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438 zrogressiveFmultifocalFleukoencephalopathyFafterFnatalizumabFtherapyFforFmrohnMsFdiseaseTFNewa
EnglandaJournalaofaMedicineRF2005RFY[YRFY]XSb 59.2 877

437 UniformityFofFrotavirusFstrainFnomenclatureFproposedFbyFtheFRotavirusFmlassificationFWorkingF
qroupFNRmWqOTFArchivesaofaVirologyRF2011RFW[]RFWYcaSZWY 2.6 699
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2008RFbXRFYXVZSWc

6.6 661

435 RecommendationsFforFtheFclassificationFofFgroupFkFrotavirusesFusingFallFWWFgenomicFRxkFsegmentsTF
ArchivesaofaVirologyRF2008RFW[YRFW]XWSc 2.6 523
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433 mompleteFgenomicFsequenceFofFhumanFcoronavirusFymZYdFmolecularFclockFanalysisFsuggestsFaF
relativelyFrecentFzoonoticFcoronavirusFtransmissionFeventTFJournalaofaVirologyRF2005RFacRFW[c[S]VZ 6.6 344

432 RotamdFaFwebSbasedFtoolFforFtheFcompleteFgenomeFclassificationFofFgroupFkFrotavirusesTFBMCa
MicrobiologyRF2009RFcRFXYb 4.5 322

431 pirstFcasesFofFcoronavirusFdiseaseFXVWcFNmy®snSWcOFinFtheFWryFouropeanFRegionRFXZFtanuaryFtoFXWF
pebruaryFXVXVTFEurosurveillanceRF2020RFX[RF 19.8 310

430
®irologicFversusFcytologicFtriageFofFwomenFwithFequivocalFzapFsmearsdFaFmetaSanalysisFofFtheF
accuracyFtoFdetectFhighSgradeFintraepithelialFneoplasiaTFJournalaofatheaNationalaCanceraInstituteRF
2004RFc]RFXbVScY

9.7 300

429 ®z]SsequenceSbasedFcutoffFvaluesFasFaFcriterionFforFrotavirusFspeciesFdemarcationTFArchivesaofa
VirologyRF2012RFW[aRFWWaaSbX 2.6 292

428 ovolutionaryFhistoryFandFglobalFspreadFofFtheFemergingFgWXFhumanFrotavirusesTFJournalaofaVirologyRF
2007RFbWRFXYbXScV 6.6 254

427 RotavirusFdiseaseFandFvaccinationdFimpactFonFgenotypeFdiversityTFFutureaMicrobiologyRF2009RFZRFWYVYSW] 2.9 248

426 qenotypeFconstellationFandFevolutionFofFgroupFkFrotavirusesFinfectingFhumansTFCurrentaOpinionaina
VirologyRF2012RFXRFZX]SYY 7.5 218

425 zhylodynamicFanalysesFofFrotavirusFgenotypesFqcFandFqWXFunderscoreFtheirFpotentialFforFswiftF
globalFspreadTFMolecularaBiologyaandaEvolutionRF2010RFXaRFXZYWS] 8.3 207

424  reatmentFofFsevereFlaryngealFpapillomatosisFwithFintralesionalFinjectionsFofFcidofovirF
[N™OSWSNYShydroxySXSphosphonylmethoxypropylOcytosine₄TFJournalaofaMedicalaVirologyRF1998RF[ZRFXWcSX[ 19.7 203

423 zhylogeneticFclassificationFofFhumanFpapillomavirusesdFcorrelationFwithFclinicalFmanifestationsTF
JournalaofaGeneralaVirologyRF1992RFaYFNFztFWVORFX][YS]V 4.9 192

422 zlantFlectinsFareFpotentFinhibitorsFofFcoronavirusesFbyFinterferingFwithFtwoFtargetsFinFtheFviralF
replicationFcycleTFAntiviralaResearchRF2007RFa[RFWacSba 10.8 191
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421 kntiviralFactivityFofFchloroquineFagainstFhumanFcoronavirusFymZYFinfectionFinFnewbornFmiceTF
AntimicrobialaAgentsaandaChemotherapyRF2009RF[YRFYZW]SXW 5.9 186

420 kreFhumanFz[WZ₄FrotavirusFstrainsFtheFresultFofFinterspeciesFtransmissionsFfromFsheepForFotherF
ungulatesFthatFbelongFtoFtheFmammalianForderFkrtiodactylaiTFJournalaofaVirologyRF2009RFbYRFXcWaSXc 6.6 185

419
RotavirusFgenotypesFcoScirculatingFinFouropeFbetweenFXVV]FandFXVVcFasFdeterminedFbyF
ouroRotaxetRFaFpanSouropeanFcollaborativeFstrainFsurveillanceFnetworkTFEpidemiologyaandaInfectionRF
2011RFWYcRFbc[ScVc

4.3 184

418 pullFgenomicFanalysisFofFhumanFrotavirusFstrainFlZWV]FandFlapineFrotavirusFstrainFYVUc]FprovidesF
evidenceFforFinterspeciesFtransmissionTFJournalaofaVirologyRF2006RFbVRFYbVWSWV 6.6 182

417 wodularFapproachFtoFcustomiseFsampleFpreparationFproceduresFforFviralFmetagenomicsdFaF
reproducibleFprotocolFforFviromeFanalysisTFScientificaReportsRF2015RF[RFW][YX 4.9 168

416
ovolutionaryFhistoryFofFtheFcloselyFrelatedFgroupFXFcoronavirusesdFporcineFhemagglutinatingF
encephalomyelitisFvirusRFbovineFcoronavirusRFandFhumanFcoronavirusFymZYTFJournalaofaVirologyRF
2006RFbVRFaXaVSZ

6.6 168

415 RotavirusFincidenceFandFgenotypeFdistributionFbeforeFandFafterFnationalFrotavirusFvaccineF
introductionFinFlelgiumTFVaccineRF2010RFXbRFa[VaSWY 4.1 165

414 ™uccessfulFtreatmentFofFaFsquamousFpapillomaFofFtheFhypopharynxSesophagusFbyFlocalFinjectionsFofF
N™OSWSNYShydroxySXSphosphonylmethoxypropylOcytosineTFJournalaofaMedicalaVirologyRF1995RFZ[RFXYVS[ 19.7 165

413 niagnosticFperformanceFofFsevenFrapidFsgqUsgwFantibodyFtestsFandFtheFouroimmunFsgkUsgqFovs™kFinF
my®snSWcFpatientsTFClinicalaMicrobiologyaandaInfectionRF2020RFX]RFWVbXSWVba 9.5 163

412 ovolutionaryFdynamicsFofFhumanFrotavirusesdFbalancingFreassortmentFwithFpreferredFgenomeF
constellationsTFPLoSaPathogensRF2009RF[RFeWVVV]YZ 7.6 153

411 ®accinationsFinFpatientsFwithFimmuneSmediatedFinflammatoryFdiseasesTFRheumatologyRF2010RFZcRFWbW[SXa3.9 151

410 ™ymptomaticF™evereFkcuteFRespiratoryF™yndromeFmoronavirusFXFN™kR™Smo®SXOFReinfectionFbyFaF
zhylogeneticallyFnistinctF™trainTFClinicalaInfectiousaDiseasesRF2021RFaYRFY[ZSY[] 11.6 151

409 knimalFpapillomavirusesTFVirologyRF2013RFZZ[RFXWYSXY 3.6 141

408 zrevalenceFofFqXz[Z₄FandFqWXz[]₄FrotavirusRFlangladeshTFEmergingaInfectiousaDiseasesRF2007RFWYRFWbSXZ 10.2 141

407 RollingScircleFamplificationFofFviralFnxkFgenomesFusingFphiXcFpolymeraseTFTrendsainaMicrobiologyRF
2009RFWaRFXV[SWW 12.4 138

406 kFsequenceSindependentFstrategyFforFdetectionFandFcloningFofFcircularFnxkFvirusFgenomesFbyFusingF
multiplyFprimedFrollingScircleFamplificationTFJournalaofaVirologyRF2004RFabRFZccYSb 6.6 137

405 RelatingFincreasingFhantavirusFincidencesFtoFtheFchangingFclimatedFtheFmastFconnectionTF
InternationalaJournalaofaHealthaGeographicsRF2009RFbRFW 3.5 134

404 kFstandardizedFframeworkFforFaccurateRFhighSthroughputFgenotypingFofFrecombinantFandF
nonSrecombinantFviralFsequencesTFNucleicaAcidsaResearchRF2009RFYaRFW]YZSZX 20.1 128
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403 kFnovelFpancoronavirusFR SzmRFassaydFfrequentFdetectionFofFhumanFcoronavirusFxv]YFinFchildrenF
hospitalizedFwithFrespiratoryFtractFinfectionsFinFlelgiumTFBMCaInfectiousaDiseasesRF2005RF[RF] 4 125

402 kncientFpapillomavirusShostFcoSspeciationFinFpelidaeTFGenomeaBiologyRF2007RFbRFR[a 18.3 124

401 ™ k XFsignalingFrestrictsFviralFdisseminationFbutFdrivesFsevereFpneumoniaFinF™kR™Smo®SXFinfectedF
hamstersTFNatureaCommunicationsRF2020RFWWRF[bYb 17.4 122

400 qlobalFpatternsFinFmonthlyFactivityFofFinfluenzaFvirusRFrespiratoryFsyncytialFvirusRFparainfluenzaFvirusRF
andFmetapneumovirusdFaFsystematicFanalysisTFTheaLancetaGlobalaHealthRF2019RFaRFeWVYWSeWVZ[ 13.6 121

399 RxkFinterferenceSmediatedFsilencingFofFtheFrespiratoryFsyncytialFvirusFnucleocapsidFdefinesFaF
potentFantiviralFstrategyTFAntimicrobialaAgentsaandaChemotherapyRF2009RF[YRFYc[XS]X 5.9 121

398 rantavirusesdFimmunologyRFtreatmentRFandFpreventionTFViralaImmunologyRF2004RFWaRFZbWSca 1.7 121

397  ransmissionFofFrs®FnrugFResistanceFandFtheFzredictedFoffectFonFmurrentFpirstSlineFRegimensFinF
ouropeTFClinicalaInfectiousaDiseasesRF2016RF]XRF][[S]]Y 11.6 117

396 wolecularFidentificationFofFhepatitisFlFvirusFgenotypesUsubgenotypesdFrevisedFclassificationFhurdlesF
andFupdatedFresolutionsTFWorldaJournalaofaGastroenterologyRF2014RFXVRFaW[XS]b 5.6 117

395
qeneticFanalysesFrevealFdifferencesFinFtheF®zaFandF®zZFantigenicFepitopesFbetweenFhumanF
rotavirusesFcirculatingFinFlelgiumFandFrotavirusesFinFRotarixFandFRota eqTFJournalaofaClinicala
MicrobiologyRF2012RF[VRFc]]Sa]

9.7 117

394 nevelopmentFandFzotentialFUsefulnessFofFtheFmy®snSWcFkgFRespiS™tripFniagnosticFkssayFinFaF
zandemicFmontextTFFrontiersainaMedicineRF2020RFaRFXX[ 4.9 114

393 offectivenessFofFrotavirusFvaccinationFinFpreventionFofFhospitalFadmissionsFforFrotavirusF
gastroenteritisFamongFyoungFchildrenFinFlelgiumdFcaseScontrolFstudyTFBMJnaTheRF2012RFYZ[RFeZa[X 5.9 112

392 mharacterizationFofFaFnovelFz[X[₄RqWWFhumanFgroupFaFrotavirusTFJournalaofaClinicalaMicrobiologyRF
2005RFZYRFYXVbSWX 9.7 112

391 qeneticFvariabilityFandFmolecularFevolutionFofFtheFhumanFrespiratoryFsyncytialFvirusFsubgroupFlF
attachmentFqFproteinTFJournalaofaVirologyRF2005RFacRFcW[aS]a 6.6 111

390 pelineFpapillomasFandFpapillomavirusesTFVeterinaryaPathologyRF2000RFYaRFWSWV 2.8 106

389
zhaseFssFdoubleSblindRFplaceboScontrolledFstudyFofFtheFsafetyFandFefficacyFofFcidofovirFtopicalFgelFforF
theFtreatmentFofFpatientsFwithFhumanFpapillomavirusFinfectionTFClinicalaInfectiousaDiseasesRF2001RF
YYRF[caS]VX

11.6 106

388 qbFrotavirusFstrainsFisolatedFinFtheFnemocraticFRepublicFofFmongoFbelongFtoFtheFn™SWSlikeF
genogroupTFJournalaofaClinicalaMicrobiologyRF2006RFZZRFWbVWSc 9.7 101

387 snhibitionFofF™kR™ScoronavirusFinfectionFinFvitroFbyF™SnitrosoSxSacetylpenicillamineRFaFnitricFoxideF
donorFcompoundTFInternationalaJournalaofaInfectiousaDiseasesRF2004RFbRFXXYS] 10.5 101

386
righSthroughputFanalysisFofFhumanFcytomegalovirusFgenomeFdiversityFhighlightsFtheFwidespreadF
occurrenceFofFgeneSdisruptingFmutationsFandFpervasiveFrecombinationTFJournalaofaVirologyRF2015RF
bcRFa]aYSa]c[

6.6 100
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385 wolecularFtypingFandFepidemiologyFofFenterovirusesFidentifiedFfromFanFoutbreakFofFasepticF
meningitisFinFlelgiumFduringFtheFsummerFofFXVVVTFJournalaofaMedicalaVirologyRF2003RFaVRFZXVSc 19.7 100

384 ovaluationFofF®ersantFhepatitisFmFvirusFgenotypeFassayFNvizkOFXTVTFJournalaofaClinicalaMicrobiologyRF
2008RFZ]RFWcVWS] 9.7 96

383 wolecularFevolutionFandFcirculationFpatternsFofFhumanFrespiratoryFsyncytialFvirusFsubgroupFadF
positivelyFselectedFsitesFinFtheFattachmentFgFglycoproteinTFJournalaofaVirologyRF2004RFabRFZ]a[SbY 6.6 95

382 RotavirusFsurveillanceFinFeuropeRFXVV[SXVVbdFwebSenabledFreportingFandFrealStimeFanalysisFofF
genotypingFandFepidemiologicalFdataTFJournalaofaInfectiousaDiseasesRF2009RFXVVF™upplFWRF™XW[SXW 7 94

381  reatmentFofFanogenitalFpapillomavirusFinfectionsFwithFanFacyclicFnucleosideFphosphonateF
analogueTFNewaEnglandaJournalaofaMedicineRF1995RFYYYRFcZYSZ 59.2 94

380  riageFofFwomenFwithFequivocalForFlowSgradeFcervicalFcytologyFresultsdFaFmetaSanalysisFofFtheFrz®F
testFpositivityFrateTFJournalaofaCellularaandaMolecularaMedicineRF2009RFWYRF]ZbS[c 5.6 88

379
wultipleFreassortmentFandFinterspeciesFtransmissionFeventsFcontributeFtoFtheFdiversityFofFfelineRF
canineFandFfelineUcanineSlikeFhumanFgroupFkFrotavirusFstrainsTFInfectionnaGeneticsaandaEvolutionRF
2011RFWWRFWYc]SZV]

4.5 88

378 ™ubgroupFprevalenceFandFgenotypeFcirculationFpatternsFofFhumanFrespiratoryFsyncytialFvirusFinF
lelgiumFduringFtenFsuccessiveFepidemicFseasonsTFJournalaofaClinicalaMicrobiologyRF2007RFZ[RFYVXXSYV 9.7 87

377 nevelopmentFofFoneSstepRFrealStimeRFquantitativeFreverseFtranscriptaseFzmRFassaysFforFabsoluteF
quantitationFofFhumanFcoronavirusesFymZYFandFXXcoTFJournalaofaClinicalaMicrobiologyRF2005RFZYRF[Z[XS] 9.7 87

376 ReassortmentFofFhumanFrotavirusFgeneFsegmentsFintoFqWWFrotavirusFstrainsTFEmergingaInfectiousa
DiseasesRF2010RFW]RF]X[SYV 10.2 80

375 kntibodyFresponseFagainstF™kR™Smo®SXFspikeFproteinFandFnucleoproteinFevaluatedFbyFfourF
automatedFimmunoassaysFandFthreeFovs™ksTFClinicalaMicrobiologyaandaInfectionRF2020RFX]RFW[[aTeWSW[[aTea9.5 80

374 snfluenzaFvaccinationFrecordingFsystemFinFlelgiumTFArchivesaofaPublicaHealthRF2010RF]bRF 2.6 78

373  woFoutFofFtheFWWFgenesFofFanFunusualFhumanFq]z[]₄FrotavirusFisolateFareFofFbovineForiginTFJournala
ofaGeneralaVirologyRF2008RFbcRFX]YVSX]Y[ 4.9 78

372 kY]FmirculatingFstrainsFofFhumanFrespiratoryFsyncytialFvirusFinFlelgiumFduringFsixFconsecutiveF
respiratoryFseasonsFNXVWWâ��XVWaOTFVirusaEvolutionRF2018RFZRF 3.7 78

371 omergenceFofFwonkeypoxFasFtheFwostFsmportantFyrthopoxvirusFsnfectionFinFrumansTFFrontiersaina
PublicaHealthRF2018RF]RFXZW 6 75

370 mattleFpathogenFtritrichomonasFfoetusFNRiedmˆ…llerRFWcXbOFandFpigFcommensalF ritrichomonasFsuisF
NqrubyFLFnelafondRFWbZYOFbelongFtoFtheFsameFspeciesTFJournalaofaEukaryoticaMicrobiologyRF2002RFZcRFW[ZS]Y3.6 74

369 zredominanceFofFrotavirusFqcFgenotypeFinFchildrenFhospitalizedFforFrotavirusFgastroenteritisFinF
lelgiumFduringFWcccSXVVYTFJournalaofaClinicalaVirologyRF2005RFYYRFWS] 14.5 72

368 remorrhagicFpeverFwithFRenalF™yndromeFinFtheFxewRFandFrantavirusFzulmonaryF™yndromeFinFtheF
yldFWorlddFparadiNseOgmFlostForFregainediTFVirusaResearchRF2014RFWbaRF[[Sb 6.4 71
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367 snvestigatingFtheForiginFandFspreadFofFhepatitisFmFvirusFgenotypeF[aTFJournalaofaVirologyRF2006RFbVRFZXXVS]6.6 71

366 zolyomavirusFinfectionFinFpediatricFrenalFtransplantFrecipientsdFevaluationFusingFaFquantitativeF
realStimeFzmRFtechniqueTFPediatricaTransplantationRF2004RFbRFZb[ScX 1.8 71

365 kccuracyFandFReproducibilityFofFvowSnoseF™ubmillisievertFmhestFm FforFtheFniagnosisFofFmy®snSWcTF
Radiology:aCardiothoracicaImagingRF2020RFXRFeXVVWc] 8.3 69

364 ovaluationFofFtheFnewFarchitectFcytomegalovirusFimmunoglobulinFwFNsgwORFsgqRFandFsgqFavidityF
assaysTFJournalaofaClinicalaMicrobiologyRF2009RFZaRFW]c[Sc 9.7 67

363 kfricanForiginFofFhumanF SlymphotropicFvirusFtypeFXFNr v®SXOFsupportedFbyFaFpotentialFnewF
r v®SXdFsubtypeFinFmongoleseFlambutiFofeFzygmiesTFJournalaofaVirologyRF1998RFaXRFZYXaSZV 6.6 67

362
zhenotypicFassaysFandFsequencingFareFlessFsensitiveFthanFpointFmutationFassaysFforFdetectionFofF
resistanceFinFmixedFrs®SWFgenotypicFpopulationsTFJournalaofaAcquiredaImmuneaDeficiencyaSyndromesa
is999kRF1999RFXXRFWVaSWb

3.1 66

361 kFproposalFforFnewFcriteriaFforFtheFclassificationFofFhantavirusesRFbasedFonF™FandFwFsegmentFproteinF
sequencesTFInfectionnaGeneticsaandaEvolutionRF2009RFcRFbWYSXV 4.5 65

360
mharacterizationFofFaFnovelFcloseStoSrootFpapillomavirusFfromFaFploridaFmanateeFbyFusingFmultiplyF
primedFrollingScircleFamplificationdF richechusFmanatusFlatirostrisFpapillomavirusFtypeFWTFJournalaofa
VirologyRF2004RFabRFWX]cbSaVX

6.6 65

359 mloningFandFgenomicFcharacterizationFofFpelisFdomesticusFpapillomavirusFtypeFWTFVirologyRF2002RF
YVWRFYWYSXW 3.6 65

358 mlinicalFpredictiveFvalueFofFrealStimeFzmRFquantificationFofFhumanFcytomegalovirusFnxkFinFamnioticF
fluidFsamplesTFJournalaofaClinicalaMicrobiologyRF2009RFZaRF]]VS[ 9.7 63

357
™imilarFcomplianceFandFeffectFofFtreatmentFinFchronicFhepatitisFmFresultingFfromFintravenousFdrugF
useFinFcomparisonFwithFotherFinfectionFcausesTFEuropeanaJournalaofaGastroenterologyaanda
HepatologyRF2006RFWbRFW[cS]]

2.2 63

356 kutomatedFextractionFofFviralSpathogenFRxkFandFnxkFforFhighSthroughputFquantitativeFrealStimeF
zmRTFJournalaofaClinicalaMicrobiologyRF2005RFZYRF[[ZWS] 9.7 63

355 zulmonaryFhaemorrhageFasFaFpredominantFcauseFofFdeathFinFleptospirosisFinF™eychellesTF
TransactionsaofatheaRoyalaSocietyaofaTropicalaMedicineaandaHygieneRF2000RFcZRFaWS] 2 63

354 WholeFgenomeFsequencingFandFphylogeneticFanalysisFofFaFzoonoticFhumanFqbz[WZ₄FrotavirusFstrainTF
InfectionnaGeneticsaandaEvolutionRF2010RFWVRFWWZVSZ 4.5 62

353 manineForalFpapillomavirusFgenomicFsequencedFaFuniqueFWT[SkbFinterveningFsequenceFbetweenFtheF
oXFandFvXFopenFreadingFframesTFVirologyRF1994RFXVZRFZZaS[X 3.6 62

352 smpactFofFspacersFonFtheFhybridizationFefficiencyFofFmixedFselfSassembledFnxkUalkanethiolFfilmsTF
BiosensorsaandaBioelectronicsRF2008RFXZRFaXSa 11.8 61

351 zyridineFxSoxideFderivativesFareFinhibitoryFtoFtheFhumanF™kR™FandFfelineFinfectiousFperitonitisF
coronavirusFinFcellFcultureTFJournalaofaAntimicrobialaChemotherapyRF2006RF[aRFZaXSbW 5.1 61

350 mirculationFofFgeneticallyFdistinctFcontemporaryFhumanFcoronavirusFymZYFstrainsTFVirologyRF2005RF
YYaRFb[ScX 3.6 61
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349
kFnovelFvirusFdetectedFinFpapillomasFandFcarcinomasFofFtheFendangeredFwesternFbarredFbandicootF
NzeramelesFbougainvilleOFexhibitsFgenomicFfeaturesFofFbothFtheFzapillomaviridaeFandF
zolyomaviridaeTFJournalaofaVirologyRF2007RFbWRFWYXbVScV

6.6 60

348 qeneticFcharacterizationFofFaFnovelRFnaturallyFoccurringFrecombinantFhumanFq]z[]₄FrotavirusTF
JournalaofaClinicalaMicrobiologyRF2003RFZWRFXVbbSc[ 9.7 60

347 sntravesicalFinstillationFofFcidofovirFinFtheFtreatmentFofFhemorrhagicFcystitisFcausedFbyFadenovirusF
typeFWWFinFaFboneFmarrowFtransplantFrecipientTFClinicalaInfectiousaDiseasesRF2005RFZVRFWccSXVW 11.6 59

346 mameroonianFfruitFbatsFharborFdivergentFvirusesRFincludingFrotavirusFrRFbastrovirusesRFandF
picobirnavirusesFusingFanFalternativeFgeneticFcodeTFVirusaEvolutionRF2018RFZRFveyVVb 3.7 58

345 netectionFandFcharacterizationFofFhumanFgroupFmFrotavirusesFinFlangladeshTFJournalaofaClinicala
MicrobiologyRF2005RFZYRFZZ]VS[ 9.7 56

344 ™imianFrotavirusesFpossessFdivergentFgeneFconstellationsFthatForiginatedFfromFinterspeciesF
transmissionFandFreassortmentTFJournalaofaVirologyRF2010RFbZRFXVWYSX] 6.6 54

343 snvolvementFofFcanineForalFpapillomavirusFinFgeneralizedForalFandFcutaneousFverrucosisFinFaFmhineseF
™harFzeiFdogTFVeterinaryaPathologyRF1994RFYWRFWbYSa 2.8 54

342 rumanFpapillomavirusFtypeFWYFandFpygmyFchimpanzeeFpapillomavirusFtypeFWdFcomparisonFofFtheF
genomeForganizationsTFVirologyRF1992RFWcVRF[baSc] 3.6 54

341
knalysisFofFtheFserotypeFandFgenotypeFcorrelationFofF®zWFandFtheF[MFnoncodingFregionFinFanF
epidemiologicalFsurveyFofFtheFhumanFenterovirusFlFspeciesTFJournalaofaClinicalaMicrobiologyRF2004RF
ZXRFc]YSaW

9.7 53

340 pullFgenomeFcharacterizationFofFaFporcineSlikeFhumanFqcz[]₄FrotavirusFstrainFisolatedFfromFanF
infantFinFlelgiumTFInfectionnaGeneticsaandaEvolutionRF2012RFWXRFWZcXS[VV 4.5 51

339 wolecularFwethodsFinFpoodF™afetyFwicrobiologydFsnterpretationFandFsmplicationsFofFxucleicFkcidF
netectionTFComprehensiveaReviewsainaFoodaScienceaandaFoodaSafetyRF2014RFWYRF[[WS[aa 16.4 51

338 qenomicFcharacterizationFofFnovelFdolphinFpapillomavirusesFprovidesFindicationsFforFrecombinationF
withinFtheFzapillomaviridaeTFVirologyRF2008RFYabRFW[WS]W 3.6 51

337
kvianFpapillomavirusesdFtheFparrotFzsittacusFerithacusFpapillomavirusFNzez®OFgenomeFhasFaFuniqueF
organizationFofFtheFearlyFproteinFregionFandFisFphylogeneticallyFrelatedFtoFtheFchaffinchF
papillomavirusTFBMCaMicrobiologyRF2002RFXRFWc

4.5 51

336 xewFfindingsFinFrm®FgenotypeFdistributionFinFselectedFWestFouropeanRFRussianFandFssraeliFregionsTF
JournalaofaClinicalaVirologyRF2016RFbWRFbXSc 14.5 50

335 qroupFkFrotavirusFuniversalFmassFvaccinationdFhowFandFtoFwhatFextentFwillFselectiveFpressureF
influenceFprevalenceFofFrotavirusFgenotypesiTFExpertaReviewaofaVaccinesRF2012RFWWRFWYZaS[Z 5.2 49

334 kreFhepatitisFlFvirusFHsubgenotypesHFdefinedFaccuratelyiTFJournalaofaClinicalaVirologyRF2010RFZaRFY[]S]V 14.5 49

333 zsychologicalFcomorbidityFincreasesFtheFriskFforFpostinfectiousFsl™FpartlyFbyFenhancedFsusceptibilityF
toFdevelopFinfectiousFgastroenteritisTFGutRF2016RF][RFWXacSbb 19.2 48

332
mompleteFmolecularFgenomeFanalysesFofFequineFrotavirusFkFstrainsFfromFdifferentFcontinentsF
revealFseveralFnovelFgenotypesFandFaFlargelyFconservedFgenotypeFconstellationTFJournalaofaGenerala
VirologyRF2012RFcYRFb]]Sba[

4.9 48
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331 RecentFapproachesFinFhantavirusFvaccineFdevelopmentTFExpertaReviewaofaVaccinesRF2009RFbRF]aSa] 5.2 48

330 kFpancoronavirusFR SzmRFassayFforFdetectionFofFallFknownFcoronavirusesTFMethodsainaMoleculara
BiologyRF2008RFZ[ZRFYSWX 1.4 48

329 zrimaryFresistanceFtoFintegraseFstrandStransferFinhibitorsFinFouropeTFJournalaofaAntimicrobiala
ChemotherapyRF2015RFaVRFXbb[Sb 5.1 47

328 ™uccessfulFpatchingFofFiatrogenicFruptureFofFtheFfetalFmembranesTFPlacentaRF2004RFX[RFY[XS] 3.4 47

327 sronSascorbateFcleavableFmalicFenzymeFfromFhydrogenosomesFofF richomonasFvaginalisdF
purificationFandFcharacterizationTFMolecularaandaBiochemicalaParasitologyRF1996RFbYRFXXWSYZ 1.9 47

326 netectionFofFsubgroupFlFrespiratoryFsyncytialFvirusFinFtheFcerebrospinalFfluidFofFaFpatientFwithF
respiratoryFsyncytialFvirusFpneumoniaTFPediatricaInfectiousaDiseaseaJournalRF2004RFXYRFWV][S] 3.4 46

325
 heFwastomysFnatalensisFpapillomavirusdFnucleotideFsequenceRFgenomeForganizationRFandF
phylogeneticFrelationshipFofFaFrodentFpapillomavirusFinvolvedFinFtumorigenesisFofFcutaneousF
epitheliaTFVirologyRF1994RFWcbRF[YZSZW

3.6 46

324
righerFproportionFofFqXz[Z₄FrotavirusesFinFvaccinatedFhospitalizedFcasesFcomparedFwithF
unvaccinatedFhospitalizedFcasesRFdespiteFhighFvaccineFeffectivenessFagainstFheterotypicFqXz[Z₄F
rotavirusesTFClinicalaMicrobiologyaandaInfectionRF2014RFXVRFyaVXSWV

9.5 45

323 ssolationFandFcharacterizationFofFtheFfirstFkmericanFbottlenoseFdolphinFpapillomavirusdF ursiopsF
truncatusFpapillomavirusFtypeFXTFJournalaofaGeneralaVirologyRF2006RFbaRFY[[cSY[][ 4.9 45

322 ™exuallyFtransmittedFinfectionsFamongFmarriedFwomenFinFnhakaRFlangladeshdFunexpectedFhighF
prevalenceFofFherpesFsimplexFtypeFXFinfectionTFSexuallyaTransmittedaInfectionsRF2001RFaaRFWWZSc 2.8 45

321 snhibitionFofFfelineFNpsz®OFandFhumanFN™kR™OFcoronavirusFbyFsemisyntheticFderivativesFofF
glycopeptideFantibioticsTFAntiviralaResearchRF2006RFaXRFXVSYY 10.8 44

320 ssolationFandFcloningFofFtheFraccoonFNzrocyonFlotorOFpapillomavirusFtypeFWFbyFusingFdegenerateF
papillomavirusSspecificFprimersTFJournalaofaGeneralaVirologyRF2005RFb]RFXVXcSXVYY 4.9 44

319 wannanSbindingFlectinFNwlvOFgeneFpolymorphismsFinFulcerativeFcolitisFandFmrohnMsFdiseaseTFGenesa
andaImmunityRF2001RFXRFYXYSb 4.4 44

318 sdentificationFofFalternativeFspliceFproductsFencodedFbyFtheFhumanFcoxsackieSadenovirusFreceptorF
geneTFBiochemicalaandaBiophysicalaResearchaCommunicationsRF2001RFXbaRFXW]SXX 3.4 44

317 tmFviralFloadsFinFpatientsFwithFmrohnMsFdiseaseFtreatedFwithFimmunosuppressiondFcanFweFscreenFforF
elevatedFriskFofFprogressiveFmultifocalFleukoencephalopathyiTFGutRF2008RF[aRFWYcYSa 19.2 43

316 ostimatingFtheFincidenceFofFsymptomaticFrotavirusFinfectionsdFaFsystematicFreviewFandF
metaSanalysisTFPLoSaONERF2009RFZRFe]V]V 3.7 42

315 knalysisFofFshortFnovelFhumanFpapillomavirusFsequencesTFBiochemicalaandaBiophysicalaResearcha
CommunicationsRF1994RFXVZRFbXVSa 3.4 42

314  heFcytokineSproteaseFconnectiondFidentificationFofFaFc]SknF rzSWFgelatinaseFandFregulationFbyF
interleukinSWFandFcytokineFinducersTFCytokineRF1991RFYRFXYWSc 4 42
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313
ssolationFandFcloningFofFaFpapillomavirusFfromFaFxorthFkmericanFporcupineFbyFusingFmultiplyF
primedFrollingScircleFamplificationdFtheForethizonFdorsatumFpapillomavirusFtypeFWTFVirologyRF2005RF
YYWRFZZcS[]

3.6 40

312  enSyearFperformanceFofFsnfluenzanetdFsvsFtimeFseriesRFrisksRFvaccineFeffectsRFandFcareSseekingF
behaviourTFEpidemicsRF2015RFWYRFXbSY] 5.1 39

311 mompleteFgenomeFcharacterizationFofFrecentFandFancientFlelgianFpigFgroupFkFrotavirusesFandF
assessmentFofFtheirFevolutionaryFrelationshipFwithFhumanFrotavirusesTFJournalaofaVirologyRF2015RFbcRFWVZYS[a6.6 39

310 vimitedFcrossSborderFinfectionsFinFpatientsFnewlyFdiagnosedFwithFrs®FinFouropeTFRetrovirologyRF2013
RFWVRFY] 3.6 39

309 qenomicFandFfunctionalFcharacteristicsFofFhumanFcytomegalovirusFrevealedFbyFnextSgenerationF
sequencingTFVirusesRF2014RF]RFWVZcSaX 6.2 39

308 zrotectionFandFmechanismFofFactionFofFaFnovelFhumanFrespiratoryFsyncytialFvirusFvaccineFcandidateF
basedFonFtheFextracellularFdomainFofFsmallFhydrophobicFproteinTFEMBOaMolecularaMedicineRF2014RF]RFWZY]S[Z12 39

307 qeneticFheterogeneityFinFhumanFq]z[WZ₄FrotavirusFstrainsFdetectedFinFrungaryFsuggestsF
independentFzoonoticForiginTFJournalaofaInfectionRF2009RF[cRFXWYS[ 18.9 39

306 sncreaseFinFtransmittedFresistanceFtoFnonSnucleosideFreverseFtranscriptaseFinhibitorsFamongFnewlyF
diagnosedFrs®SWFinfectionsFinFouropeTFBMCaInfectiousaDiseasesRF2014RFWZRFZVa 4 38

305 xovelFhepatitisFlFvirusFsubgenotypeFk]FinFkfricanSlelgianFpatientsTFJournalaofaClinicalaVirologyRF
2010RFZaRFcYS] 14.5 38

304
momparisonFofFtheFpilmkrrayFRzRF®erigeneFR®QRFandFzrodesseFzropvUQUpk™ QFmultiplexFplatformsF
forFdetectionFofFinfluenzaFvirusesFinFclinicalFsamplesFfromFtheFXVWWSXVWXFinfluenzaFseasonFinF
lelgiumTFJournalaofaClinicalaMicrobiologyRF2013RF[WRFXcaaSb[

9.7 37

303 kFgenotypicFresistanceFassayFforFtheFdetectionFofFdrugFresistanceFinFtheFhumanFimmunodeficiencyF
virusFtypeFWFenvelopeFgeneTFJournalaofaVirologicalaMethodsRF2005RFWXYRFX[SYZ 2.6 37

302 kFpapillomavirusFrelatedFtoFrz®FtypeFWYFinForalFfocalFepithelialFhyperplasiaFinFtheFpygmyF
chimpanzeeTFJournalaofaOralaPathologyaandaMedicineRF1991RFXVRFYX[SYW 3.3 37

301 ovolutionFofFn™SWSlikeFhumanFqXz[Z₄FrotavirusesFassessedFbyFcompleteFgenomeFanalysesTFJournalaofa
GeneralaVirologyRF2014RFc[RFcWSWVc 4.9 36

300 knFoutbreakFofFhepatitisFkFassociatedFwithFtheFconsumptionFofFrawFbeefTFJournalaofaClinicalaVirology
RF2009RFZZRFXVaSWV 14.5 36

299
qenitalFwartsFinFlurmeisterMsFporpoisesdFcharacterizationFofFzhocoenaFspinipinnisFpapillomavirusF
typeFWFNzsz®SWOFandFevidenceFforFaFsecondRFdistantlyFrelatedFzsz®TFJournalaofaGeneralaVirologyRF2007RF
bbRFWcXbSWcYY

4.9 36

298 netectionFofFsingleFnucleotideFpolymorphismsFinFtheFmannoseSbindingFlectinFgeneFusingFminorF
grooveFbinderSnxkFprobesTFJournalaofaImmunologicalaMethodsRF2004RFXbaRFXXaSYV 2.5 36

297 ovaluationFofFtwoFcommercialFkitsFforFtheFdetectionFofFgenotypicFdrugFresistanceFonFaFpanelFofFrs®F
typeFWFsubtypesFkFthroughFtTFJournalaofaAcquiredaImmuneaDeficiencyaSyndromesais999kRF2001RFXbRFX[ZSb 3.1 36

296 UseFofFgnxkFasFinternalFstandardFforFgeneFexpressionFinFstaphylococciFinFvitroFandFinFvivoTF
BiochemicalaandaBiophysicalaResearchaCommunicationsRF2002RFXcWRF[XbSYZ 3.4 36

(2002-2005)

9



295 qutF®iromeFknalysisFofFmamerooniansFRevealsFrighFniversityFofFontericF®irusesRFsncludingFzotentialF
snterspeciesF ransmittedF®irusesTFMSphereRF2019RFZRF 5 35

294
xoFresponseFtoFfirstSlineFtenofovirQlamivudineQefavirenzFdespiteFoptimizationFaccordingFtoF
baselineFresistanceFtestingdFimpactFofFresistantFminorityFvariantsFonFefficacyFofFlowFgeneticFbarrierF
drugsTFJournalaofaClinicalaVirologyRF2007RFYcRFZYSa

14.5 35

293 monservationFofFanFintactFhumanFimmunodeficiencyFvirusFtypeFWFvifFgeneFinFvitroFandFinFvivoTFJournala
ofaVirologyRF1995RF]cRFX[[aS]Z 6.6 35

292 qenomeSWideFovolutionaryFknalysesFofFqWz[b₄F™trainsFssolatedFleforeFandFkfterFRotavirusF®accineF
sntroductionTFGenomeaBiologyaandaEvolutionRF2015RFaRFXZaYSbY 3.9 34

291 xovelFhighlyFdivergentFreassortantFbatFrotavirusesFinFmameroonRFwithoutFevidenceFofFzoonosisTF
ScientificaReportsRF2016RF]RFYZXVc 4.9 34

290 kFgenotypicFassayFforFtheFamplificationFandFsequencingFofFintegraseFfromFdiverseFrs®SWFgroupFwF
subtypesTFJournalaofaVirologicalaMethodsRF2008RFW[YRFWa]SbW 2.6 34

289 kFlargeFcommunityFoutbreakFofFgastroenteritisFassociatedFwithFconsumptionFofFdrinkingFwaterF
contaminatedFbyFriverFwaterRFlelgiumRFXVWVTFEpidemiologyaandaInfectionRF2015RFWZYRFaWWSc 4.3 33

288 vowFeukaryoticFviralFrichnessFisFassociatedFwithFfaecalFmicrobiotaFtransplantationFsuccessFinF
patientsFwithFUmTFGutRF2018RF]aRFW[[bSW[[c 19.2 33

287 ™witchFinFaFchildhoodFpneumococcalFvaccinationFprogrammeFfromFzm®WYFtoFzm®WVdFaFdefendableF
approachiTFLancetaInfectiousaDiseasesnaTheRF2018RFWbRFbYVSbYW 25.5 33

286 oquineFqYz[Y₄FrotavirusFstrainFoYWcbFrelatedFtoFsimianFRR®FandFfelineUcanineSlikeFrotavirusesFbasedF
onFcompleteFgenomeFanalysesTFVeterinaryaMicrobiologyRF2013RFW]WRFXYcSZ] 3.3 33

285 qenomicFcharacterizationFofFaFnovelFvirusFfoundFinFpapillomatousFlesionsFfromFaFsouthernFbrownF
bandicootFNssoodonFobesulusOFinFWesternFkustraliaTFVirologyRF2008RFYa]RFWaYSbX 3.6 33

284 ®iralFinteractionFandFclinicalFimplicationsFofFcoinfectionFofFhepatitisFmFvirusFwithFotherFhepatitisF
virusesTFEuropeanaJournalaofaGastroenterologyaandaHepatologyRF2006RFWbRFWYWWSc 2.2 33

283
oquineFpapillomavirusFtypeFWdFcompleteFnucleotideFsequenceFandFcharacterizationFofFrecombinantF
virusSlikeFparticlesFcomposedFofFtheFocz®SWFvWFmajorFcapsidFproteinTFBiochemicalaandaBiophysicala
ResearchaCommunicationsRF2004RFYXZRFWWVbSW[

3.4 33

282 vongitudinalFfollowSupFofFsgqFantiSnucleocapsidFantibodiesFinF™kR™Smo®SXFinfectedFpatientsFupFtoF
eightFmonthsFafterFinfectionTFJournalaofaClinicalaVirologyRF2021RFWY]RFWVZa][ 14.5 33

281 righlyFdiverseFpopulationFofFzicornaviridaeFandFotherFmembersFofFtheFzicornaviralesRFinF
mameroonianFfruitFbatsTFBMCaGenomicsRF2017RFWbRFXZc 4.5 32

280 ovaluationFofFtheFkbbottFkx™üwFcytomegalovirusFNmw®OFimmunoglobulinFwFNsgwOFassayFinF
conjunctionFwithFotherFmw®FsgwFtestsFandFaFmw®FsgqFavidityFassayTFVaccineaJournalRF2001RFbRFWc]Sb 32

279 ®aricellaSzosterFvirusFinfectionFassociatedFwithFacuteFliverFfailureTFClinicalaInfectiousaDiseasesRF1998RF
XaRFXVcSWV 11.6 32

278 zrevalenceFofFgenotypicFresistanceFamongFantiretroviralFdrugSnaiveFrs®SWSinfectedFpatientsFinF
lelgiumTFAntiviralaTherapyRF2001RF]RF]YSaV 1.6 32
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277 nidFvargeS™caleF®accinationFnriveFmhangesFinFtheFmirculatingFRotavirusFzopulationFinFlelgiumiTF
ScientificaReportsRF2015RF[RFWb[b[ 4.9 31

276 zosttransplantFopsteinSlarrFvirusSassociatedFmyogenicFtumorsdFcaseFreportFandFreviewFofFtheF
literatureTFAmericanaJournalaofaTransplantationRF2008RFbRFX[YSb 8.7 31

275  umorFnecrosisFfactorSalphaFgeneticFpredisposingFfactorsFcanFinfluenceFclinicalFseverityFinF
nephropathiaFepidemicaTFViralaImmunologyRF2006RFWcRF[[bS]Z 1.7 31

274 vocalFtreatmentFofFrz®SinducedFskinFlesionsFbyFmidofovirTFJournalaofaMedicalaVirologyRF2002RF]aRFXZWS[ 19.7 31

273 knalysisFofFtheFmmFchemokineFreceptorF[FNmmR[OFdeltaSYXFpolymorphismFinFinflammatoryFbowelF
diseaseTFHumanaGeneticsRF2001RFWVbRFWcVSY 6.3 31

272
zhenotypicFkssaysFandF™equencingFkreFvessF™ensitiveF hanFzointFwutationFkssaysFforFnetectionFofF
ResistanceFinFwixedFrs®SWFqenotypicFzopulationsTFJournalaofaAcquiredaImmuneaDeficiencyaSyndromesa
is999kRF1999RFXXRFWVa

3.1 31

271
RotavirusFsurveillanceFinFuisanganiRFtheFnemocraticFRepublicFofFtheFmongoRFrevealsFaFhighFnumberFofF
unusualFgenotypesFandFgeneFsegmentsFofFanimalForiginFinFnonSvaccinatedFsymptomaticFchildrenTF
PLoSaONERF2014RFcRFeWVVc[Y

3.7 30

270  rendsFandFpredictorsFofFtransmittedFdrugFresistanceFN nROFandFclustersFwithF nRFinFaFlocalFlelgianF
rs®SWFepidemicTFPLoSaONERF2014RFcRFeWVWaYb 3.7 30

269
wolecularFevolutionaryFanalysisFandFmutationalFpatternFofFfullSlengthFgenomesFofFhepatitisFlFvirusF
isolatedFfromFlelgianFpatientsFwithFdifferentFclinicalFmanifestationsTFJournalaofaMedicalaVirologyRF
2010RFbXRFYacSbc

19.7 30

268 zrevalenceFandFepidemiologyFofFrs®FtypeFWFdrugFresistanceFamongFnewlyFdiagnosedFtherapySnaiveF
patientsFinFlelgiumFfromFXVVYFtoFXVV]TFAIDSaResearchaandaHumanaRetrovirusesRF2008RFXZRFY[[S]X 1.6 30

267 zrevalenceFofFmmR[FandFmmRXFrs®ScoreceptorFgeneFpolymorphismsFinFlelgiumTFHumanaHeredityRF
2000RF[VRFYVZSa 1.1 30

266 ™ k XFsignalingFasFdoubleSedgedFswordFrestrictingFviralFdisseminationFbutFdrivingFsevereF
pneumoniaFinF™kR™Smo®SXFinfectedFhamsters 30

265 WildFRatsRFvaboratoryFRatsRFzetFRatsdFqlobalF™eoulFrantavirusFniseaseFRevisitedTFVirusesRF2019RFWWRF 6.2 29

264 mharacterizationFofFaFputativeFancestorFofFcoxsackievirusFl[TFJournalaofaVirologyRF2010RFbZRFc]c[SaVb 6.6 29

263 zhylogeneticFanalysisFofFhepatitisFlFvirusFfullSlengthFgenomesFrevealsFevidenceFforFaFlargeF
nosocomialFoutbreakFinFlelgiumTFJournalaofaClinicalaVirologyRF2009RFZ]RF]WSb 14.5 29

262 rumanFcytomegalovirusFenhancesFkTFactinomycetemcomitansFadherenceFtoFcellsTFJournalaofaDentala
ResearchRF2007RFb]RFWa[SbV 8.1 29

261
wolecularFepidemiologyFofFhepatitisFmFamongFdrugFusersFinFplandersRFlelgiumdFassociationFofF
genotypeFwithFclinicalFparametersFandFwithFsexSFandFdrugSrelatedFriskFbehavioursTFEuropeanaJournala
ofaClinicalaMicrobiologyaandaInfectiousaDiseasesRF2005RFXZRF[WZSXX

5.3 29

260 ®iralFaetiologyFofFinfluenzaSlikeFillnessFinFlelgiumFduringFtheFinfluenzaFkNrWxWOXVVcFpandemicTF
EuropeanaJournalaofaClinicalaMicrobiologyaandaInfectiousaDiseasesRF2012RFYWRFcccSWVVa 5.3 28

(2012-2015)
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259 mirculationFofFrR™®FinFlelgiumdFfromFmultipleFgenotypeFcirculationFtoFprolongedFcirculationFofF
predominantFgenotypesTFPLoSaONERF2013RFbRFe]VZW] 3.7 28

258 sdentificationFofFunusualFo]FandFoaFproteinsFwithinFavianFpapillomavirusesdFcellularFlocalizationRF
biophysicalFcharacterizationRFandFphylogeneticFanalysisTFJournalaofaVirologyRF2009RFbYRFba[cSaV 6.6 28

257 pirstFevidenceFofFfatalFhantavirusFnephropathyFinFsndiaRFmimickingFleptospirosisTFNephrologyaDialysisa
TransplantationRF2006RFXWRFbX]Sa 4.3 28

256 zatternsFofFtransmittedFrs®FdrugFresistanceFinFouropeFvaryFbyFriskFgroupTFPLoSaONERF2014RFcRFecZZc[ 3.7 28

255 yphthalmologicalFfindingsFinFcongenitalFcytomegalovirusFinfectiondFwhenFtoFscreenRFwhenFtoFtreatiTF
JournalaofaPediatricaOphthalmologyaandaStrabismusRF2012RFZcRFXaZSbX 0.9 27

254 ®alidationFofFaFstrategyFforFrm®FantibodyFtestingFwithFtwoFenzymeFimmunoassaysFinFaFroutineF
clinicalFlaboratoryTFJournalaofaClinicalaVirologyRF2008RFZXRFYcZSb 14.5 27

253 mompleteFgenomicFcharacterizationFofFaFmurineFpapillomavirusFisolatedFfromFpapillomatousFlesionsF
ofFaFouropeanFharvestFmouseFNwicromysFminutusOTFJournalaofaGeneralaVirologyRF2007RFbbRFWZbZSWZbb 4.9 27

252 rumanFpapillomavirusFgenotypeFspectrumFinFmzechFwomendFcorrelationFofFrz®FnxkFpresenceFwithF
antibodiesFagainstFrz®SW]RFWbRFandFYYFvirusSlikeFparticlesTFJournalaofaMedicalaVirologyRF1999RF[bRFYabSb] 19.7 27

251 momparativeFanalysisFofFpentavalentFrotavirusFvaccineFstrainsFandFqbFrotavirusesFidentifiedFduringF
vaccineFtrialFinFkfricaTFScientificaReportsRF2015RF[RFWZ][b 4.9 27

250 xovelFhighlyFdivergentFsapovirusesFdetectedFbyFmetagenomicsFanalysisFinFstrawScoloredFfruitFbatsF
inFmameroonTFEmergingaMicrobesaandaInfectionsRF2017RF]RFeYb 18.9 26

249
™equenceFandFphylogeneticFanalysesFofFhumanFrotavirusFstrainsdFcomparisonFofF®zaFandF®zbNPOF
antigenicFepitopesFbetweenF unisianFandFvaccineFstrainsFbeforeFnationalFrotavirusFvaccineF
introductionTFInfectionnaGeneticsaandaEvolutionRF2013RFWbRFWYXSZZ

4.5 26

248
ostimatingFtheFeffectiveFreproductionFnumberFforFpandemicFinfluenzaFfromFnotificationFdataFmadeF
publiclyFavailableFinFrealFtimedFaFmultiScountryFanalysisFforFinfluenzaFkUrWxWvFXVVcTFVaccineRF2011RF
XcRFbc]ScVZ

4.1 26

247  ypingFofFhumanFrotavirusesdFnucleotideFmismatchesFbetweenFtheF®zaFgeneFandFprimerFareF
associatedFwithFgenotypingFfailureTFVirologyaJournalRF2005RFXRFXZ 6.1 26

246 voopFmodeldFmechanismFtoFexplainFpartialFgeneFduplicationsFinFsegmentedFdsRxkFvirusesTF
BiochemicalaandaBiophysicalaResearchaCommunicationsRF2006RFYZVRFWZVSZ 3.4 26

245 ovidenceFforFaFsecondFsimianF ScellFlymphotropicFvirusFtypeFYFinFmercopithecusFnictitansFfromF
mameroonTFJournalaofaVirologyRF2001RFa[RFWWcYcSZW 6.6 26

244
moncomitantFleptospirosisShantavirusFcoSinfectionFinFacuteFpatientsFhospitalizedFinF™riFvankadF
implicationsFforFaFpotentiallyFworldwideFunderestimatedFproblemTFEpidemiologyaandaInfectionRF2015RF
WZYRFXVbWScY

4.3 25

243 niscoveryFandFmolecularFcharacterizationFofFaFgroupFkFrotavirusFstrainFdetectedFinFanFkrgentineanF
vicuˆ–aFN®icugnaFvicugnaOTFVeterinaryaMicrobiologyRF2013RFW]WRFXZaS[Z 3.3 25

242
qeneticFcharacterizationFofFtheFfirstFchiropteranFpapillomavirusRFisolatedFfromFaFbasosquamousF
carcinomaFinFanFogyptianFfruitFbatdFtheFRousettusFaegyptiacusFpapillomavirusFtypeFWTFVeterinarya
MicrobiologyRF2006RFWWaRFX]aSa[

3.3 25
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241 oxperimentalFfelineFentericFcoronavirusFinfectionFrevealsFanFaberrantFinfectionFpatternFandF
sheddingFofFmutantsFwithFimpairedFinfectivityFinFenterocyteFculturesTFScientificaReportsRF2016RF]RFXVVXX 4.9 25

240 zerformanceFofF®iro™eqFrs®SWFqenotypingF™ystemFinFroutineFpracticeFatFaFlelgianFclinicalF
laboratoryTFJournalaofaVirologicalaMethodsRF2004RFWWcRFZ[Sc 2.6 24

239 rumanFinfectionFwithFaFz[WZ₄RFqYFlapineFrotavirusTFVirologyRF2004RFYX[RFWWSa 3.6 24

238 snterleukinSWFreceptorFantagonistF®x RSpolymorphismFinFinflammatoryFbowelFdiseaseTFGenesaanda
ImmunityRF2002RFYRFZVVS] 4.4 24

237 murrentFlevelsFofFdrugFresistanceFamongFtherapySnaiveFrs®SinfectedFpatientsFhaveFsignificantF
impactFonFtreatmentFresponseTFJournalaofaAcquiredaImmuneaDeficiencyaSyndromesais999kRF2004RFYaRFW]]ZS]3.1 24

236 mrohnMsFdiseaseFandFmonthFofFbirthTFInflammatoryaBowelaDiseasesRF2005RFWWRF[caSc 4.5 24

235 qenesisFofFavianSoriginFraxcFinfluenzaFkFvirusesTFLancetnaTheRF2013RFYbWRFWbbYS[ 40 23

234 qenomicFevolutionRFhostSspeciesFbarrierRFreassortmentFandFclassificationFofFrotavirusesTFFuturea
VirologyRF2010RF[RFYb[SYcV 2.4 23

233 kcuteFkidneyFinjuryFinFemergingRFnonStropicalFinfectionsTFActaaClinicaaBelgicaRF2007RF]XRFYbaSc[ 1.8 23

232 qrowthFkineticsFofF™kR™ScoronavirusFinF®eroFo]FcellsTFBiochemicalaandaBiophysicalaResearcha
CommunicationsRF2005RFYXcRFWWZaS[W 3.4 23

231 knticytomegalovirusFsgqFavidityFinFpregnancydFaFXSyearFprospectiveFstudyTFFetalaDiagnosisaanda
TherapyRF2002RFWaRFY]XS] 2.4 23

230 ®iralFlowerFrespiratoryFtractFinfectionFinFtheFelderlydFaFprospectiveFinShospitalFstudyTFEuropeana
JournalaofaClinicalaMicrobiologyaandaInfectiousaDiseasesRF2003RFXXRFaXVS[ 5.3 23

229 zatientFrs®SWFstrainsFcarryingFtheFmultipleFnucleosideFresistanceFmutationsFareFcrossSresistantFtoF
abacavirTFAidsRF2000RFWZRFZ]cSaW 3.5 23

228 ®iralFgutFmetagenomicsFofFsympatricFwildFandFdomesticFcanidsRFandFmonitoringFofFvirusesdFsnsightsF
fromFanFendangeredFwolfFpopulationTFEcologyaandaEvolutionRF2017RFaRFZWY[SZWZ] 2.8 22

227 ovolutionaryFanalysisFofFrl®FH™HFantigenFgeneticFdiversityFinFsranianFbloodFdonorsdFaFnationwideF
studyTFJournalaofaMedicalaVirologyRF2014RFb]RFWZZS[[ 19.7 22

226 zorcineFgroupFkFrotavirusesFwithFheterogeneousF®zaFandF®zZFgenotypeFcombinationsFcanFbeF
foundFtogetherFwithFentericFbacteriaFonFlelgianFswineFfarmsTFVeterinaryaMicrobiologyRF2014RFWaXRFXYSYZ 3.3 22

225 wolecularFcharacterizationFofFhepatitisFlFvirusFstrainsFcirculatingFinFlelgianFpatientsFcoSinfectedF
withFrs®FandFrl®dFovertFandFoccultFinfectionTFJournalaofaMedicalaVirologyRF2011RFbYRFWba]SbZ 19.7 22

224  heFfirstFcompleteFpapillomavirusFgenomeFcharacterizedFfromFaFmarsupialFhostdFaFnovelFisolateF
fromFlettongiaFpenicillataTFJournalaofaVirologyRF2010RFbZRF[ZZbS[Y 6.6 22

(2010-2016)
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223
mompleteFgenomicFanalysisFofFaFlangladeshiFqWz[b₄FrotavirusFstrainFdetectedFinFXVVYFrevealsFaF
closeFevolutionaryFrelationshipFwithFcontemporaryFhumanFWaSlikeFstrainsTFInfectionnaGeneticsaanda
EvolutionRF2010RFWVRFaZ]S[Z

4.5 22

222 kFmethodFenablingFhighSthroughputFsequencingFofFhumanFcytomegalovirusFcompleteFgenomesF
fromFclinicalFisolatesTFPLoSaONERF2014RFcRFec[[VW 3.7 22

221 ™uccessfulFdoubleSlungFtransplantationFfromFaFdonorFpreviouslyFinfectedFwithF™kR™Smo®SXTFLanceta
RespiratoryaMedicinentheRF2021RFcRFYW[SYWb 35.1 22

220 ReassortmentFamongFpicobirnavirusesFfoundFinFwolvesTFArchivesaofaVirologyRF2016RFW]WRFXb[cS]X 2.6 21

219 RabbitFcolonyFinfectedFwithFaFbovineSlikeFq]z[WW₄FrotavirusFstrainTFVeterinaryaMicrobiologyRF2013RF
W]]RFW[ZS]Z 3.3 21

218 mompleteFgeneticFcharacterizationFofFhumanFqXz[]₄FandFqYz[]₄FrotavirusFstrainsTFInfectionnaGeneticsa
andaEvolutionRF2013RFWYRFXaSY[ 4.5 21

217  reatmentSassociatedFpolymorphismsFinFproteaseFareFsignificantlyFassociatedFwithFhigherFviralFloadF
andFlowerFmnZFcountFinFnewlyFdiagnosedFdrugSnaiveFrs®SWFinfectedFpatientsTFRetrovirologyRF2012RFcRFbW 3.6 21

216 xovelFpapillomavirusFisolatedFfromFtheForalFmucosaFofFaFpolarFbearFdoesFnotFclusterFwithFotherF
papillomavirusesFofFcarnivoresTFVeterinaryaMicrobiologyRF2008RFWXcRFWVbSW] 3.3 21

215  heFhealthFandFeconomicFburdenFofFrotavirusFdiseaseFinFlelgiumTFEuropeanaJournalaofaPediatricsRF
2008RFW]aRFWZVcSWc 4.1 21

214 mhromatographyFpaperFstripFsamplingFofFentericFadenovirusesFtypeFZVFandFZWFpositiveFstoolF
specimensTFVirologyaJournalRF2005RFXRF] 6.1 21

213 zlasmaFexchangeSassociatedFimmunoglobulinFmSnegativeFhantavirusFdiseaseFafterFaFcampingF
holidayFinFsouthernFfranceTFClinicalaInfectiousaDiseasesRF2004RFYbRFWY[VS] 11.6 21

212 sdentificationFofFanFenterovirusFrecombinantFwithFaFtorovirusSlikeFgeneFinsertionFduringFaFdiarrheaF
outbreakFinFfatteningFpigsTFVirusaEvolutionRF2017RFYRFvexVXZ 3.7 20

211 wodelSbasedFpredictionFofFnephropathiaFepidemicaFoutbreaksFbasedFonFclimatologicalFandF
vegetationFdataFandFbankFvoleFpopulationFdynamicsTFZoonosesaandaPublicaHealthRF2013RF]VRFZ]WSaa 2.9 20

210 rl®FsubgenotypeFmisclassificationFexpandsFquasiSsubgenotypeFkYTFClinicalaMicrobiologyaanda
InfectionRF2011RFWaRFcZaSc 9.5 20

209 ™equenceFanalysisFandFevolutionFofFgroupFlFrotavirusesTFVirusaResearchRF2007RFWX[RFXWcSX[ 6.4 20

208 qeneticFcharacterizationFofFtheFmapraFhircusFpapillomavirusdFaFnovelFcloseStoSrootFartiodactylF
papillomavirusTFVirusaResearchRF2006RFWWbRFW]ZSc 6.4 20

207 zhylogeneticFanalysisFofFtheFfullSlengthF™kR™Smo®FsequencesdFevidenceFforFphylogeneticF
discordanceFinFthreeFgenomicFregionsTFJournalaofaMedicalaVirologyRF2004RFaZRFY]cSaX 19.7 20

206 snitiationFofFrkkR FinFdrugSnaiveFrs®FtypeFWFpatientsFpreventsFviralFbreakthroughFforFaFmedianF
periodFofFY[T[FmonthsFinF]VKFofFtheFpatientsTFAIDSaResearchaandaHumanaRetrovirusesRF2002RFWbRFZWcSX] 1.6 20
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205 UrbanFleptospirosisFversusFurbanFhantavirusFinfectionFinFlrazilTFLancetnaTheRF1999RFY[ZRFXVVYSZ 40 20

204 qeneticFdiversityFofFqcz[b₄FrotavirusFstrainsFcirculatingFinFstalyFinFXVVaFandFXVWVFasFdeterminedFbyF
wholeFgenomeFsequencingTFInfectionnaGeneticsaandaEvolutionRF2013RFW]RFZX]SYX 4.5 19

203 mharacterizationFofFaFnovelFpolyomavirusFisolatedFfromFaFfibromaFonFtheFtrunkFofFanFkfricanF
elephantFNvoxodontaFafricanaOTFPLoSaONERF2013RFbRFeaabbZ 3.7 19

202 mlinicalFmharacteristicsFofFRatborneF™eoulFrantavirusFniseaseTFEmergingaInfectiousaDiseasesRF2019RF
X[RFYbaSYbb 10.2 18

201 omergingFyzY[ZSvikeFz[b₄FRotavirusesFraveFRapidlyFnispersedFfromFksiaFtoFytherFmontinentsTF
MolecularaBiologyaandaEvolutionRF2015RFYXRFXV]VSaW 8.3 18

200
zhylogeneticFanalysisFofFtheFlelgianFrs®SWFepidemicFrevealsFthatFlocalFtransmissionFisFalmostF
exclusivelyFdrivenFbyFmenFhavingFsexFwithFmenFdespiteFpresenceFofFlargeFkfricanFmigrantF
communitiesTFInfectionnaGeneticsaandaEvolutionRF2018RF]WRFY]SZZ

4.5 18

199 ™amplingFvariabilityFbetweenFtwoFmidSturbinateFswabsFofFtheFsameFpatientFhasFimplicationsFforF
influenzaFviralFloadFmonitoringTFVirologyaJournalRF2014RFWWRFXYY 6.1 18

198 ®iralFloadFquantitationFofF™kR™ScoronavirusFRxkFusingFaFoneSstepFrealStimeFR SzmRTFInternationala
JournalaofaInfectiousaDiseasesRF2006RFWVRFYXSa 10.5 18

197 mhromatographyFpaperFstripFmethodFforFcollectionRFtransportationRFandFstorageFofFrotavirusFRxkFinF
stoolFsamplesTFJournalaofaClinicalaMicrobiologyRF2004RFZXRFW]V[Sb 9.7 18

196 qeneticFvariabilityFofFhumanFrespiratoryFcoronavirusFymZYTFJournalaofaVirologyRF2005RFacRFYXXYSZeF
authorFreplyFYXXZS[ 6.6 18

195
oarlyFpredictionFofFmajorFdepressionFinFchronicFhepatitisFmFpatientsFduringFpegSinterferonFalphaSXbF
treatmentFbyFassessmentFofFvegetativeSdepressiveFsymptomsFafterFfourFweeksTFWorldaJournalaofa
GastroenterologyRF2007RFWYRF[aY]SZV

5.6 18

194 qenomicFniversityFofFrepatitisFlF®irusFsnfectionFkssociatedFWithFpulminantFrepatitisFlF
nevelopmentTFHepatitisaMonthlyRF2015RFW[RFeXcZaa 1.8 18

193 zreviousFintravenousFsubstanceFuseFandFoutcomeFofFliverFtransplantationFinFpatientsFwithFchronicF
hepatitisFmFinfectionTFTransplantationaProceedingsRF2009RFZWRF[bcScZ 1.1 17

192 ™exuallyFtransmittedFinfectionsFinFaFbasicFhealthcareFclinicFinFnhakaRFlangladeshdFsyndromicF
managementFforFcervicitisFisFnotFjustifiedTFSexuallyaTransmittedaInfectionsRF1999RFa[RFZYaSb 2.8 17

191 ssolationFandFcloningFofFtwoFvariantFpapillomavirusesFfromFdomesticFpigsdF™usFscrofaF
papillomavirusesFtypeFWFvariantsFaFandFbTFJournalaofaGeneralaVirologyRF2008RFbcRFXZa[SXZbW 4.9 17

190 zrevalenceFandFseasonalityFofFsixFrespiratoryFvirusesFduringFfiveFconsecutiveFepidemicFseasonsFinF
lelgiumTFJournalaofaClinicalaVirologyRF2017RFcZRFaXSab 14.5 16

189 kdditionalF®alueFofFmrâ��FweasurementFinFaFmombinedFNWYOmUrâ��FvactoseFwalabsorptionFlreathF estdF
kFRetrospectiveFknalysisTFNutrientsRF2015RFaRFaZ]cSb[ 6.7 16

188  heFfirstFcaprineFrotavirusFdetectedFinFkrgentinaFdisplaysFgenomicFfeaturesFresemblingFvirusFstrainsF
infectingFmembersFofFtheFlovidaeFandFmamelidaeTFVeterinaryaMicrobiologyRF2014RFWaWRFWbcSca 3.3 16

(2014-1999)
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187 pelineForiginFofFrotavirusFstrainRF unisiaRFXVVbTFEmergingaInfectiousaDiseasesRF2013RFWcRF]YVSZ 10.2 16

186 ™atelliteFderivedFforestFphenologyFandFitsFrelationFwithFnephropathiaFepidemicaFinFlelgiumTF
InternationalaJournalaofaEnvironmentalaResearchaandaPublicaHealthRF2010RFaRFXZb]S[VV 4.6 16

185 wolecularFdetectionFofFnorovirusesFinFhospitalizedFpatientsFinFlangladeshTFEuropeanaJournalaofa
ClinicalaMicrobiologyaandaInfectiousaDiseasesRF2010RFXcRFcYaSZ[ 5.3 16

184  emporalFchangesFofFrotavirusFstrainFdistributionFinFaFcityFinFtheFnorthwestFofFmhinaRFWcc]SXVV[TF
InternationalaJournalaofaInfectiousaDiseasesRF2008RFWXRFeWWSa 10.5 16

183 kFgenotypicFassayFforFtheFamplificationFandFsequencingFofFgagFandFproteaseFfromFdiverseFhumanF
immunodeficiencyFvirusFtypeFWFgroupFwFsubtypesTFJournalaofaVirologicalaMethodsRF2006RFWYXRFWbWS] 2.6 16

182 zapillomavirusSassociatedFbasosquamousFcarcinomaFinFanFogyptianFfruitFbatFNRousettusF
aegyptiacusOTFJournalaofaZooaandaWildlifeaMedicineRF2006RFYaRFWcYS] 0.9 16

181 kFcombinationFofFpoorFadherenceFandFaFlowFbaselineFsusceptibilityFscoreFisFhighlyFpredictiveFforF
rkkR FfailureTFAntiviralaChemistryaandaChemotherapyRF2002RFWYRFXYWSZV 3.5 16

180 mompleteFgenomeFanalysisFofFaFrabbitFrotavirusFcausingFgastroenteritisFinFaFhumanFinfantTFVirusesRF
2015RFaRFbZZS[] 6.2 15

179 kntibioticFResistanceFzlasmidsFmointegratedFintoFaFwegaplasmidFrarboringFtheFmarbapenemaseF
qeneTFAntimicrobialaAgentsaandaChemotherapyRF2018RF]XRF 5.9 15

178 mharacterizationFofFaFgeneticallyFheterogeneousFporcineFrotavirusFmRFandFotherFvirusesFpresentFinF
theFfecalFviromeFofFaFnonSdiarrheicFlelgianFpigletTFInfectionnaGeneticsaandaEvolutionRF2016RFZYRFWY[SZ[ 4.5 15

177 ™urveillanceFofFeffectsFofFrz®FvaccinationFinFlelgiumTFCanceraEpidemiologyRF2016RFZWRFW[XSb 2.8 15

176 oxhaledFbreathFcondensateFsamplingFisFnotFaFnewFmethodFforFdetectionFofFrespiratoryFvirusesTF
VirologyaJournalRF2011RFbRFcb 6.1 15

175 ovidenceFforFaFcomplexFmosaicFgenomeFpatternFinFaFfullSlengthFhepatitisFmFvirusFsequenceTF
EvolutionaryaBioinformaticsRF2008RFZRFXZcS[Z 1.9 15

174  runcatedFrecombinantFnobravaFhantavirusFnucleocapsidFproteinsFinduceFstrongRFlongSlastingF
immuneFresponsesFinFmiceTFIntervirologyRF2006RFZcRFX[YS]V 2.5 15

173 mhlamydiaFpneumoniaeFinducesFneointimaFformationFinFcoronaryFarteriesFofFnormalFpigsTF
CardiovascularaResearchRF2003RF[aRFbYZSZX 9.9 15

172 kFxovelFrantavirusFofFtheFouropeanFwoleRFlrugesF®irusRFssFsnvolvedFinFprequentFxovaF®irusF
moinfectionsTFGenomeaBiologyaandaEvolutionRF2018RFWVRFZ[S[[ 3.9 14

171 wolecularFcharacterizationFofFtheFx™zZFgeneFofFhumanFgroupFkFrotavirusFstrainsFcirculatingFinF
 unisiaFfromFXVV]FtoFXVVbTFInfectionnaGeneticsaandaEvolutionRF2012RFWXRFccaSWVVZ 4.5 14

170 wolecularFcharacterizationFofFequineFrotavirusesFisolatedFinFouropeFinFXVWYdFimplicationsFforF
vaccinationTFVeterinaryaMicrobiologyRF2015RFWa]RFWacSb[ 3.3 14
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169 WebcamsFforFbirdFdetectionFandFmonitoringdFaFdemonstrationFstudyTFSensorsRF2010RFWVRFYZbVS[VY 3.8 14

168 wultiplyFprimedFrollingScircleFamplificationFmethodFforFtheFamplificationFofFcircularFnxkFvirusesTF
ColdaSpringaHarboraProtocolsRF2010RFXVWVRFpdbTprot[ZW[ 1.2 14

167 kFdynamicFdataSbasedFmodelFdescribingFnephropathiaFepidemicaFinFlelgiumTFBiosystemsa
EngineeringRF2011RFWVcRFaaSbc 4.8 14

166 nevelopmentFofFaFrealStimeFmultiplexFR™®FdetectionFassayFforFdifficultFrespiratoryFsamplesRFusingF
ultrasoneFwavesFandFwxkzymeFtechnologyTFJournalaofaClinicalaVirologyRF2009RFZ]RFXYbSZY 14.5 14

165 ™earchFforFpolymorphismsFinFtheFgenesFforFherpesvirusFentryFmediatorRFnectinSWRFandFnectinSXFinF
immuneFseronegativeFindividualsTFJournalaofaInfectiousaDiseasesRF2002RFWb[RFY]SZZ 7 14

164 rumanFz[]₄FRotavirusesFpromF™ubS™aharanFkfricaFandF™outheastFksiaFkreFmloselyFRelatedFtoF hoseF
ofFrumanFz[Z₄FandFz[b₄FRotavirusesFmirculatingFWorldwideTFJournalaofaInfectiousaDiseasesRF2016RFXWZRFWVYcSZc7 14

163
vaboratoryFinformationFsystemFrequirementsFtoFmanageFtheFmy®snSWcFpandemicdFkFreportFfromF
theFlelgianFnationalFreferenceFtestingFcenterTFJournalaofatheaAmericanaMedicalaInformaticsa
Association:aJAMIARF2020RFXaRFWXcYSWXcc

8.6 13

162 vateFpresentationFtoFrs®FtestingFisFoverestimatedFwhenFbasedFonFtheFconsensusFdefinitionTFHIVa
MedicineRF2016RFWaRFXYWSZ 2.7 13

161 pactorsFassociatedFwithFtheFcontinuumFofFcareFofFrs®SinfectedFpatientsFinFlelgiumTFJournalaofathea
InternationalaAIDSaSocietyRF2014RFWaRFWc[YZ 5.4 13

160 ™ingleSstepFrealStimeFzmRFtoFquantifyFhepatitisFlFvirusFandFdistinguishFgenotypeFnFfromFnonSnF
genotypesTFJournalaofaViralaHepatitisRF2011RFWbRFYVVSZ 3.4 13

159 ovolutionaryFhistoryFofFhepatitisFmFvirusFgenotypeF[aFinFpranceRFaFmulticenterFkxR™FstudyTFInfectionna
GeneticsaandaEvolutionRF2011RFWWRFZc]S[VY 4.5 13

158 liometricFfingerprintingFforFvisaFapplicationdFdeviceFandFprocedureFareFriskFfactorsFforFinfectionF
transmissionTFJournalaofaTravelaMedicineRF2008RFW[RFYY[SZY 12.9 13

157 rumanF ulaFvirusFinfectionForFratSbiteFfeveriTFEuropeanaJournalaofaClinicalaMicrobiologyaanda
InfectiousaDiseasesRF2003RFXXRFYYXSYeFauthorFreplyFYYZS[ 5.3 13

156 knFoutbreakFofFnosocomialFhepatitisFlFvirusFinfectionFinFaFnursingFhomeFforFtheFelderlyFinFkntwerpF
NlelgiumOTFActaaClinicaaBelgicaRF2005RF]VRF]YSc 1.8 13

155 wolecularFevolutionFofFpapillomavirusesF1995RFZ[[SZa] 13

154 ktFveastF™evenFnistinctFRotavirusFqenotypeFmonstellationsFinFlatsFwithFovidenceFofFReassortmentF
andFłoonoticF ransmissionsTFMBioRF2021RFWXRF 7.8 13

153 ™kR™Smo®XFNmy®snSWcOFinfectiondFisFfetalFsurgeryFinFtimesFofFnationalFdisastersFreasonableiTF
PrenatalaDiagnosisRF2020RFZVRFWa[[SWa[b 3.2 12

152 ocologicalFnicheFmodellingFofFbankFvolesFinFWesternFouropeTFInternationalaJournalaofaEnvironmentala
ResearchaandaPublicaHealthRF2013RFWVRFZccS[WZ 4.6 12

(2013-2010)
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151  runcatedFrecombinantFpuumalaFvirusFnucleocapsidFproteinsFprotectFmiceFagainstFchallengeFinFvivoTF
ViralaImmunologyRF2008RFXWRFZcS]V 1.7 12

150 ovaluationFofFtheFefficacyFofFdisinfectantsFagainstFzuumalaFhantavirusFbyFrealStimeFR SzmRTFJournala
ofaVirologicalaMethodsRF2007RFWZWRFWWWS[ 2.6 12

149 RedFraveFweFresolvedFhowFtoFtriageFequivocalFcervicalFcytologyiTFJournalaofatheaNationalaCancera
InstituteRF2004RFc]RFWZVWSXeFauthorFreplyFWZVX 9.7 12

148 sdentificationFofFsixFnewFpolymorphismsFinFtheFhumanFcoronavirusFXXcoFreceptorFgeneF
NaminopeptidaseFxUmnWYOTFInternationalaJournalaofaInfectiousaDiseasesRF2004RFbRFXWaSXX 10.5 12

147 vongStermFstabilityFofFhumanFimmunodeficiencyFvirusFviralFloadFandFinfectivityFinFwholeFbloodTF
EuropeanaJournalaofaClinicalaInvestigationRF1999RFXcRFZZ[S[X 4.6 12

146 yccurrenceFofFatypicalFrU™FassociatedFwithFinfluenzaFlTFEuropeanaJournalaofaPediatricsRF2017RFWa]RFZZcSZ[Z4.1 11

145 zathogenFtranscriptionalFprofileFinFnasopharyngealFaspiratesFofFchildrenFwithFacuteFrespiratoryF
tractFinfectionTFJournalaofaClinicalaVirologyRF2015RF]cRFWcVS] 14.5 11

144 kFxovelFnynamicFwodelFforFrealthFoconomicFknalysisFofFsnfluenzaF®accinationFinFtheFolderlyTF
InfectiousaDiseasesaandaTherapyRF2015RFZRFZ[cSba 6.2 11

143
RespiratoryFsyncytialFvirusFaFandFbFdisplayFdifferentFtemporalFpatternsFinFaFZSyearFprospectiveF
crossSsectionalFstudyFamongFchildrenFwithFacuteFrespiratoryFinfectionFinFaFtropicalFcityTFMedicinea
iUnitedaStateskRF2016RFc[RFe[WZX

1.8 11

142 xeto®sRdFwodularFkpproachFtoFmustomizeF™ampleFzreparationFzroceduresFforF®iralFwetagenomicsTF
MethodsainaMolecularaBiologyRF2018RFWbYbRFb[Sc[ 1.4 11

141 ovaluationFofFaFnorovirusFsamplingFmethodFusingFsodiumFdodecylFsulfateUon kSpretreatedF
chromatographyFpaperFstripsTFJournalaofaVirologicalaMethodsRF2004RFWXXRFZ[Sb 2.6 11

140 mharacterizationFofFaFcnxkFencodingFtheFbovineFcoxsackieFandFadenovirusFreceptorTFBiochemicala
andaBiophysicalaResearchaCommunicationsRF2001RFXbbRFbV[Sb 3.4 11

139
kntibodyFresponseFtoFaFsyntheticFpeptideFderivedFfromFtheFhumanFpapillomavirusFtypeF]UWWFvXF
proteinFinFrecurrentFrespiratoryFpapillomatosisdFcorrelationFbetweenF™outhernFblotFhybridizationRF
polymeraseFchainFreactionRFandFserologyTFJournalaofaMedicalaVirologyRF1994RFZXRF[XSc

19.7 11

138 veptospirosisFversusFhantavirusFinfectionsFinFtheFxetherlandsFandFinFlelgiumRFXVVVFtoFXVWZTF
EurosurveillanceRF2014RFWcRF 19.8 11

137 momparativeFanalysisFofFtheFRotarixâ�¢FvaccineFstrainFandFqWz[b₄FrotavirusesFdetectedFbeforeFandF
afterFvaccineFintroductionFinFlelgiumTFPeerJRF2017RF[RFeXaYY 3.1 11

136
momparisonFofFtheF–uantitativeFnia™orinFviaisonFkntigenF estFtoFReverseF ranscriptionSzmRFforFtheF
niagnosisFofFmy®snSWcFinF™ymptomaticFandFksymptomaticFyutpatientsTFJournalaofaClinicala
MicrobiologyRF2021RF[cRFeVVYaZXW

9.7 11

135 mhronicFkichiF®irusFsnfectionFinFaFzatientFwithFñSvinkedFkgammaglobulinemiaTFJournalaofaClinicala
ImmunologyRF2018RFYbRFaZbSa[X 5.7 11

134 omergingFqcFrotavirusFstrainsFinFtheFnorthwestFofFmhinaTFVirusaResearchRF2008RFWYaRFW[aS]X 6.4 10
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133
netectionFofFperinatalFcytomegalovirusFinfectionFandFsensorineuralFhearingFlossFinFbelgianFinfantsF
byFmeasurementFofFautomatedFauditoryFbrainstemFresponseTFJournalaofaClinicalaMicrobiologyRF2008RF
Z]RFY[]ZSb

9.7 10

132 rantavirusFinfectionsFinFouropeTFLancetaInfectiousaDiseasesnaTheRF2003RFYRFa[XSYeFdiscussionFa[YSZ 25.5 10

131 knFextremelyFrareFcaseFofFdelusionalFparasitosisFinFaFchronicFhepatitisFmFpatientFduringFpegylatedF
interferonFalphaSXbFandFribavirinFtreatmentTFWorldaJournalaofaGastroenterologyRF2007RFWYRFXYacSbV 5.6 10

130 RemotelyFsensedFvegetationFmoistureFasFexplanatoryFvariableFofFvymeFborreliosisFincidenceTF
InternationalaJournalaofaAppliedaEarthaObservationaandaGeoinformationRF2012RFWbRFWSWX 7.3 9

129 repatitisFmF®irusFx™[lF™equenceSlasedFqenotypingFknalysisFofFzatientsFpromFtheF™harkiaF
qovernorateRFogyptTFHepatitisaMonthlyRF2013RFWYRFeWXaV] 1.8 9

128 ReplicationFreductionFneutralizationFtestRFaFquantitativeFR SzmRSbasedFtechniqueFforFtheFdetectionF
ofFneutralizingFhantavirusFantibodiesTFJournalaofaVirologicalaMethodsRF2009RFW[cRFXc[Sc 2.6 9

127 quidelinesFforFtheFdetectionFofFaFcommonFsourceFofFhepatitisFlFvirusFinfectionsTFHepatitisaMonthlyRF
2011RFWWRFabYS[ 1.8 9

126 mhandipuraFvirusdFanFemergingFhumanFpathogeniTFLancetnaTheRF2004RFY]ZRFbXWSX 40 9

125 knalysisFofFgeneticFheterogeneityFinFtheFrmkRFadenovirusSbindingFsgWFdomainFinFaFmaucasianF
plemishFpopulationTFBMCaGeneticsRF2002RFYRFW 2.6 9

124 momparisonFofFtheFdiagnosticFperformanceFwithFwholeFbloodFandFplasmaFofFfourFrapidFantibodyF
testsFforF™kR™Smo®SXTFClinicalaChemistryaandaLaboratoryaMedicineRF2020RF[bRFeWcaSeWcc 5.9 9

123
oarlierFsnitiationFofFkntiretroviralF reatmentFmoincidesFWithFanFsnitialFmontrolFofFtheFrs®SWF
™ubS™ubtypeFpWFyutbreakFkmongFwenSravingS™exSWithSwenFinFplandersRFlelgiumTFFrontiersaina
MicrobiologyRF2019RFWVRF]WY

5.7 8

122 RadiotherapyRF emozolomideRFandFkntiprogrammedFmellFneathFzroteinFWF reatmentsFwodulateFtheF
smmuneFwicroenvironmentFinFoxperimentalFrighSqradeFqliomaTFNeurosurgeryRF2021RFbbRFoXV[SoXW[ 3.2 8

121 omergenceFofFhumanFqXz[Z₄FrotavirusesFcontainingFanimalFderivedFgeneFsegmentsFinFtheF
postSvaccineFeraTFScientificaReportsRF2016RF]RFY]bZW 4.9 8

120
wolecularFcharacterizationFofFhepatitisFlFvirusFNrl®OFstrainsFcirculatingFinFtheFnorthernFcoastFofFtheF
zersianFqulfFandFitsFcomparisonFwithFworldwideFdistributionFofFrl®FsubgenotypeFnWTFJournalaofa
MedicalaVirologyRF2014RFb]RFaZ[S[a

19.7 8

119 zhylogeneticFanalysisFofFaFfishFtapewormRFzroteocephalusFexiguusRFbasedFonFtheFsmallFsubunitF
rRxkFgeneTFMolecularaandaBiochemicalaParasitologyRF1997RFbZRFX]YS] 1.9 8

118 netectionFofFenteroviralFRxkFonFquthrieFcardFdriedFbloodFofFaFneonateFwithFfatalFmoxsackieFlYF
myocarditisFonFdayFWaTFJournalaofaClinicalaVirologyRF2008RFZXRFXVaSWV 14.5 8

117 patalFbrainFnecrosisFinFprimaryFrs®FinfectionTFLancetnaTheRF2005RFY]]RFb]] 40 8

116 netectionFofFzuumalaFhantavirusFantibodyFwithFovs™kFusingFaFrecombinantFtruncatedFnucleocapsidF
proteinFexpressedFinFoscherichiaFcoliTFViralaImmunologyRF2004RFWaRFYW[SXW 1.7 8

(2004-2008)
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115
zerformanceFofFtheF®oR™kx Frs®SWFresistanceFassaysFNvizkOFforFdetectingFdrugFresistanceFinF
therapySnaiveFpatientsFinfectedFwithFdifferentFrs®SWFsubtypesTFFEMSaImmunologyaandaMedicala
MicrobiologyRF2003RFYcRFWWcSXZ

8

114 prequencyFofFtheFmmR[SneltaYXFmutantFalleleFisFnotFincreasedFinFlelgianFhepatitisFmFvirusSinfectedF
patientsTFViralaImmunologyRF2005RFWbRFXYXS[ 1.7 8

113 vackFofFevidenceFforFinfectionFwithFsimianFimmunodeficiencyFvirusFinFbonobosTFAIDSaResearchaanda
HumanaRetrovirusesRF2002RFWbRFXWYS] 1.6 8

112 UseFofFpolymeraseFchainFreactionFforFdiagnosisFofFdisseminatedFadenovirusFinfectionTFPediatrica
InfectiousaDiseaseaJournalRF2002RFXWRFWWa]Sb 3.4 8

111 kFlethalFdiseaseFmodelFforFxewFWorldFhantavirusesFusingFimmunosuppressedF™yrianFhamstersTFPLoSa
NeglectedaTropicalaDiseasesRF2017RFWWRFeVVV]VZX 4.8 8

110 quidelinesFforFtheFnetectionFofFaFmommonF™ourceFofFrepatitisFlF®irusFsnfectionsTFHepatitisaMonthlyRF
2011RFWWRFabYSab[ 1.8 8

109  owardsFaFunifiedFclassificationFforFhumanFrespiratoryFsyncytialFvirusFgenotypesTFVirusaEvolutionRF
2020RF]RFveaaV[X 3.7 8

108
MledsideFassessmentMFofFacuteFhantavirusFinfectionsFandFtheirFpossibleFclassificationFintoFtheF
spectrumFofFhaemophagocyticFsyndromesTFEuropeanaJournalaofaClinicalaMicrobiologyaandaInfectiousa
DiseasesRF2016RFY[RFWWVWS]

5.3 8

107 UseFofFxextSqenerationF™equencingFforFniagnosisFofFWestFxileF®irusFsnfectionFinFzatientFReturningF
toFlelgiumFfromFrungaryTFEmergingaInfectiousaDiseasesRF2018RFXZRFXYbVSXYbX 10.2 8

106 sranMsFhepatitisFeliminationFprogrammeFisFunderFthreatTFLancetnaTheRF2018RFYcXRFWVVc 40 8

105 W[yearFfulminantFhepatitisFlFfollowSupFinFlelgiumdF®iralFevolutionFandFsignatureFofFdemographicF
changeTFInfectionnaGeneticsaandaEvolutionRF2017RFZcRFXXWSXX[ 4.5 7

104 linaryFtoxinFandFitsFclinicalFimportanceFinFmlostridiumFdifficileFinfectionRFlelgiumTFEuropeanaJournala
ofaClinicalaMicrobiologyaandaInfectiousaDiseasesRF2016RFY[RFWaZWSWaZa 5.3 7

103
niagnosticFaccuracyFofFdigitalFRxkFquantificationFversusFrealStimeFzmRFforFtheFdetectionFofF
respiratoryFsyncytialFvirusFinFnasopharyngealFaspiratesFfromFchildrenFwithFacuteFrespiratoryF
infectionTFJournalaofaClinicalaVirologyRF2018RFWV]RFYZSZV

14.5 7

102 mompleteFgenomeFsequenceFofFequidFherpesvirusFYTFGenomeaAnnouncementsRF2014RFXRF 7

101 rm®FgenotypeF[dFepidemiologyFandFspreadFofFanFuncommonFgenotypeTFJournalaofaClinicalaVirologyRF
2008RFZWRFWaVSW 14.5 7

100 rantavirusesdFunderestimatedFrespiratoryFvirusesiTFClinicalaInfectiousaDiseasesRF2008RFZ]RFZaaSc 11.6 7

99 montaminationFmanagementFofFbroadSrangeFribosomalFnxkFzmRdFwhereFisFtheFevidenceiTFJournalaofa
ClinicalaMicrobiologyRF2002RFZVRFYbb[eFauthorFreplyFYbb[S] 9.7 7

98
zresenceFofFXMR[MSlisSySNtertSbutyldimethylsilylOSYMSspiroS[HSNZHSaminoSWHRXHSoxathFioleSXHRXHSdioxideOF
N ™kyOSresistantFvirusFstrainsFinF ™kySinexperiencedFrs®FpatientsTFAIDSaResearchaandaHumana
RetrovirusesRF2000RFW]RFbX[SYY

1.6 7
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97 morrelationFbetweenFhumanFpapillomavirusSassociatedFcervicalFcancerFandFp[YFcodonFaXF
arginineUprolineFpolymorphismTFHumanaGeneticsRF1999RFWV[RF[]ZS[]] 6.3 7

96 zrimaryFstructureFofFtheFo]FproteinFofFwicromysFminutusFpapillomavirusFandFwastomysFnatalensisF
papillomavirusTFNucleicaAcidsaResearchRF1992RFXVRFXbbc 20.1 7

95 kFsingleFbatFspeciesFinFmameroonFharborsFmultipleFhighlyFdivergentFpapillomavirusesFinFstoolF
identifiedFbyFmetagenomicsFanalysisTFVirologyaReportsRF2016RF]RFaZSbV 7

94 m SXkFneurospheresSderivedFhighSgradeFgliomaFinFmicedFaFnewFmodelFtoFaddressFtumorFstemFcellsF
andFimmunosuppressionTFBiologyaOpenRF2019RFbRF 2.2 7

93 ™uccessionalF™tagesFinFsnfantFqutFwicrobiotaFwaturationTTFMBioRF2021RFeVWb[aXW 7.8 7

92 zrovidingFstrongFevidenceFofFnosocomialFoutbreakFofFhepatitisFlFvirusFinfectionTFJournalaofaHospitala
InfectionRF2012RFbVRFX]cSaVeFauthorFreplyFXaVSX 6.9 6

91 netectionFofFfalseFpositivesFwithFaFcommonlyFusedFxorovirusFR SzmRFprimerFsetTFJournalaofaClinicala
VirologyRF2013RF[]RFbZS[ 14.5 6

90 wodellingFseasonalFandFmultiSannualFvariationFinFbankFvoleFpopulationsFandFnephropathiaF
epidemicaTFBiosystemsaEngineeringRF2014RFWXWRFX[SYa 4.8 6

89 moxsackievirus´ lWFperitonitisFinFaFpatientFtreatedFwithFcontinuousFambulatoryFperitonealFdialysisdFaF
caseFreportFandFbriefFreviewFofFtheFliteratureTFClinicalaMicrobiologyaandaInfectionRF2012RFWbRFoZYWSZ 9.5 6

88 qenotypesFofFrotavirusFstrainsFcirculatingFinFkmmanRFtordanRFinFXVV]UVaFandFtheirFsignificanceFforF
theFpotentialFeffectivenessFofFfutureFrotavirusFvaccinationTFArchivesaofaVirologyRF2011RFW[]RFW[ZYS[V 2.6 6

87 prequentFrearrangementFmayFexplainFtheFstructuralFheterogeneityFinFtheFWWthFgenomeFsegmentFofF
lapineFrotavirusesFSFshortFcommunicationTFActaaVeterinariaaHungaricaRF2009RF[aRFZ[YS]W 1 6

86 lilateralFacuteFretinalFnecrosisFinFaFWXSyearSoldFgirlTFJournalaofaAAPOSRF2005RFcRF[ccS]VW 1.3 6

85 kbsenceFofFtheFuilifiFmutationFinFtheFrhinovirusSbindingFdomainFofFsmkwSWFinFaFmaucasianF
populationTFGeneticaTestingaandaMolecularaBiomarkersRF2003RFaRFW[cS]W 6

84 UseFofFaFcommerciallyFavailableFlineFprobeFassayFforFgenotypingFofFhepatitisFmFvirusF[aFstrainsTF
JournalaofaClinicalaMicrobiologyRF2005RFZYRF]WWaSc 9.7 6

83 nengueFversusFhantavirusFinFmx™FinfectionsTFLancetnaTheRF2000RFY[[RFXW]YSZ 40 6

82 rantavirusesFinFtheFyldFandFxewFWorldTFPerspectivesainaMedicalaVirologyRF2006RFW]WSWaa 6

81 kddedFvalueFofFantiS™kR™Smo®SXFantibodyFtestingFinFaFplemishFnursingFhomeFduringFanFacuteF
my®snSWcFoutbreakFinFkprilFXVXVTFActaaClinicaaBelgicaRF2020RFWS] 1.8 6

80 kFdecadeFofFnorovirusFgeneticFdiversityFinFlelgiumTFInfectionnaGeneticsaandaEvolutionRF2015RFYVRFYaSZZ 4.5 5

(2015-1999)
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79 kcuteFhantavirusFinfectionFpresentingFasFhaemolyticSuraemicFsyndromeFNrU™OdFtheFimportanceFofF
earlyFclinicalFdiagnosisTFEuropeanaJournalaofaClinicalaMicrobiologyaandaInfectiousaDiseasesRF2018RFYaRFWY[SWZV5.3 5

78 sesmFasFaFgeneticFmarkerFforFeasyFidentificationFofF™taphylococcusFepidermidisFfromFotherFisolatesTF
InfectionnaGeneticsaandaEvolutionRF2016RFZYRFXXXSZ 4.5 5

77 ™mokingFandFotherFriskFfactorsFforFhantavirusFinfectionsdFtheFwholeFstoryTFEpidemiologyaanda
InfectionRF2011RFWYcRFWXbZS[eFauthorFreplyFWXb[S] 4.3 5

76 lottlenoseFdolphinFN ursiopsFtruncatusOFpapillomavirusesdFvaccineFantigenFcandidatesFandF
screeningFtestFdevelopmentTFVeterinaryaMicrobiologyRF2009RFWYYRFZYS[Y 3.3 5

75
–uantitationFofFreplicationFofFtheFrm®FgenomeFinFhumanFliversFwithFendSstageFcirrhosisFbyF
strandSspecificFrealStimeFR SzmRFassaysdFmethodsFandFclinicalFrelevanceTFJournalaofaMedicalaVirologyRF
2009RFbWRFW[]cSa[

19.7 5

74
rm®FgenotypeFdistributionFinFplandersFandFlrusselsFNlelgiumOdFunravellingFtheFspreadFofFanF
uncommonFrm®FgenotypeF[aFclusterTFEuropeanaJournalaofaClinicalaMicrobiologyaandaInfectiousa
DiseasesRF2010RFXcRFWZXaSYZ

5.3 5

73 RealStimeFzmRFtoFstudyFtheFsequenceFspecificFmagneticFpurificationFofFnxkTFBiotechnologyaProgressRF
2010RFX]RFW]abSbZ 2.8 5

72 ™ymptomaticFhumanFhantavirusFinFtheFkmericasTFEmergingaInfectiousaDiseasesRF2007RFWYRFYZ[S] 10.2 5

71
RadiationFdoseSescalationFandFdoseSfractionationFmodulateFtheFimmuneFmicroenvironmentRFcancerF
stemFcellsFandFvasculatureFinFexperimentalFhighSgradeFgliomasTFJournalaofaNeurosurgicalaSciencesRF
2020RF

1.3 5

70  heFinfluenceFofFmy®snSWcFonFroutineFhematologicalFparametersFofFhospitalizedFpatientsTFActaa
ClinicaaBelgicaRF2020RFWS] 1.8 5

69 ™kR™Smo®SXFnetectionFforFniagnosisFzurposesFinFtheF™ettingFofFaFwolecularFliologyFResearchFvabTF
MethodsaandaProtocolsRF2020RFYRF 2.5 5

68 ovidenceFofFzoonoticFtransmissionFofF®z]FandFx™zZFgenesFintoFhumanFspeciesFkFrotavirusesF
isolatedFinFzakistanFinFXVWVTFArchivesaofaVirologyRF2019RFW]ZRFWabWSWacW 2.6 4

67 opidemiologicalFhistoryFandFgenomicFcharacterizationFofFnonSnWFrl®FstrainsFidentifiedFinFsranTF
JournalaofaClinicalaVirologyRF2015RF]YRFYbSZW 14.5 4

66 kssociationFbetweenFrecentFherpesFzosterFbutFnotFherpesFsimplexFinfectionFandFsubsequentFriskFofF
malignancyFinFwomendFaFretrospectiveFcohortFstudyTFEpidemiologyaandaInfectionRF2014RFWZXRFWVVbSWa 4.3 4

65 ™pecificFmagneticFisolationFforFdirectFdetectionFofFrz®W]TFEuropeanaJournalaofaClinicalaMicrobiologya
andaInfectiousaDiseasesRF2012RFYWRF[YcSZ] 5.3 4

64
mompleteFqenomeF™equenceFofFtheFmrocutaFcrocutaFzapillomavirusF ypeFWFNmcrz®WOFfromFaF™pottedF
ryenaRFtheFpirstFzapillomavirusFmharacterizedFinFaFwemberFofFtheFryaenidaeTFGenomea
AnnouncementsRF2013RFWRF

4

63 ovaluationFofFtheFuseFofFaFcombinedFrm®FantigenUantibodyFassayFinFroutineFlaboratoryFpracticeTF
ActaaClinicaaBelgicaRF2010RF][RFXZ[Sa 1.8 4

62 liosafetyFRiskFkssessmentFofFtheF™evereFkcuteFRespiratoryF™yndromeFN™kR™OFmoronavirusFandF
montainmentFweasuresFforFtheFniagnosticFandFResearchFvaboratoriesTFAppliedaBiosafetyRF2004RFcRFWXbSWZX1.3 4
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61 zapillomavirusFsnfectionsXXYSXYW 4

60
vetterFtoFtheFeditordFnistinguishingFbetweenFhantavirusSinducedFhaemorrhagicFfeverFwithFrenalF
syndromeFandFpregnancySinducedFliverFpathologiesFNkpvzFandFrovvzFsyndromesOTFEurosurveillanceRF
2013RFWbRF

19.8 4

59 RecentFincreaseFinFdiagnosesFofFrs®FinfectionsFbasedFonFsurveillanceFsystemFdataFinFlelgiumTFAidsRF
2000RFWZRFXacbSbVV 3.5 4

58 smmunoassaysFforFantiS™kR™Smo®SXFantibodiesdFrecentFinsightsTFLancetaInfectiousaDiseasesnaTheRF2021
RFXWRFeWXV 25.5 4

57  heFepidemiologyFofFhepatitisFmFamongFinjectingFdrugFusersFinFlelgiumTFActaaGastrooEnterologicaa
BelgicaRF2005RF]bRF[VSZ 0.6 4

56 nistinguishingFbetweenFhantavirusSinducedFhaemorrhagicFfeverFwithFrenalFsyndromeFandF
pregnancySinducedFliverFpathologiesFNkpvzFandFrovvzFsyndromesTFEurosurveillanceRF2013RFWbRF 19.8 4

55 pastFnetectionFofF™kR™Smo®SXF®ariantsFincludingFymicronFUsingFyneSstepFR SzmRFandF™angerF
™equencingTTFJournalaofaVirologicalaMethodsRF2022RFWWZ[WX 2.6 4

54 xaturalFdisastersFposeFaFchallengeFforFhepatitisFeliminationFinFsranTFTheaLancetaGastroenterologyaanda
HepatologyRF2019RFZRF[bWS[bX 18.8 3

53
momparisonFofFtheFsdyllaâ�¢FRespiratoryFNsp®SR™®OFpanelFwithFtheFqeneñpertFñpert´fiFpluUR™®FassaydFaF
retrospectiveFstudyFwithFnasopharyngealFandFmidturbinateFsamplesTFDiagnosticaMicrobiologyaanda
InfectiousaDiseaseRF2019RFcZRFYYSYa

2.9 3

52  heFsuddenFdeathFofFtheFcombinedFfirstFtrimesterFaneuploidyFscreeningRFaFsingleFcentreFexperienceF
inFlelgiumTFClinicalaChemistryaandaLaboratoryaMedicineRF2019RF[aRFeXcZSeXca 5.9 3

51 wigratingFaFlabSdevelopedFwoR™Smo®FrealStimeFzmRFtoFYFH™ampleFtoFResultHFsystemsdFexperiencesF
onFoptimizationFandFvalidationTFDiagnosticaMicrobiologyaandaInfectiousaDiseaseRF2019RFcZRFYZcSY[Z 2.9 3

50 zuttingFfluFonFtheFagendadFxewFvoicesRFnewFpartnersTFVaccineRF2015RFYYRFaVZWSY 4.1 3

49 kFrareFcaseFofFrl®FgenotypeFfluctuationFNshiftingFandFreversionOFafterFliverFtransplantationTFJournala
ofaClinicalaVirologyRF2015RFaWRFcYSa 14.5 3

48 kXWFrs®SWFsubSsubtypeFpWFoutbreakFamongFw™wFinFlelgiumTFVirusaEvolutionRF2017RFYRF 3.7 3

47 kFdecadeFofFenterovirusFgeneticFdiversityFinFlelgiumTFJournalaofaClinicalaVirologyRF2019RFWXWRFWVZXV[ 14.5 3

46 ™usceptibilityFofFtheFzoRTm]FcellFlineFforFinfectionFwithFclinicalFhumanFrespiratoryFsyncytialFvirusF
isolatesTFJournalaofaVirologicalaMethodsRF2012RFWbWRFYaSZX 2.6 3

45
UsefulnessFofFimmunochromatographicFdetectionFofFantibodiesFtoFwycobacteriumFtuberculosisFasF
anFadjunctFtoFauramineFstainingFforFrapidFdiagnosisFofFtuberculosisFinFaFlowSprevalenceFsettingTF
EuropeanaJournalaofaClinicalaMicrobiologyaandaInfectiousaDiseasesRF1999RFWbRFaZVSX

5.3 3

44 vowerFpersistenceFofFantiSnucleocapsidFcomparedFtoFantiSspikeFantibodiesFupFtoFoneFyearFafterF
™kR™Smo®SXFinfectionTTFDiagnosticaMicrobiologyaandaInfectiousaDiseaseRF2022RFWVYRFWW[][c 2.9 3

(2022-)
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43  hreeFvoleFspeciesFandFoneFNiOFnovelFarvicolidFhantavirusFpathogendF ulaFvirusFrevisitedTF
EurosurveillanceRF2016RFXWRF 19.8 3

42  heFresultsFofFtickSboneFencephalitisFN loOSvaccinationTFAmericanaJournalaofaTropicalaMedicineaanda
HygieneRF2000RF]XRFYX[S] 3.2 3

41 xeto®sRdFaFreproducibleFprotocolFforFviromeFanalysisTFProtocolaExchangeR 3

40 mlinicalFrelevanceFofFplasmaFviromeFdynamicsFinFliverFtransplantFrecipientsTFEBioMedicineRF2020RF]VRFWVYVVc8.8 3

39 qeneticFdiversityFandFevolutionFofF™kR™Smo®SXFinFlelgiumFduringFtheFfirstFwaveFoutbreak 3

38 mompleteFqenomeF™equenceFofFxovaF®irusRFaFrantavirusFmirculatingFinFtheFouropeanFwoleFinF
lelgiumTFGenomeaAnnouncementsRF2015RFYRF 2

37 pirstFgenomicFcharacterizationFofFaFlelgianFonterovirusFmWVZFusingFsequenceSindependentF
xanoporeFsequencingTFInfectionnaGeneticsaandaEvolutionRF2020RFbWRFWVZX]a 4.5 2

36 kreFhantavirusFinfectionsFalsoFpartFofFtheFrapidlyFgrowingFspectrumFofFanFinfectionStriggeredF
reactiveFhaemophagocyticFsyndromeiTFClinicalaMicrobiologyaandaInfectionRF2016RFXXRFaZ[S] 9.5 2

35 ™equenceFandFstructuralFanalysesFofFx™zZFproteinsFfromFhumanFgroupFkFrotavirusFstrainsFdetectedF
inF unisiaTFPathologieaEtaBiologieRF2014RF]XRFWZ]S[W 2

34 momparisonFofFtwoFautomatedFimmunoassaysFforFtheFdeterminationFofFzuumalavirusFsgwFandFsgqTF
JournalaofaClinicalaVirologyRF2014RF]VRFW][Sa 14.5 2

33 zapillomavirusSassociatedFcutaneousFpapillomasFinFaFpopulationFofFwildFspottedFhyenasFNmrocutaF
crocutaOTFJournalaofaWildlifeaDiseasesRF2013RFZcRF]XaSYW 1.3 2

32 snfluenzaFsurveillanceFinFchildrendFfirstFexperiencesFwithFtheFlelgianFzaediatricF™urveillanceFsystemF
Mzedi™urvMTFArchivesaofaPublicaHealthRF2010RF]bRF 2.6 2

31 ™ubacuteFsclerosingFpanencephalitisFinFtheFdifferentialFdiagnosisFofFencephalitisTFNeurologyRF2005RF
][RFWWZ[S]eFauthorFreplyFWWZ[S] 6.5 2

30 rantavirusFinfectionFcomplicatedFwithFkRpFandFspontaneousFperinephricFhaemorrhageTFNephronRF
2001RFbcRFXZWSX 3.3 2

29 oliminationFofF®iralFrepatitisFandFanFUpdateFonFlloodF™afetyF echnologyTFHepatitisaMonthlyRF2018RF
WbRF 1.8 2

28 kirFconditioningFsystemFusageFandF™kR™Smo®SXFtransmissionFdynamicsFinFsranTFMedicalaHypothesesRF
2020RFWZYRFWWVW]Z 3.8 2

27 mommentFonFHkFmlusterFofF hreeFmasesFofFzulmonaryF™yndromeFamongFmanadianFwilitaryF
zersonnelHTFCanadianaJournalaofaInfectiousaDiseasesaandaMedicalaMicrobiologyRF2016RFXVW]RFaZ[bZVc 2.6 2

26 wolecularFdetectionFandFgenomicFcharacterizationFofFdiverseFhepacivirusesFinFkfricanFrodentsTFVirusa
EvolutionRF2021RFaRFveabVY] 3.7 2

Marc Van Ranst

24



25  heFvirotaFandFitsFtranskingdomFinteractionsFinFtheFhealthyFinfantFgutTTFProceedingsaofatheaNationala
AcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaRF2022RFWWcRFeXWWZ]WcWWc 11.5 2

24 kZ[FqeneticFdiversityFofFanellovirusesFinFtheFbloodFviromeTFVirusaEvolutionRF2019RF[RF 3.7 1

23 mommentFonFtamesonFetFalTdFzrevalenceFofFantibodiesFagainstFhantavirusesFinFserumFandFsalivaFofF
adultsFlivingForFworkingFonFfarmsFinFüorkshireRFUnitedFuingdomTFVirusesRF2014RF]RFYZW[SXZ 6.2 1

22 ™evereFcrescenticFglomerulonephritisFlinkedFtoFanFacuteFrantaanFvirusFinfectioniTFNephrologya
DialysisaTransplantationRF2011RFX]RFWZZbSc 4.3 1

21 zuumalaFvirusFreferenceFstrainFforFhantavirusFserodiagnosisFinFpranceTFEuropeanaJournalaofaClinicala
MicrobiologyaandaInfectiousaDiseasesRF2010RFXcRFWSXeFauthorFreplyFY 5.3 1

20 zostSexposureFprophylaxisFafterFaccidentalFprionFinoculationTFLancetnaTheRF1998RFY[WRF]VV 40 1

19 ™equenceFdatabasesFandFdatabaseFsearchingYYS]a 1

18 zoliovirusFsamplingFbyFusingFsodiumFdodecylFsulfateUon kSpretreatedFchromatographyFpaperF
stripsTFBiochemicalaandaBiophysicalaResearchaCommunicationsRF2004RFYX[RFaWWS[ 3.4 1

17 vetterFtoFtheFeditordF heFfirstFtickSborneFencephalitisFcaseFinFtheFxetherlandsdFreflectionsFandFaFnoteF
ofFcautionTFEurosurveillanceRF2016RFXWRF 19.8 1

16 rowFkdequateF™ocialFwediaFwanagementF™upportsFtheF®iralFrepatitisFoliminationFzrogramTF
HepatitisaMonthlyRF2018RFsnFzressRF 1.8 1

15 ktFleastFsevenFdistinctFrotavirusFgenotypeFconstellationsFinFbatsFwithFevidenceFofFreassortmentFandF
zoonoticFtransmissions 1

14 UnravellingFtheFevolutionaryFrelationshipsFofFhepacivirusesFwithinFandFacrossFrodentFhosts 1

13 rematopoieticF™temFmellF ransplantationFmuresFmhronicFkichiF®irusFsnfectionFinFaFzatientFwithF
ñSlinkedFkgammaglobulinemiaTFJournalaofaClinicalaImmunologyRF2021RFZWRFWZVYSWZV[ 5.7 1

12 rostFswitchingFpathogensRFinfectiousFoutbreaksFandFzoonosisdFkFwarieF™k¯�odowskaSmurieFinnovativeF
trainingFnetworkFNryxyURsOTFVirusaResearchRF2018RFX[aRFWXVSWXZ 6.4 1

11 quidelinesFforFtheFmanagementFofFchronicFhepatitisFmFinFpatientsFinfectedFafterFsubstanceFuseTFActaa
GastrooEnterologicaaBelgicaRF2005RF]bRFYbSZ[ 0.6 1

10 mhloroquineRFanFkntiSwalariaFnrugFasFoffectiveFzreventionFforFrantavirusFsnfectionsTFFrontiersaina
CellularaandaInfectionaMicrobiologyRF2021RFWWRF[bV[YX 5.9 0

9 righFzrevalenceFofFmoinfectingFonteropathogensFinF™uspectedFRotavirusF®accineFlreakthroughF
masesTFJournalaofaClinicalaMicrobiologyRF2021RF[cRFeVWXY]XW 9.7 0

8 ®kvmyRdFaFprotocolFforFtheFvalidationFofF™kR™ScoronaFvirusSXFassaysTTFArchivesaofaPublicaHealthRF
2022RFbVRFcb 2.6 0

(2022-2022)
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7  woF™eparateFmlustersFofF™kR™Smo®SXFneltaF®ariantFsnfectionsFinFkFqroupFofFZWF™tudentsF ravellingF
fromFsndiadFknFsllustrationFofFtheFxeedFforFRigorousF estingFandF–uarantineTFVirusesRF2022RFWZRFWWcb 6.2 0

6 ovaluationFofFaFreverseFlineFblotFassayFforFgenotypingFcommonFhumanFrotavirusesTFJournalaofa
VirologicalaMethodsRF2013RFWcYRF[caS]VX 2.6

5 XaWFnistributionFofFx™zZFqenotypesFofFqroupFkFRotavirusF™trainsFmirculatingFinF unisianFmhildrenF
fromFXVV]FtoFXVVbTFArchivesaofaDiseaseainaChildhoodRF2012RFcaRFkacSkac 2.2

4 snFvivoFevaluationFofFantiviralFcompoundsFonFrespiratoryFsyncytialFvirusFusingFaFjuvenileFvervetF
monkeyFNmhlorocebusFpygerythrusOFinfectionFmodelTFMethodsainaMolecularaBiologyRF2013RFWVYVRFYaYSbX 1.4

3 zhylogeneticFanalysisFofFopenFreadingFframeFofFWWFgeneFsegmentsFofFnovelFhumanSbovineF
reassortantFR®kFq]z[W₄FstrainFinFzakistanTFJournalaofaMedicalaVirologyRF2019RFcXRFYWac 19.7

2 kFconfirmedFcaseFofFmy®snSWcFreinfectionFwithFaFgeneticallyFdistinctFstraindFaFcaseFreportFfromF
lelgiumTFActaaClinicaaBelgicaRF2021RFWSX 1.8

1
mommentarydFnevelopmentFofFaFmomparativeFouropeanFyrthohantavirusFwicroneutralizationFkssayF
WithFwultiS™peciesF®alidationFandFovaluationFinFaFrumanFniagnosticFmohortTFFrontiersainaCellularaanda
InfectionaMicrobiologyRF2021RFWWRFaVXaVc

5.9
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