenotypes in honey bees.
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DNA methylation changes elicited by social stimuli in the brains of worker honey bees. Genes, Brain
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Molecular determinants of caste differentiation in the highly eusocial honeybee Apis mellifera. BMC
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Evolution of the Yellow/Major Royal Jelly Protein family and the emergence of social behavior in 5.5 243
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1,4,5-trisphosphate 3-kinase isoforms in naive and experienced honeybees (Apis mellifera). Molecular 2.3 21
Brain Research, 2002, 99, 92-101.
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