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108 TheMinteractionMofMaminoMacidsMwithMophthaldialdehydeoMaMkineticMstudyMandMspectrophotometricM
assayMofMtheMreactionMproductbMAnalyticaleBiochemistryZM1980ZMedeZMemmani 3.1 130

107 ’uidelinesMforMreportingMofMbiocatalyticMreactionsbMTrendseineBiotechnologyZM2010ZMfmZMeleamd 15.1 126

106 wiocatalyticMapproachMtoMenantiomericallyMpureM˛†aaminoMacidsbMTetrahedron:eAsymmetryZM1995ZMkZMekdeaeked 88

105
wiomimeticMTransaminationMofM˛–avlkylM˛†a±etoMxarboxylicMzstersbMxhemoenzymaticMvpproachMtoMtheM
StereochemicallyMyefinedM˛–avlkylM˛†a‘luoroalkylM˛†avminoMvcidsbMJournaleofeOrganiceChemistryZM1998ZM
kgZMemlmaemmh

4.2 75

104 SubstrateMspecificityMofMpenicillinMamidaseMfromMzbMcolibMBiochimicaeEteBiophysicaeActaeteBiomembranes
ZM1980ZMkekZMfmgan 3.8 75

103 xhemoaenzymaticMapproachMtoMtheMsynthesisMofMeachMofMtheMfourMisomersMofM
˛–aalkyla˛†afluoroalkylasubstitutedM˛†aaminoMacidsbMTetrahedron:eAsymmetryZM1994ZMiZMeffiaeffm 74

102 znzymaticMsynthesisMofM˛†alactamMantibioticsoMvMthermodynamicMbackgroundbMEnzymeeandeMicrobiale
TechnologyZM1980ZMfZMegmaehh 3.8 72

101 wiocatalyticMresolutionMofM˛†afluoroalkyla˛†aaminoMacidsbMTetrahedron:eAsymmetryZM1994ZMiZMeeenaeefk 69

100 QuantitativeMcharacterizationMofMtheMnucleophileMreactivityMinMpenicillinMacylaseacatalyzedMacylM
transferMreactionsbMBiochimicaeEteBiophysicaeActaeteProteinseandeProteomicsZM2002ZMeinnZMeghahd 4 53

99 PenicillinMacylaseacatalyzedMresolutionMofMaminesMinMaqueousMorganicMsolventsbMTetrahedron:e
AsymmetryZM2000ZMeeZMhingahkdd 53

98 ±ineticMstudyMofMpenicillinMacylaseMfromMvlcaligenesMfaecalisbMFEBSeLettersZM1997ZMhelZMheham 3.8 51

97 “ighlyMefficientMsynthesisMofMampicillinMinManMOaqueousMsolutionaprecipitateOMsystemoMrepetitiveM
additionMofMsubstratesMinMaMsemicontinuousMprocessbMBiotechnologyeandeBioengineeringZM2001ZMlgZMhfkagd 4.9 51

96 RobustMenzymeMdesignoMbioinformaticMtoolsMforMimprovedMproteinMstabilitybMBiotechnologyeJournalZM
2015ZMedZMghhaii 5.6 49

95 TyrosylayNvMPhosphodiesteraseMeM”nhibitorsoMUsnicMvcidMznaminesMznhanceMtheMxytotoxicMzffectMofM
xamptothecinbMJournaleofeNaturaleProductsZM2016ZMlnZMfnkeafnkl 4.9 48

94
PenicillinMacylaseacatalyzedMsynthesisMofMbetaalactamMantibioticsMinMhighlyMcondensedMaqueousM
systemsoMbeneficialMimpactMofMkineticMsubstrateMsupersaturationbMBiotechnologyeandeBioengineeringZM
2004ZMmiZMgfgan

4.9 48

93
PenicillinMacylaseacatalyzedMsynthesisMofMampicillinMinMâ��aqueousMsolutionâ��precipitateâ��MsystemsbM“ighM
substrateMconcentrationMandMsupersaturationMeffectbMJournaleofeMoleculareCatalysiseB:eEnzymaticZM
2000ZMedZMidnaiei

48

92 PreparationMofMopticallyMactiveMeaaminoalkylphosphonicMacidsMbyMstereoselectiveMenzymaticM
hydrolysisMofMracemicMNaacylatedMeaaminoalkylphosphonicMacidsbMTetrahedronZM1991ZMhlZMgnmnagnnm 2.4 46
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91 “ighlyMefficientMandMenantioselectiveMenzymaticMacylationMofMaminesMinMaqueousMmediumbM
Tetrahedron:eAsymmetryZM2001ZMefZMekhiaekid 43

90 xomputationalMdesignMofMaMp“MstableMenzymeoMunderstandingMmolecularMmechanismMofMpenicillinM
acylaseTsMadaptationMtoMalkalineMconditionsbMPLoSeONEZM2014ZMnZMeeddkhg 3.7 42

89
wioinformaticManalysisMofM˛–c˛†ahydrolaseMfoldMenzymesMrevealsMsubfamilyaspecificMpositionsM
responsibleMforMdiscriminationMofMamidaseMandMlipaseMactivitiesbMProteineEngineeringseDesigneande
SelectionZM2012ZMfiZMkmnanl

1.9 41

88 QuantitativeMcharacteristicMofMtheMcatalyticMpropertiesMandMmicrostructureMofMcrossalinkedMenzymeM
aggregatesMofMpenicillinMacylasebMJournaleofeMoleculareCatalysiseB:eEnzymaticZM2009ZMikZMfdfafdl 39

87 vctiveMsiteMtitrationMasMaMtoolMforMtheMevaluationMofMimmobilizationMproceduresMofMpenicillinMacylasebM
BiotechnologyeandeBioengineeringZM2002ZMlnZMffham 4.9 39

86 PenicillinMacylaseacatalyzedMprotectionMandMdeprotectionMofMaminoMgroupsMasMaMpromisingMapproachM
inMenzymaticMpeptideMsynthesisbMFEBSeLettersZM1991ZMfmlZMgeag 3.8 38

85 PenicillinMacylaseacatalyzedMampicillinMsynthesisMusingMaMp“MgradientoMaMnewMapproachMtoM
optimizationbMBiotechnologyeandeBioengineeringZM2002ZMlmZMimnang 4.9 36

84 PreparationMandMpropertiesMofMpenicillinMamidaseMimmobilizedMinMpolyelectrolyteMcomplexesbM
BiochimicaeEteBiophysicaeActaeteBiomembranesZM1981ZMkkdZMginaki 3.8 35

83 znzymaticMpreparationMofMbothMαaMandMyaenantiomersMofMphosphonicMandMphosphonousManaloguesMofM
alanineMusingMpenicillinMacylasebMTetrahedron:eAsymmetryZM1993ZMhZMenkiaenkm 33

82 PenicillinMacylaseacatalyzedMpeptideMsynthesisoMaMchemoaenzymaticMrouteMtoMstereoisomersMofM
gZkadiphenylpiperazineafZiadionebMTetrahedron:eAsymmetryZM2000ZMeeZMedllaedmg 31

81 ZebraoMaMwebMserverMforMbioinformaticManalysisMofMdiverseMproteinMfamiliesbMJournaleofeBiomoleculare
StructureeandeDynamicsZM2014ZMgfZMelifam 3.6 29

80 ±ineticsMofMtheMenzymaticMsynthesisMofMbenzylpenicillinbMEnzymeeandeMicrobialeTechnologyZM1980ZMfZMgegagel3.8 29

79 wioinformaticManalysisMofMproteinMfamiliesMforMidentificationMofMvariableMaminoMacidMresiduesM
responsibleMforMfunctionalMdiversitybMJournaleofeBiomoleculareStructureeandeDynamicsZM2014ZMgfZMliaml 3.6 26

78 SaturationMmutagenesisMrevealsMtheMimportanceMofMresiduesMalphaRehiMandMalpha‘ehkMofMpenicillinM
acylaseMinMtheMsynthesisMofMbetaalactamMantibioticsbMJournaleofeBiotechnologyZM2008ZMeggZMemafk 3.7 25

77
vcylMgroupMtransferMbyMproteasesMformingManMacylenzymeMintermediateoMkineticMmodelManalysisM
UincludingMhydrolysisMofMacylenzymeaMnucleophileMcomplexVbMJournaleofeTheoreticaleBiologyZM1989ZM
ehdZMengafdh

2.3 25

76 vMgreenZMfullyMenzymaticMprocedureMforMamineMresolutionZMusingMaMlipaseMandMaMpenicillinM’MacylasebM
GreeneChemistryZM2008ZMedZMhei 10 24

75 βustgusealoMaMserverMforMmultipleMstructureaguidedMsequenceMalignmentMofMproteinMfamiliesbM
BioinformaticsZM2018ZMghZMeimgaeimi 7.2 23

74 vMkineticMstudyMofMhogMkidneyMaminoacylasebMBBAeteProteinseandeProteomicsZM1982ZMldeZMgmnanh 23
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73 pocketZebraoMaMwebaserverMforMautomatedMselectionMandMclassificationMofMsubfamilyaspecificMbindingM
sitesMbyMbioinformaticManalysisMofMdiverseMproteinMfamiliesbMNucleiceAcidseResearchZM2014ZMhfZMWghhan 20.1 22

72
±ineticsMofMampicillinMsynthesisMcatalyzedMbyMpenicillinMacylaseMfromMzbMcoliMinMhomogeneousMandM
heterogeneousMsystemsbMQuantitativeMcharacterizationMofMnucleophileMreactivityMandMmathematicalM
modelingMofMtheMprocessbMBiochemistryenMoscowoZM2000ZMkiZMegklali

2.9 22

71 vpplicationMofMaminoacylaseM”MtoMtheMenantioselectiveMresolutionMofM˛–aaminoMacidMestersMandMamidesbM
Tetrahedron:eAsymmetryZM2004ZMeiZMenggaengk 21

70 PenicillinMacylaseacatalyzedMpeptideMsynthesisMinMaqueousMmediumoMaMchemoaenzymaticMrouteMtoM
stereoisomericallyMpureMdiketopiperazinesbMTetrahedron:eAsymmetryZM2003ZMehZMgefgagefm 21

69 ResolutionMofMURSVaphenylglycinonitrileMbyMpenicillinMacylaseacatalyzedMacylationMinMaqueousMmediumbM
Tetrahedron:eAsymmetryZM2003ZMehZMfkegafkel 21

68 SolubleainsolubleMimmobilizedMenzymesbMBiotechnologyeandeBioengineeringZM1982ZMfhZMfglahd 4.9 21

67 xatalyticMxycleMofMPenicillinMvcylaseMfromMzscherichiaMcolioMQβcββMβodelingMofMxhemicalM
TransformationsMinMtheMznzymeMvctiveMSiteMuponMPenicillinM’M“ydrolysisbMACSeCatalysisZM2014ZMhZMfifeafifn13.1 19

66 vnMâ��easyaonZMeasyaoffâ��MprotectingMgroupMforMtheMenzymaticMresolutionMofMU´–VaeaphenylethylamineMinManM
aqueousMmediumbMTetrahedron:eAsymmetryZM2004ZMeiZMfndeafndk 19

65 wioinformaticManalysisMofMtheMfoldMtypeM”MPαPadependentMenzymesMrevealsMdeterminantsMofMreactionM
specificityMinMlathreonineMaldolaseMfrombMFEBSeOpeneBioZM2018ZMmZMedegaedfm 2.7 18

64
zfficientMenantiomericManalysisMofMprimaryMaminesMandMaminoMalcoholsMbyMhighaperformanceMliquidM
chromatographyMwithMprecolumnMderivatizationMusingMnovelMchiralMS“areagentM
NaURVamandelylaUSVacysteinebMJournaleofeChromatographyeAZM2005ZMedniZMmnang

4.5 18

63 xontinuousMspectrophotometricMassayMofMhumanMlysosomalMcathepsinMvcprotectiveMproteinMinM
normalMandMgalactosialidosisMcellsbMAnalyticaleBiochemistryZM1995ZMfgdZMgdgal 3.1 18

62
xhiralMhighaperformanceMliquidMchromatographyManalysisMofMalphaaaminoMacidMmixturesMusingMaMnovelM
S“MreagentaaNaRamandelylaαacysteineMandMtraditionalMenantiomericMthiolsMforMprecolumnM
derivatizationbMJournaleofeChromatographyeAZM2007ZMeeliZMmnani

4.5 16

61 PenicillinMvcylaseaxatalyzedMSolidaStateMvmpicillinMSynthesisbMAdvancedeSynthesiseandeCatalysisZM2002ZM
ghhZMmnhamnm 5.6 15

60 NeuraminidaseMvMfromMStreptococcusMpneumoniaeMhasMaMmodularMorganizationMofMcatalyticMandM
lectinMdomainsMseparatedMbyMaMflexibleMlinkerbMFEBSeJournalZM2018ZMfmiZMfhfmafhhi 5.7 14

59 YosshioMaMwebaserverMforMdisulfideMengineeringMbyMbioinformaticManalysisMofMdiverseMproteinMfamiliesbM
NucleiceAcidseResearchZM2019ZMhlZMWgdmaWgeh 20.1 13

58 vliphaticMamidaseMfromMRhodococcusMrhodochrousMβmMisMrelatedMtoMtheMnitrilaseccyanideMhydrataseM
familybMBiochemistryenMoscowoZM2005ZMldZMefmdal 2.9 13

57 znzymaticMhydrolysisMofM˛†alactamMantibioticsMatMlowMp“MinMaMtwoaphaseMOaqueousMsolutionMaM
wateraimmiscibleMorganicMsolventOMsystembMCanadianeJournaleofeChemistryZM2002ZMmdZMknnaldl 0.9 13

56 StructuralMinsightsMintoMtheMbroadMsubstrateMspecificityMofMcarboxypeptidaseMTMfromM
ThermoactinomycesMvulgarisbMFEBSeJournalZM2015ZMfmfZMefehafh 5.7 12
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55 βolecularMβechanismsMofMPvRPaeM”nhibitorMlaβethylguaninebMInternationaleJournaleofeMoleculare
SciencesZM2020ZMfeZM 6.3 12

54 TheMvisualxβvToMvMwebaserverMtoMselectMandMinterpretMcorrelatedMmutationsccoaevolvingMresiduesMinM
proteinMfamiliesbMJournaleofeBioinformaticseandeComputationaleBiologyZM2018ZMekZMemhdddi 1 12

53 βolecularMmodelingMofMformateMdehydrogenaseoMtheMformationMofMtheMβichaelisMcomplexbMJournaleofe
BiomoleculareStructureeandeDynamicsZM2012ZMgdZMeldan 3.6 12

52 ThermodynamicMandMkineticMstabilityMofMpenicillinMacylaseMfromMzscherichiaMcolibMBiochimicaeEte
BiophysicaeActaeteProteinseandeProteomicsZM2008ZMelmhZMlgkahk 4 12

51 p“MStabilityMofMpenicillinMacylaseMfromMzscherichiaMcolibMBiochemistryenMoscowoZM2004ZMknZMegmkand 2.9 12

50 xomparativeMmodelingMofMsubstrateMbindingMinMtheMSeTMsubsiteMofMserineMcarboxypeptidasesMfromM
yeastZMwheatZMandMhumanbMBiochemistryZM1996ZMgiZMehmnnandn 3.2 12

49 ZebrafoMadvancedMandMeasyatoauseMwebaserverMforMbioinformaticManalysisMofMsubfamilyaspecificMandM
conservedMpositionsMinMdiverseMproteinMsuperfamiliesbMNucleiceAcidseResearchZM2020ZMhmZMWkiaWle 20.1 12

48 βolecularMmodelingMofMdifferentMsubstrateabindingMmodesMandMtheirMroleMinMpenicillinMacylaseM
catalysisbMFEBSeJournalZM2013ZMfmdZMeeiafk 5.7 11

47 NovelMinhibitorsMofMglyceraldehydeagaphosphateMdehydrogenaseoMcovalentMmodificationMofM
NvyabindingMsiteMbyMaromaticMthiolsbMBiochemistryenMoscowoZM2010ZMliZMehhhan 2.9 11

46
“ydrophobicityMofMbetaalactamMantibioticsbMzxplanationMandMpredictionMofMtheirMbehaviourMinMvariousM
partitioningMsolventMsystemsMandMreversedaphaseMchromatographybMJournaleofeChromatographyeAZM
1991ZMimiZMgagh

4.5 11

45 “umanMpgm˛–MmitogenaactivatedMproteinMkinaseMinMtheMvspekmaPheekna’lyeldainMUy‘’ainVMstateMcanM
bindMallostericMinhibitorMyoramapimodbMJournaleofeBiomoleculareStructureeandeDynamicsZM2019ZMglZMfdhnafdkd3.6 10

44 ”ncreasedMnucleophileMreactivityMofMaminoMacidMbetaanaphthylamidesMinM
alphaachymotrypsinacatalyzedMpeptideMsynthesisbMBBAeteProteinseandeProteomicsZM1990ZMedheZMleam 10

43
TheMeffectMofMultrasoundMasMaMnewMmethodMofMstudyingMconformationalMtransitionsMinMenzymeMactiveM
sitesbMp“aMandMtemperatureainducedMconformationalMtransitionsMinMtheMactiveMcentreMofMpenicillinM
amidasebMFEBSeLettersZM1975ZMhnZMgfiam

3.8 10

42 TheMmechanismMofMtheMalphaachymotrypsinMandMtrypsinacatalyzedMhydrolysisMofMamidesbMzvidenceMforM
theMparticipationMofMtheMactiveMserineMinMtheMamidaseMactivityMofMtrypsinbMFEBSeJournalZM1973ZMgmZMifnagk 10

41
ParallelMworkflowMmanagerMforMnonaparallelMbioinformaticMapplicationsMtoMsolveMlargeascaleM
biologicalMproblemsMonMaMsupercomputerbMJournaleofeBioinformaticseandeComputationaleBiologyZM2016
ZMehZMekheddm

1 10

40 ”nhibitoryMzffectMofMNewMSemisyntheticMUsnicMvcidMyerivativesMonM“umanMTyrosylayNvM
PhosphodiesteraseMebMPlantaeMedicaZM2019ZMmiZMedgaeee 3.1 9

39 ”nfluenceMofMtheMimmunizationMagainstMheterologousMalcoholMdehydrogenaseMonMliverMalcoholM
dehydrogenaseMisozymesMandMalcoholMabuseMofMratsbMFEBSeJournalZM1993ZMfefZMlilake 9

38 fZiayiketopiperazinesoMvMNewMxlassMofMPolyUvyPariboseVpolymeraseM”nhibitorsbMBiochemistrye
nMoscowoZM2018ZMmgZMeifaeim 2.9 8
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37 QuantumMchemicalMstudiesMofMtheMcatalyticMmechanismMofMNaterminalMnucleophileMhydrolasebM
BiochemistryenMoscowoZM2007ZMlfZMhniaidd 2.9 8

36 StudyMofMnucleophileMbindingMinMtheMpenicillinMacylaseMactiveMcenterbM±ineticManalysisbMBiochemistrye
nMoscowoZM2003ZMkmZMggham 2.9 8

35 ‘orceMfieldMparametrizationMforMkaaminopenicillanicMacidbMComputationaleandeTheoreticaleChemistryZM
2003ZMkgeZMeelaefi 8

34 ProspectsMofMUsingMwiocatalysisMforMtheMSynthesisMandMβodificationMofMPolymersbMMoleculesZM2021ZMfkZM 4.8 8

33 StructureMofMtheMcarboxypeptidaseMwMcomplexMwithMNasulfamoylaαaphenylalanineMaMaMtransitionMstateM
analogMofMnonaspecificMsubstratebMJournaleofeBiomoleculareStructureeandeDynamicsZM2018ZMgkZMnikanki 3.6 7

32 ”nhibitionMofMPolyUvyPaRiboseVMPolymeraseMbyMNucleicMvcidMβetaboliteMlaβethylguaninebMActae
NaturaeZM2016ZMmZMedmaeei 2.1 7

31 wioinformaticMvnalysisMofMtheMNicotinamideMwindingMSiteMinMPolyUvyPaRiboseVMPolymeraseM‘amilyM
ProteinsbMCancersZM2021ZMegZM 6.6 7

30 zasyvmberoMvMcomprehensiveMtoolboxMtoMautomateMtheMmolecularMdynamicsMsimulationMofMproteinsbM
JournaleofeBioinformaticseandeComputationaleBiologyZM2020ZMemZMfdhddee 1 6

29 βolecularMmodelingMstudiesMofMsubstrateMbindingMbyMpenicillinMacylasebMBiochemistryenMoscowoZM2008ZM
lgZMikakh 2.9 6

28
wioinformaticManalysisMofMsubfamilyaspecificMregionsMinMgyastructuresMofMhomologsMtoMstudyM
functionalMdiversityMandMconformationalMplasticityMinMproteinMsuperfamiliesbMComputationaleande
StructuraleBiotechnologyeJournalZM2021ZMenZMegdfaegee

6.8 6

27 wiologicallyMactiveMcyclicMpolypeptidesMwithMfragmentsMofM˛†aaminoMacidMderivativesMisolatedMfromM
marineMorganismsMUreviewVbMChemistryeofeHeterocycliceCompoundsZM2011ZMhlZMgniahel 1.4 5

26
TotallyMenzymaticMsynthesisMofMpeptidesbMPenicillinMacylaseacatalyzedMprotectionMandMdeprotectionMofM
aminoMgroupsMasMimportantMbuildingMblocksMofMthisMstrategybMAnnalseofetheeNeweYorkeAcademyeofe
SciencesZM1998ZMmkhZMifhal

6.5 5

25 βodelingMofMtheM‘ullaSizeMgyMStructureMofM“umanMxhaperoneM“spldMandMStudyMofM”tsM”nterdomainM
”nteractionsbMActaeNaturaeZM2010ZMfZMkkale 2.1 5

24 wzSS”xxZMaMxOSβOaRSMbasedMtoolMforMinMsilicoMsolventMscreeningMofMbiocatalyzedMreactionsbM
BiotechnologyeandeBioengineeringZM2012ZMednZMemkham 4.9 4

23 TheMmethylMesterMofM˛–aaminophenylaceticMacidoMp“adependenceMandMphosphateMcatalysisMofM
hydrolysisbMJournaleofetheeChemicaleSocietyePerkineTransactionseIIZM1986ZMeiglaeihd 4

22 PenicillinMvcylaseaxatalyzedMzffectiveMandMStereoselectiveMvcylationMofMeaphenylethylamineMinM
vqueousMβediumMusingMNonavctivatedMvcylMyonorbMActaeNaturaeZM2010ZMfZMnhank 2.1 4

21 xomparativeMwioinformaticMvnalysisMofMvctiveMSiteMStructuresMinMzvolutionarilyMRemoteM“omologuesM
ofM˛–Z˛†a“ydrolaseMSuperfamilyMznzymesbMActaeNaturaeZM2011ZMgZMnganm 2.1 4

20 wuildingMaM‘ullavtomMβodelMofMαZytranspeptidaseMfMfromMβycobacteriumMtuberculosisMforMScreeningM
NewM”nhibitorsbMActaeNaturaeZM2017ZMnZMhhaie 2.1 4

Vytas Svedas

6



19
TheMnatureMofMtheMligandTsMsideMchainMinteractingMwithMtheMSeTasubsiteMofMmetallocarboxypeptidaseMTM
UfromMThermoactinomycesMvulgarisVMdeterminesMtheMgeometryMofMtheMtetrahedralMtransitionM
complexbMPLoSeONEZM2019ZMehZMedffkkgk

3.7 4

18 βustgusealMandMSisterMWebaβethodsoMvMPracticalM’uideMtoMwioinformaticMvnalysisMofMProteinM
SuperfamiliesbMMethodseineMoleculareBiologyZM2021ZMffgeZMelnafdd 1.4 4

17 ThermodynamicsMofMphenylacetamidesMsynthesisoMαinearMfreeMenergyMrelationshipMwithMtheMp±MofM
aminebMJournaleofeMoleculareCatalysiseB:eEnzymaticZM2012ZMlhZMhmaig 3

16 ”nvestigationMofMformateMtransportMthroughMtheMsubstrateMchannelMofMformateMdehydrogenaseMbyM
steeredMmolecularMdynamicsMsimulationsbMBiochemistryenMoscowoZM2011ZMlkZMelfah 2.9 3

15 vMnewMmethodMforMspectrophotometricMassayMofMactivityMofMcrossalinkedMpenicillinMacylaseM
aggregatesbMBiochemistryenMoscowoZM2006ZMleZMgeian 2.9 3

14 UseMofMhighMacylMdonorMconcentrationsMleadsMtoMpenicillinMacylaseMinactivationMinMtheMcourseMofM
peptideMsynthesisbMJournaleofeMoleculareCatalysiseB:eEnzymaticZM2004ZMgeZMkgaki 3

13 wioinformaticMvnalysisZMβolecularMβodelingMofMRoleMofMαyskiMResidueMinMxatalyticMTriadMofM
yaaminopeptidaseMfromMOchrobactrumManthropibMActaeNaturaeZM2010ZMfZMkkald 2.1 3

12 xatalyticMandMlectinMdomainsMinMneuraminidaseMvMfromMStreptococcusMpneumoniaeMareMcapableMofManM
intermolecularMassemblyoM”mplicationsMforMbiofilmMformationbMFEBSeJournalZM2021ZMfmmZMgfelagfgd 5.7 3

11 xrystalMstructuresMofMcarboxypeptidaseMTMcomplexesMwithMtransitionastateManalogsbMJournaleofe
BiomoleculareStructureeandeDynamicsZM2018ZMgkZMgnimagnkk 3.6 3

10 xloningMofMpenicillinMacylaseMfromMzscherichiaMcolioMxatalyticMpropertiesMofMrecombinantMenzymesbM
MoscoweUniversityeChemistryeBulletinZM2008ZMkgZMedgaedl 0.5 2

9 βutationMofMResidueM˛†‘leMofMzscherichiaMcoliMPenicillinMvcylaseMResultsMinMznhancedM
znantioselectivityMandM”mprovedMxatalyticMPropertiesbMActaeNaturaeZM2009ZMeZMnhanm 2.1 2

8 βolecularMβodelingMofMtheMwindingMofMtheMvllostericM”nhibitorMOptactinMatMaMNewMwindingMSiteMinM
NeuraminidaseMvMfromMStreptococcusMpneumoniaebMMoscoweUniversityeChemistryeBulletinZM2018ZMlgZMfdiafee0.5 2

7 StudyMofMtheMxonformationalMVarietyMofMtheMOligosaccharideMSubstratesMofMNeuraminidasesMfromM
PathogensMusingMβolecularMβodelingbMMoscoweUniversityeChemistryeBulletinZM2018ZMlgZMgnahi 0.5 2

6
TheM˛†yhmhNMmutantMofMpenicillinMacylaseMfromMzscherichiaMcoliMisMmoreMresistantMtoMinactivationMbyM
substratesMandMcanMeffectivelyMperformMpeptideMsynthesisMinMaqueousMmediumbMJournaleofeMoleculare
CatalysiseB:eEnzymaticZM2015ZMeefZMkkakm

1

5 xoadesigningM“PxasystemsMbyMcomputingMcapabilitiesMandMmanagementMflexibilityMtoMaccommodateM
bioinformaticMworkflowsMatMdifferentMcomplexityMlevelsbMJournaleofeSupercomputingZe 2.5 1

4 wifunctionalM”nhibitorsMofM”nfluenzaMVirusMNeuraminidaseoMβolecularMyesignMofMaMSulfonamideMαinkerbM
InternationaleJournaleofeMoleculareSciencesZM2021ZMffZM 6.3 1

3
ProbingMtheMSubstrateMSpecificityMandM”ntersubunitM”nteractionsMofMwrevundimonasMyiminutaM
’lutarylMvcylaseMwithMSiteayirectedMβutagenesisbMAmericaneJournaleofeBiochemistryeande
BiotechnologyZM2014ZMedZMeknaeln

0.4

2 SynthesisMofMSchiffMbasesMfromMgaaminoagaarylpropionicMacidMestersMinMaqueousMmediumbMRussiane
JournaleofeOrganiceChemistryZM2012ZMhmZMmkdamkg 0.7

(2012-2019)
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1 “ighaPerformanceM“ybridMxomputingMforMwioinformaticMvnalysisMofMProteinMSuperfamiliesbM
CommunicationseineComputereandeInformationeScienceZM2019ZMfhnafkh 0.3
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