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106 GeneticMstudiesMofMbodyMmassMindexMyieldMnewMinsightsMforMobesityMbiologydMNaturebM2015bMkgnbMgomchfl 50.4 2687

105 wssociationManalysesMofMhjobmolMindividualsMrevealMgnMnewMlociMassociatedMwithMbodyMmassMindexdM
NaturelGeneticsbM2010bMjhbMoimcjn 36.3 2267

104 NewMgeneticMlociMimplicatedMinMfastingMglucoseMhomeostasisMandMtheirMimpactMonMtypeMhMdiabetesMriskdM
NaturelGeneticsbM2010bMjhbMgfkcgl 36.3 1673

103 HundredsMofMvariantsMclusteredMinMgenomicMlociMandMbiologicalMpathwaysMaffectMhumanMheightdM
NaturebM2010bMjlmbMnihcn 50.4 1514

102 LargecscaleMassociationManalysisMprovidesMinsightsMintoMtheMgeneticMarchitectureMandMpathophysiologyM
ofMtypeMhMdiabetesdMNaturelGeneticsbM2012bMjjbMongcof 36.3 1482

101 wMlargecscalebMconsortiumcbasedMgenomewideMassociationMstudyMofMasthmadMNewlEnglandlJournallofl
MedicinebM2010bMilibMghggcghhg 59.2 1431

100 zefiningMtheMroleMofMcommonMvariationMinMtheMgenomicMandMbiologicalMarchitectureMofMadultMhumanM
heightdMNaturelGeneticsbM2014bMjlbMggmicnl 36.3 1339

99 NewMgeneticMlociMlinkMadiposeMandMinsulinMbiologyMtoMbodyMfatMdistributiondMNaturebM2015bMkgnbMgnmcgol 50.4 920

98 GenomecwideMtranscancestryMmetacanalysisMprovidesMinsightMintoMtheMgeneticMarchitectureMofMtypeMhM
diabetesMsusceptibilitydMNaturelGeneticsbM2014bMjlbMhijcjj 36.3 784

97 MetacanalysisMidentifiesMgiMnewMlociMassociatedMwithMwaistchipMratioMandMrevealsMsexualMdimorphismM
inMtheMgeneticMbasisMofMfatMdistributiondMNaturelGeneticsbM2010bMjhbMojoclf 36.3 724

96 SequenceMvariantsMaffectingMeosinophilMnumbersMassociateMwithMasthmaMandMmyocardialMinfarctiondM
NaturelGeneticsbM2009bMjgbMijhcm 36.3 627

95 LargecscaleMassociationManalysesMidentifyMnewMlociMinfluencingMglycemicMtraitsMandMprovideMinsightM
intoMtheMunderlyingMbiologicalMpathwaysdMNaturelGeneticsbM2012bMjjbMoogcgffk 36.3 621

94 wMgenomecwideMapproachMaccountingMforMbodyMmassMindexMidentifiesMgeneticMvariantsMinfluencingM
fastingMglycemicMtraitsMandMinsulinMresistancedMNaturelGeneticsbM2012bMjjbMlkoclo 36.3 615

93 GenomecwideMassociationMstudyMidentifiesMfiveMlociMassociatedMwithMlungMfunctiondMNaturelGeneticsbM
2010bMjhbMilcjj 36.3 430

92 NovelMlociMforMadiponectinMlevelsMandMtheirMinfluenceMonMtypeMhMdiabetesMandMmetabolicMtraitspMaM
multicethnicMmetacanalysisMofMjkbnogMindividualsdMPLoSlGeneticsbM2012bMnbMegffhlfm 6 326

91 TheMnaturalMhistoryMofMnonalcoholicMfattyMliverMdiseaseMwithMadvancedMfibrosisMorMcirrhosispManM
internationalMcollaborativeMstudydMHepatologybM2011bMkjbMghfncgl 11.2 323

90 GenomecwideMassociationMandMlargecscaleMfollowMupMidentifiesMglMnewMlociMinfluencingMlungMfunctiondM
NaturelGeneticsbM2011bMjibMgfnhcof 36.3 313
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89 αTOMgenotypeMisMassociatedMwithMphenotypicMvariabilityMofMbodyMmassMindexdMNaturebM2012bMjofbMhlmcmh 50.4 304

88 IdentificationMofMILlRMandMchromosomeMggqgidkMasMriskMlociMforMasthmadMLancetylThebM2011bMimnbMgfflcgj 40 298

87 GenomicsMofMtheMmajorMhistocompatibilityMcomplexpMhaplotypesbMduplicationbMretrovirusesMandM
diseasedMImmunologicallReviewsbM1999bMglmbMhmkcifj 11.3 283

86 SexcstratifiedMgenomecwideMassociationMstudiesMincludingMhmfbfffMindividualsMshowMsexualM
dimorphismMinMgeneticMlociMforManthropometricMtraitsdMPLoSlGeneticsbM2013bMobMegffikff 6 277

85 MultiancestryMassociationMstudyMidentifiesMnewMasthmaMriskMlociMthatMcolocalizeMwithMimmuneccellM
enhancerMmarksdMNaturelGeneticsbM2018bMkfbMjhcki 36.3 246

84 wssociationMxetweenMTelomereMLengthMandMRiskMofMyancerMandMNoncNeoplasticMziseasespMwM
MendelianMRandomizationMStudydMJAMAlOncologybM2017bMibMlilclkg 13.4 236

83 TheMInfluenceMofMwgeMandMSexMonMGeneticMwssociationsMwithMwdultMxodyMSizeMandMShapepMwM
LargecScaleMGenomecWideMInteractionMStudydMPLoSlGeneticsbM2015bMggbMegffkimn 6 220

82 MetacanalysisMofMgenomecwideMassociationMstudiesMidentifiesMtenMlociMinfluencingMallergicM
sensitizationdMNaturelGeneticsbM2013bMjkbMofhcofl 36.3 191

81 GenomecwideMassociationManalysesMforMlungMfunctionMandMchronicMobstructiveMpulmonaryMdiseaseM
identifyMnewMlociMandMpotentialMdruggableMtargetsdMNaturelGeneticsbM2017bMjobMjglcjhk 36.3 170

80 GenomecwideMmetacanalysisMidentifiesMsixMnovelMlociMassociatedMwithMhabitualMcoffeeMconsumptiondM
MolecularlPsychiatrybM2015bMhfbMljmclkl 15.1 167

79 NewMgeneticMsignalsMforMlungMfunctionMhighlightMpathwaysMandMchronicMobstructiveMpulmonaryM
diseaseMassociationsMacrossMmultipleMancestriesdMNaturelGeneticsbM2019bMkgbMjngcjoi 36.3 156

78 GenomecwideMassociationManalysisMidentifiesMggMriskMvariantsMassociatedMwithMtheMasthmaMwithMhayM
feverMphenotypedMJournalloflAllergylandlClinicallImmunologybM2014bMgiibMgkljcmg 11.5 143

77 GenomecwideMassociationMstudyMtoMidentifyMgeneticMdeterminantsMofMsevereMasthmadMThoraxbM2012bM
lmbMmlhcn 7.3 139

76 wMgenomecwideMassociationMsearchMforMtypeMhMdiabetesMgenesMinMwfricanMwmericansdMPLoSlONEbM2012bM
mbMehohfh 3.7 138

75 GenomecwideMassociationMstudiesMidentifyMyHRNwkeiMandMHTRjMinMtheMdevelopmentMofMairflowM
obstructiondMAmericanlJournalloflRespiratorylandlCriticallCarelMedicinebM2012bMgnlbMlhhcih 10.2 131

74 IdentificationMofMnovelMgeneticMLociMassociatedMwithMthyroidMperoxidaseMantibodiesMandMclinicalM
thyroidMdiseasedMPLoSlGeneticsbM2014bMgfbMegffjghi 6 122

73 NovelMlociMaffectingMironMhomeostasisMandMtheirMeffectsMinMindividualsMatMriskMforMhemochromatosisdM
NaturelCommunicationsbM2014bMkbMjohl 17.4 121

72 GeneticMlandscapeMofMchronicMobstructiveMpulmonaryMdiseaseMidentifiesMheterogeneousMcellctypeMandM
phenotypeMassociationsdMNaturelGeneticsbM2019bMkgbMjojckfk 36.3 119
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71
 ffectMofMfiveMgeneticMvariantsMassociatedMwithMlungMfunctionMonMtheMriskMofMchronicMobstructiveMlungM
diseasebMandMtheirMjointMeffectsMonMlungMfunctiondMAmericanlJournalloflRespiratorylandlCriticallCarel
MedicinebM2011bMgnjbMmnlcok

10.2 112

70 GenomecwideMassociationManalysisMidentifiesMsixMnewMlociMassociatedMwithMforcedMvitalMcapacitydM
NaturelGeneticsbM2014bMjlbMllocmm 36.3 104

69 GenomecwideMphysicalMactivityMinteractionsMinMadiposityMcMwMmetacanalysisMofMhffbjkhMadultsdMPLoSl
GeneticsbM2017bMgibMegfflkhn 6 103

68 TrafficcrelatedMairMpollutionMexposureMisMassociatedMwithMallergicMsensitizationbMasthmabMandMpoorM
lungMfunctionMinMmiddleMagedMJournalloflAllergylandlClinicallImmunologybM2017bMgiobMghhcghodeg 11.5 92

67 NovelMxloodMPressureMLocusMandMGeneMziscoveryMUsingMGenomecWideMwssociationMStudyMandM
 xpressionMzataMSetsMαromMxloodMandMtheMKidneydMHypertensionbM2017bM 8.5 85

66 SixteenMnewMlungMfunctionMsignalsMidentifiedMthroughMgfffMGenomesMProjectMreferenceMpanelM
imputationdMNaturelCommunicationsbM2015bMlbMnlkn 17.4 79

65 GenomecwideManalysesMidentifyMaMroleMforMSLygmwjMandMwwzwTMinMthyroidMhormoneMregulationdM
NaturelCommunicationsbM2018bMobMjjkk 17.4 75

64 TrafficcrelatedMairMpollutionMexposureMoverMaMkcyearMperiodMisMassociatedMwithMincreasedMriskMofM
asthmaMandMpoorMlungMfunctionMinMmiddleMagedMEuropeanlRespiratorylJournalbM2017bMkfbM 13.6 57

63 yhangesMinMtheMprevalenceMofMasthmaMinMadultsMsinceMgollpMtheMxusseltonMhealthMstudydMEuropeanl
RespiratorylJournalbM2010bMikbMhmicn 13.6 57

62 WholecgenomeMsequencecbasedManalysisMofMthyroidMfunctiondMNaturelCommunicationsbM2015bMlbMklng 17.4 56

61 GenomecwideMassociationMstudyMofMbodyMmassMindexMinMhiMfffMindividualsMwithMandMwithoutMasthmadM
ClinicallandlExperimentallAllergybM2013bMjibMjlicmj 4.1 54

60 MolecularMmechanismsMunderlyingMvariationsMinMlungMfunctionpMaMsystemsMgeneticsManalysisdMLancetl
RespiratorylMedicineythebM2015bMibMmnhcok 35.1 52

59
GenomecwideMassociationMstudyMandMmetacanalysisMinMmultipleMpopulationsMidentifiesMnewMlociMforM
peanutMallergyMandMestablishesMyggorfife MSYMasMaMgeneticMriskMfactorMforMfoodMallergydMJournallofl
AllergylandlClinicallImmunologybM2018bMgjgbMoogcgffg

11.5 47

58 yytokineMlevelsMandMassociationsMwithMsymptomMseverityMinMmaleMandMfemaleMchildrenMwithMautismM
spectrumMdisorderdMMolecularlAutismbM2017bMnbMli 6.5 46

57 wMprincipalMcomponentMmetacanalysisMonMmultipleManthropometricMtraitsMidentifiesMnovelMlociMforM
bodyMshapedMNaturelCommunicationsbM2016bMmbMgiikm 17.4 46

56 GenecbasedManalysisMofMregulatoryMvariantsMidentifiesMjMputativeMnovelMasthmaMriskMgenesMrelatedMtoM
nucleotideMsynthesisMandMsignalingdMJournalloflAllergylandlClinicallImmunologybM2017bMgiobMggjncggkm 11.5 43

55 GeneticMvariantsMassociatedMwithMincreasedMriskMofMmalignantMpleuralMmesotheliomapMaMgenomecwideM
associationMstudydMPLoSlONEbM2013bMnbMelghki 3.7 43

54 wMcomprehensiveMevaluationMofMpotentialMlungMfunctionMassociatedMgenesMinMtheMSpiroMetaMgeneralM
populationMsampledMPLoSlONEbM2011bMlbMegoinh 3.7 41
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53 yausalMandMsyntheticMassociationsMofMvariantsMinMtheMS RPINwMgeneMclusterMwithMalphagcantitrypsinM
serumMlevelsdMPLoSlGeneticsbM2013bMobMegffiknk 6 37

52 wMgenomecwideMassociationMstudyMforMmalignantMmesotheliomaMriskdMLunglCancerbM2013bMnhbMgcn 5.9 35

51  pidemiologicalMandMMendelianMRandomizationMStudiesMofMzihydrotestosteroneMandM stradiolMandM
LeukocyteMTelomereMLengthMinMMendMJournalloflClinicallEndocrinologylandlMetabolismbM2016bMgfgbMghoocifl5.6 32

50
RationalebMdesignMandMmethodsMforMaMcommunitycbasedMstudyMofMclusteringMandMcumulativeMeffectsM
ofMchronicMdiseaseMprocessesMandMtheirMeffectsMonMageingpMtheMxusseltonMhealthyMageingMstudydMBMCl
PubliclHealthbM2013bMgibMoil

4.1 31

49 yhronicMobstructiveMpulmonaryMdiseaseMandMrelatedMphenotypespMpolygenicMriskMscoresMinM
populationcbasedMandMcaseccontrolMcohortsdMLancetlRespiratorylMedicineythebM2020bMnbMlolcmfn 35.1 29

48 HwxPhMgermlineMvariantsMareMuncommonMinMfamilialMnonmedullaryMthyroidMcancerdMBMClMedicall
GeneticsbM2016bMgmbMlf 2.1 27

47 ImpactMofMcommonMvariationMinMbonecrelatedMgenesMonMtypeMhMdiabetesMandMrelatedMtraitsdMDiabetesbM
2012bMlgbMhgmlcnl 0.9 25

46 HighccoverageMplasmaMlipidomicsMrevealsMnovelMsexcspecificMlipidomicMfingerprintsMofMageMandMxMIpM
 videnceMfromMtwoMlargeMpopulationMcohortMstudiesdMPLoSlBiologybM2020bMgnbMeifffnmf 9.7 24

45 TheMinteractionMbetweenMfarmingeruralMenvironmentMandMTLRhbMTLRjbMTLRlMandMyzgjMgeneticM
polymorphismsMinMrelationMtoMearlycMandMlateconsetMasthmadMScientificlReportsbM2017bMmbMjilng 4.9 23

44
P xxL SMstudyMprotocolpMaMrandomisedMcontrolledMtrialMtoMpreventMatopicMdermatitisbMfoodMallergyM
andMsensitisationMinMinfantsMwithMaMfamilyMhistoryMofMallergicMdiseaseMusingMaMskinMbarrierMimprovementM
strategydMBMJlOpenbM2019bMobMefhjkoj

3 23

43 wluMpolymorphismMwithinMtheMMIyxMgeneMandMassociationMwithMHLwcxMallelesdMImmunogeneticsbM2002bM
kibMomkco 3.2 22

42 GeneticMvariantsMaffectingMcrosscsectionalMlungMfunctionMinMadultsMshowMlittleMorMnoMeffectMonM
longitudinalMlungMfunctionMdeclinedMThoraxbM2017bMmhbMjffcjfn 7.3 20

41 IntegrativeMpathwayMgenomicsMofMlungMfunctionMandMairflowMobstructiondMHumanlMolecularlGeneticsbM
2015bMhjbMlnilcjn 5.6 20

40 IncreasedMcentralMadiposityMisMassociatedMwithMprocinflammatoryMimmunoglobulinMGMNcglycansdM
ImmunobiologybM2019bMhhjbMggfcggk 3.4 18

39 wMyanadianMgenomecwideMassociationMstudyMandMmetacanalysisMconfirmMHLwMasMaMriskMfactorMforM
peanutMallergyMindependentMofMasthmadMJournalloflAllergylandlClinicallImmunologybM2018bMgjgbMgkgicgkgl11.5 16

38 wMgenomecwideMassociationMscanMforMasthmaMinMaMgeneralMwustralianMpopulationdMHumanlGeneticsbM
2008bMghibMhomcifl 6.3 16

37 zoMVariantsMinMGSTsMModifyMtheMwssociationMbetweenMTrafficMwirMPollutionMandMwsthmaMinM
wdolescenceudMInternationallJournalloflMolecularlSciencesbM2016bMgmbMjnk 6.3 14

36 RiskMfactorsMforMrespiratoryMsymptomsMinMadultspMtheMxusseltonMHealthMStudydMRespirologybM2013bMgnbMghklclf3.6 13
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35 PatternsMofMairwayMdiseaseMandMtheMclinicalMdiagnosisMofMasthmaMinMtheMxusseltonMpopulationdM
EuropeanlRespiratorylJournalbM2011bMinbMgfkico 13.6 12

34 InteractionMofMGlutathioneMScTransferaseMMgb´ TgbMandMPgMGenesMWithM arlyMLifeMTobaccoMSmokeM
 xposureMonMLungMαunctionMinMwdolescentsdMChestbM2019bMgkkbMojcgfh 5.3 8

33 VitaminMzMandMrespiratoryMhealthMinMtheMxusseltonMHealthyMwgeingMStudydMRespirologybM2018bMhibMkmlcknh 3.6 7

32 αunctionalMhaplotypesMinMtheMPTGzRMgeneMfailMtoMassociateMwithMasthmaMinMtwoMwustralianM
populationsdMRespirologybM2011bMglbMikocll 3.6 7

31
wluyMIyxMdimorphismMwithinMtheMclassMIMregionMofMtheMmajorMhistocompatibilityMcomplexMisM
associatedMwithMasthmaMandMairflowMobstructionMinMtheMxusseltonMpopulationdMClinicallandl
ExperimentallAllergybM2006bMilbMmhncij

4.1 7

30 RiskMfactorsMforMmalignantMmesotheliomaMinMpeopleMwithMnoMknownMexposureMtoMasbestosdMAmericanl
JournalloflIndustriallMedicinebM2017bMlfbMjihcjil 2.7 6

29  ffectsMofMandrogenMdeprivationMtherapyMonMtelomereMlengthdMClinicallEndocrinologybM2017bMnmbMingcink 3.4 6

28  xposureMtoMhouseholdMairMpollutionMoverMgfMyearsMisMrelatedMtoMasthmaMandMlungMfunctionMdeclinedM
EuropeanlRespiratorylJournalbM2021bMkmbM 13.6 6

27 PhenotypeMconsensusMisMrequiredMtoMenableMlargecscaleMgeneticMconsortiumMstudiesMofMfoodMallergydM
Allergy:lEuropeanlJournalloflAllergylandlClinicallImmunologybM2020bMmkbMhinichinm 9.3 5

26 TheMPHαggMgeneMisMnotMassociatedMwithMasthmaMorMasthmaMphenotypesMinMtwoMindependentM
populationsdMThoraxbM2009bMljbMlhfck 7.3 5

25 wssociationsMofMplasmaMIGαgbMIGαxPiMandMestradiolMwithMleucocyteMtelomereMlengthbMaMmarkerMofM
biologicalMagebMinMmendMEuropeanlJournalloflEndocrinologybM2020bMgnhbMhicii 6.5 5

24 NewMgeneticMsignalsMforMlungMfunctionMhighlightMpathwaysMandMpleiotropybMandMchronicMobstructiveM
pulmonaryMdiseaseMassociationsMacrossMmultipleMancestries 5

23 IdentificationMofMSTOMLhMasMaMputativeMnovelMasthmaMriskMgeneMassociatedMwithMILlRdMAllergy:l
EuropeanlJournalloflAllergylandlClinicallImmunologybM2016bMmgbMgfhfcif 9.3 5

22  arlyMlifeMacetaminophenMexposurebMglutathioneMSctransferaseMgenesbMandMdevelopmentMofM
adolescentMasthmaMinMaMhighcriskMbirthMcohortdMJournalloflAllergylandlClinicallImmunologybM2020bMgjlbMgfikcgfjjdegh11.5 5

21 PleiotropyMofMcardiometabolicMsyndromeMwithMobesitycrelatedManthropometricMtraitsMdeterminedM
usingMempiricallyMderivedMkinshipsMfromMtheMxusseltonMHealthMStudydMHumanlGeneticsbM2018bMgimbMjkcki 6.3 5

20 wirwayMmicrobialMcommunitiesbMsmokingMandMasthmaMinMaMgeneralMpopulationMsampledMEBioMedicinebM
2021bMmgbMgfikin 8.8 5

19 yomprehensiveMgeneticManalysisMofMtheMhumanMlipidomeMidentifiesMlociMassociatedMwithMlipidM
homeostasisMwithMlinksMtoMcoronaryMarteryMdiseasedMNaturelCommunicationsbM2022bMgibM 17.4 5

18
WhyMNotMUseMtheMImmunoglobulinMGMcGlycansMasMPredictorMVariablesMinMziseaseM
xiomarkercPhenotypeMwssociationMStudiesuMwMMultivariateMwnalysisdMOMICSlAlJournalloflIntegrativel
BiologybM2019bMhibMllnclmf

3.8 4
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17 GastrocoesophagealMrefluxMandMrespiratoryMsymptomsMinMxusseltonMadultspMtheMeffectsMofM
bodyweightMandMsleepMapnoeadMInternallMedicinelJournalbM2012bMjhbMmmhco 1.6 4

16 yomparisonMofMtheMmilkMqualityMofMtheMSouthMwfricanMxoerMandMwustralianMRangelandMgoatsdMSmalll
RuminantlResearchbM2004bMkibMgngcgnj 1.7 4

15  stimatingMeligibilityMforMlungMcancerMscreeningMinManMwustralianMcohortbMincludingMtheMeffectMofM
spirometrydMMedicallJournalloflAustraliabM2016bMhfjbMjfl 4 4

14 yrosscsectionalMassociationsMofMsexMhormonesMwithMleucocyteMtelomereMlengthbMaMmarkerMofM
biologicalMagebMinMaMcommunitycbasedMcohortMofMolderMmendMClinicallEndocrinologybM2019bMofbMklhcklo 3.4 4

13 GenomecwideMwssociationMStudyMofMyhangeMinMαastingMGlucoseMoverMtimeMinMgibnfmMnoncdiabeticM
 uropeanMwncestryMIndividualsdMScientificlReportsbM2019bMobMojio 4.9 3

12 TheMWittenoomMlegacydMInternationallJournalloflEpidemiologybM2020bMjobMjlmcjml 7.8 3

11 PrevalenceMandMpatternsMofMmultimorbidityMinMwustralianMbabyMboomerspMtheMxusseltonMhealthyM
ageingMstudydMBMClPubliclHealthbM2021bMhgbMgkio 4.1 3

10 IdentificationMofMtwoMnewMyjMallelesMbyMzNwMsequencingMandMevidenceMforMaMhistoricalMrecombinationM
ofMserologicallyMdefinedMyjwMandMyjxMallelesdMTissuelAntigensbM2004bMlibMhlico 2

9 yommonMgeneticMvariantsMassociatedMwithMthyroidMfunctionMmayMbeMriskMallelesMforMHashimotoUsM
diseaseMandMGravesUMdiseasedMClinicallEndocrinologybM2016bMnjbMhmnchni 3.4 2

8 UcShapedMRelationshipMofMLeukocyteMTelomereMLengthMWithMwllcyauseMandMyancercRelatedMMortalityM
inMOlderMMendMJournalsloflGerontologyl-lSerieslAlBiologicallScienceslandlMedicallSciencesbM2021bMmlbMgljcgmg6.4 2

7 TheMprevalenceMandMcomorbiditiesMofMobstructiveMsleepMapneaMinMmiddlecagedMmenMandMwomenpMtheM
xusseltonMHealthyMwgeingMStudydMJournalloflClinicallSleeplMedicinebM2021bMgmbMhfhochfio 3.1 2

6  arlycLifeM xposureMtoMOralMwntibioticsMand´ LungMαunctionMIntoM arlyMwdulthooddMChestbM2020bMgkmbMiijcijg5.3 1

5 ObstructiveMairwayMdiseaseMinMjlclkcyearcoldMpeopleMinMxusseltonbMWesternMwustraliabMgollchfgkdM
MedicallJournalloflAustraliabM2018bMhfnbMhfochgi 4 1

4
wMk˛–creductaseMVSRzkwhWMpolymorphismMisMassociatedMwithMserumMtestosteroneMandMsexM
hormonecbindingMglobulinMinMmenbMwhileMaromataseMVyYPgowgWMpolymorphismsMareMassociatedMwithM
oestradiolMandMluteinizingMhormoneMreciprocallydMClinicallEndocrinologybM2019bMofbMifgcigg

3.4 0

3  arlyclifeMexposureMtoMsiblingMmodifiesMtheMrelationshipMbetweenMyzgjMpolymorphismsMandMallergicM
sensitizationdMClinicallandlExperimentallAllergybM2019bMjobMiigcijf 4.1 0

2 GenomecwideMassociationMstudyMofMcopyMnumberMvariationMwithMlungMfunctionMidentifiesMaMnovelM
signalMofMassociationMnearMxwNPMforMforcedMvitalMcapacitydMBMClGeneticsbM2016bMgmbMggl 2.6

1 PotentialMforMparalogousMmappingMtoMsimplifyMtheMgeneticsMofMdiseasesMandMfunctionsMassociatedM
withMMHyMhaplotypesM2000bMgjlcgkm
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